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Figure S1. Chemical 2D structure of CDDO-Me according to the PubChem Database. The com-

pound has the PubChem CID - 400769. 

 

Figure S2. Gating strategy to determine CD11b+PI+ and CD11b-PI+ cells. BM cell were collected and 

cultured as described in Material and Method section for 24 hours, then washed and used for 

flowcytometry analyses (a) Dot-plot showing the gate of singlets. (b) Histogram demonstrating 

Ly6G+ cell gate. (c) Dot-plot with the quadrant gate was used to determine the frequency of 

CD11b+PI+ cells and CD11b-PI+ cells. 
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Figure S3. Enriched CD11b+ cells from murine BM Ly6G+ cells. (a) BM cells were purified using 

density centrifugation [42] and then were subjected to magnet enrichment using CD11b+ isolation 

kit (MojoSort™ Mouse CD11b Selection Kit (#480109, BioLegend, London, UK). The cells were then 

subjected to flow cytometry analyses using antibodies against CD11b PE labelled and/or Ly6G 

PerCP-Cy5.5 labelled. (b) Photomicrographs showing staining of cells for β-galactosidase activity. 

The method was performed on 96-well plate and each well was examined by Leica DMi8 inverted 

microscope at 10× and 20× magnifications using Flexacam C1 camera (Leica Microsystems; RSR Ltd, 

Sofia, Bulgaria). The photos were captured and the cells showing β-galactosidase activity (blue 

staining) were detected and counted by Image J software. 
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Figure S4. Effect of p38 MAPK kinase inhibitor SB203580 on cytoplasmic Nrf2 level. Bone-mar-

row derived neutrophils were untreated/treated with CDDO-Me at concentrations 100 and 1000 nM 

in the presence of 100 ng/mL LPS and in the presence/absence of 100 nM p38 MAPK inhibitor 

SB203580 (#ab120162; Abcam, Cambridge, UK) for 6 h. The concentration of the inhibitor was se-

lected according to the publication of Xu et al. (2013) [73]. The level of Nrf2 was measured by flow 

cytometry as described in Material and Methods section 4.11. The data were obtained using BSR II 

flow cytometer with BD FACSDiva v6.1.2 Software (Becton Dickinson GmbH, San Jose, CA, USA) 

and analyzed by Cyflogic software 1.2.1 (CyFlo Ltd, Turku, Finland). The data represent mean±SEM 

of one experiment including 3 mice; samples run in triplicate (n=3/group). 
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Figure S5. Effect of p38 MAPK kinase inhibitor SB203580 on CXCR4 expression. Bone-marrow 

derived neutrophils were untreated/treated with CDDO-Me at concentrations 100 and 1000 nM in 

the presence of 100 ng/mL LPS and in the presence/absence of 100 nM p38 MAPK inhibitor SB203580 

(#ab120162; Abcam, Cambridge, UK) for 6 h. The concentration of the inhibitor was selected accord-

ing to the publication of Xu et al. (2013) [73]. The expression of CXCR4 was measured by flow cy-

tometry as described in Material and Methods section 4.10. The data were obtained using BSR II 

flow cytometer with BD FACSDiva v6.1.2 Software (Becton Dickinson GmbH, San Jose, CA, USA) 

and analyzed by Cyflogic software 1.2.1 (CyFlo Ltd, Turku, Finland). The data represent mean±SEM 

of one experiment including 3 mice; samples run in triplicate (n=3/group). 


