Suml vs Sprl

Sum1 vs Spr2

Accession Source gene log2(Fold log2(Fold
regulation  p-value regulation  p-value
Change) Change)
circRNA275 0.0000 0.000000
ASPH inf up inf up
12 0020 19
circRNA490 0.0000 0.000650
NRDC -inf down -inf down
2 0045 71
circRNA109 0.0001 0.000195
PHF21A -inf down -inf down
95 9047 83
circRNA 145 0.0016 0.000076
TXNDC16 -inf down -inf down
18 0854 98
circRNAS545 0.0022 0.012512
ATP2Cl1 -inf down -inf down
6 3572 87
circRNA155 0.0056 0.007067
THADA -inf down inf up
94 2197 30
circRNA273 0.0083 0.007067
RALGPS2 inf up inf up
32 2166 30
circRNA420 0.0146 0.000014
NR3C1 -inf down -inf down
5 8864 45
circRNA105 0.0147 0.026901
TMBIM4 -inf down -inf down
86 3002 26
circRNA274 0.0165 0.016459
PPHLNI1 inf up inf up
37 6765 023
0.0178 0.003374
ciRNA292 RUNX2 -inf down -inf down
4709 21
circRNA273 0.0301 0.029002
UTRN inf up inf up
46 2005 93
circRNA274 0.0316 0.027809
TOX inf up inf up
36 5165 33
circRNAI111 0.0327 0.030791
STAM2 -inf down -inf down
03 4586 13
circRNAS13 0.0381 0.034048
RAPGEF2 -inf down -inf down
5 8905 94
circRNA772 2.004862 0.0383  2.845445 0.041374
DNAHI12 up up
6 7 8692 7 03
0.0461 0.041686
ciRNA3301 WWOX inf up inf up
8363 54
circRNA275 0.0469 0.042931
ZFYVEIl6 inf up inf up
01 9043 64
circRNA466  intergenic circR 0.0002 0.000046
-inf down -inf down
1 NA 9191 87
circRNA477  intergenic circR 0.0003 0.000185
-inf down -inf down
5 NA 2880 68
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Inf: circRNA was not expressed in either the Spr or the Sum.



GO Term

circRNAs (Source Gene)

Guanyl-nucleotide exchange factor activity

Small GTPase mediated signal transduction

Repressing transcription factor binding

circRNA27860 (ANKRD27); circRNA27332 (RALGPS2);
circRNA3628 (MCF2L2); circRNA27183 (DOCK?7)
circRNA27332 (RALGPS2); circRNA 13493 (RHEB);

circRNA27183 (DOCK7)

ciRNA292 (RUNX2); circRNA4205 (NR3C1);

circRNA27437 (PPHLN1); circRNA4205 (NR3C1);

Cytosol circRNA11103 (STAM2); circRNA 13493 (RHEB);
ciRNA3301 (WWOX)
KEGG Term circRNAs (Source Gene)

Choline metabolism in cancer

Endocytosis

Longevity regulating pathway

circRNA 13493 (RHEB); circRNA5677 (GPCPDI)

circRNA11103 (STAM2);
circRNA27501 (ZFYVE16)

circRNA13493 (RHEB)




