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Supplementary Table S1. TFs involved in regulation of TAA1/TARs-YUCCAs in other species 

TFs Genes Species Function Ref. 
EBB1 YUC1 Prunus persica Bud break [1]  
TTG2 YUC2 Brassica napus Salt stress [2]  
PIF4 YUC2/5 Gossypium hirsutum Somatic embryogenesis [3]  
LBD16 YUC2 Medicago truncatula Nodule organogenesis [4]  
CRF4a YUC4a/YUC4b/YUC10a Glycine max  Stem elongation [5]  
REV YUC5 Caragana korshinskii Drought stress [6]  
HEC1 YUC4 Cucumis sativus Fruit neck length [7]  
HB1 YUC5/TAA1 Prunus mume Apical meristem development and branching [8]  
ARR10 YUC4/YUC5 Populus trichocarpa Drought stress [9]  

Abbreviations: EARLY BUD-BREAK 1, EBB1; TRANSPARENT TESTA GLABRA 2, TTG2; HYTOCHROME 

INTERACTING FACTOR 4, PIF4; LOB DOMAIN-CONTAINING PROTEIN 16, LBD16; CYTOKININ 

RESPONSE FACTOR 4a, CRF4a; HECATE 1, HEC1; ARABIDOPSIS RESPONSE REGULATOR 10, ARR10 
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