Table S2. Conserved motifs identified in BrNPF proteins.

Motif No. Motif consensus sequence E-value Motif Width No. of BrVPF proteins Motif annotation

1 63e-1603 41 75 PTR2 domain (PF00854)
2 1.4¢-873 24 72 PTR2 domain (PF00854)
3 7.6e-816 24 71 PTR2 domain (PF00854)
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