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HIV1HXB2 GAASMTLTVQ ARQLLSGIVQ QONNLLRATE AQQHLLQLTV WGIKQLQARI LAVERYLKDQ QLLGIWGCSG KLICTTAVPW [640]
HIV1THO23 St S B v ....--¥Y... -K..L....- -K.I...... [640]
HIV2ALI A.--L..A-. S.T..A -Q..DMV- -K.QM.R -.N. vV -TI.K..... AR.NS...AF RQV.H.T. .- [640]
HIV1HXB2 NASWSNKSLE QIWNHTTWME WDREINNYTS LIHSLIEESQ NQQEKNEQEL -LELDKWASL WNWFNITNWL WYIKLFIMIV [720]
HIV1THO023 .ST...R.F. E...NM..I. .E...S...N Q.YEILTQ.. ...DR..KD. -........ - --..D..--. A [720]
HIV2ALI ---.V.N..K PD.DNM. .E. --QQVRYLEA N.SEQL.QA. I..... TY K.SW.VFIN- --.LDL.A-V K..QYGVY.I [720]
HIV1HXB2 GGLVGLRIVF AVLSIVNRVR QGYSPL---- -SFQTHLPTP RGPDRPEGIE EEGGERDRDR SIRLVNGSLA -LIWDDLRSL [800]
HIV1THO23 B ---- -.L.--ITHH .E...-.R.- ..... QG..K .V...8S.F.. -.T....... [800]
HIV2ALI V.I.A....T Y.-QMLS.L. K..R.VFSSP PGYIQQIHIH KDQE------ QT.T.DVDNV GD..WPWPI. Y.HFHL.ALT [800]
HIV1HXB2 CLFSYHRLRD LLLIVTRIVE LLGR----- R GWEALKYWWN LLQY---WSQ E---LKNSAV SLLNA--TAI AVAEGTDRVI [880]
HIV1THO23 ....... -.. FIS.AA.T.. HS-SKL .G...LG. I.-.---.G. .---..IT..T .-...-—-... ...-W..... [880]
HIV2ALI G.Y.IC.DLS RFS.LQP.FQ S.Q.ALTTI. D.---RLKAA Y...GCE.I. .AFQFRIARE T.T.TWRDLW GAMQWVG.IL [880]
HIV1HXB2 EVVQGACRAI RHIPRRIRQG LERILL [906]

HIV1THO23 .-A...W... L...-..... .T.. [906]

HIV2ALI A--------- -=V....... A.IA.. [906]

Figure S2- Alignment of the envelope sequences of HIV-1 HXB2 (subtype B), HIV-1 TH023 (CRFO1_AE) and HIV-2 ALI. Alignment was
performed with Muscle using default parameters in MEGA X. The chimeric gp120 produced in this work was based on the TH023 and ALI strains.
The HIV-2 ALI C2V3C3 fragment present in the chimera is shown in red letters.



