
0.00

0.25

0.50

0.75

1.00

R
a

tio
 o

f 
m

u
ta

tio
n

a
l s

u
b

ty
p

e
s 

(i
n

 m
u

ta
tio

n
s 

co
n

si
d

e
re

d
 f
o

r 
T

M
B

)
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Whenever multiple tumor samples were available from the same patient, appropriate sample names are shown in blue. 
A. Ratio of mutational subtypes in case of mutations considered for TMB calculation. B. Ratio of mutational subtypes for 
all somatic mutations.

Supplementary Figure 3. Distribution of mutational subtypes found in the analyzed samples. 
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