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Abstract: CXCL4 is an important biomarker of systemic sclerosis (SSc), an incurable autoimmune
disease characterized by vasculopathy and skin/internal organs fibrosis. CXCL4 contributes to
the type I interferon (IFN-I) signature, typical of at least half of SSc patients, and its presence is
linked to an unfavorable prognosis. The mechanism implicated is CXCL4 binding to self-DNA, with
the formation of complexes amplifying TLR9 stimulation in plasmacytoid dendritic cells (pDCs).
Here, we demonstrate that, upon binding to self-RNA, CXCL4 protects the RNA from enzymatic
degradation. As a consequence, CXCL4-RNA complexes persist in vivo. Indeed, we show for the
first time that CXCL4-RNA complexes circulate in SSc plasma and correlate with both IFN-I and
TNF-«. By using monocyte-derived DCs (MDDCs) pretreated with IFN-« as a model system (to
mimic the SSc milieu of the IFN-I signature), we demonstrate that CXCL4-RNA complexes induce
MDDC maturation and increase, in particular, pro-inflammatory TNF-o as well as IL-12, IL-23, IL-8,
and pro-collagen, mainly in a TLR7/8-dependent but CXCR3-independent manner. In contrast,
MDDCs produced IL-6 and fibronectin independently in their CXCL4 RNA-binding ability. These
findings support a role for CXCL4-RNA complexes, besides CXCL4-DNA complexes, in immune
amplification via the modulation of myeloid DC effector functions in SSc and also during normal
immune responses.
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1. Introduction

CXCL4 is an important biomarker of systemic sclerosis, an autoimmune disease char-
acterized by vasculopathy, inflammation, and autoimmunity [1,2]. These three hallmarks
lead to the fibrosis of the skin (limited SSc form) and internal organs (diffuse form). The
disease is characterized by a type I interferon (IFN-I) signature in about half of the patients,
which may have several deleterious effects, and predicts worse disease progression when
present at disease onset [3-5]. It is important to point out that IFN-I plays many functions
in immune activation and primes immune cells towards a higher response to RNA lig-
ands [3-5]. We have previously demonstrated that CXCL4 binds self/microbial DNA and
forms nanocrystalline complexes that optimally activate TLR9 in plasmacytoid DC (pDC),
leading to the amplification of IFN-I production in response to the DNA [6]. In addition,
when CXCL4 was mixed with RNA and administered to pDC, a certain amount of IFN-«
was also produced [7]. Similarly, CXCL4 and RNA activated memory B-cells pretreated
with IEN-« [8]. Here, we show that, after binding self-RNA, CXCL4 preserves the bound
RNA from degradation, a phenomenon already observed for self-DNA [6]. Although
CXCL4-DNA complexes were shown in the blood and skin of SSc patients [6], whether
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CXCL4-RNA complexes also persist in SSc is unknown. We found that such complexes
exist in SSc plasma, which prompted us to address their role not only as stimulators of pDC
but also of myeloid DC (mDC). Indeed, human mDCs express RNA-sensing receptors and
are master regulators of immunity [9-16]. Signals that elicit important pro-inflammatory
programs may favor hyperactivation and autoimmunity and drive pathways involved in
fibrosis [17,18]. Differentiated monocyte-derived dendritic cells (MDDCs) can be derived
from human blood monocytes, and these cells can be considered the in vitro counterpart of
inflammatory monocytes that became DCs and homes to inflamed sites [10,11,17,18]. We
thus used MDDCs as an in vitro model system to assess the immune amplification effect
of CXCL4 and RNA on several cell factors involved in SSc pathogenesis and fibrosis. Our
findings indicate that CXCL4 affects mDC activation, as previously demonstrated [17,18].
However, the CXCL4 effect also depends on its capacity to bind self-RNA, leading to
immune amplification via endosomal RNA-sensing receptors. Thus, beyond affecting the
IFN-I signature, CXCL4-RNA complexes can modulate other important immune cells, such
as mDCs, and amplify pro-inflammatory factors other than IFN-I as well as pro-fibrotic
mediators.

2. Results
2.1. CXCL4 Binds Self-RNA in a Dose-Dependent Manner and Prevents Its Degradation

We have previously demonstrated that CXCL4 premixed with RNA stimulates the
production of IFN-I by pDC and activates B-cells pretreated with IFN-« [7,8]. Here, we
visualize this binding by electrophoretic mobility shift assay (EMSA) [6]. Figure 1a shows
how CXCL4 binds the RNA extracted from human PBMCs (self-RNA). Binding started to
be evident at 0.5 uMolar concentration in the presence of 20 ug per ml of self-RNA and was
optimal between 2 and 4 CXCL4 pMolar concentrations (Figure 1a). Figure 2b shows that at
2 uMolar concentration, CXCL4 successfully protected the bound RNA from degradation
mediated by partial digestion, with gradual concentrations of a ribonuclease (RNAse).
These results suggest that CXCL4 condenses the self-RNA and impedes its processing
by RNAse, a mechanism similar to that observed with self-DNA, where the DNA was
protected by nucleases [6]. This can explain how self-RNA is rendered immunogenic for
pDCs, as previously shown, and provides a mechanism for its persistence in vivo.

Figure 1. CXCL4 binds self-RNA in a dose-dependent manner and protects it from enzymatic
degradation. (a) Human RNA at different concentrations was incubated for 30 min at 37 °C with
different uMolar concentrations of CXCL4. The complexes were subsequently loaded onto 2%
agarose and the RNA was colored with SYBR Green. Delayed RNA migration indicates the binding of
CXCLA4 to the RNA. (b) The RNA was incubated with CXCL4 in the presence or absence of different
doses of RNAse. The DNA bound to CXCL4 is protected from degradation. Experiments in (a,b)
were repeated 2 times.
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Figure 2. (a) CXCL4-RNA complexes are present in SSc plasma. Immune complexes of RNA with
CXCL4 were determined with an in-house ELISA (see Methods) and results are expressed as optical
density (OD) in SSc patients and HDs. Horizontal bars are the means; vertical bars are standard
errors of the mean (SEM); p-values are from the Mann—Whitney test. (b) OD values were plotted
against IFN-« concentrations measured in the SSc plasma. Correlation was calculated by Spearman’s
correlation test. Coefficient of correlation r, significance p, and sample size N are indicated in the
figure. (c) CXCL4 was immune-precipitated using an anti-CXCL4 antibody from the plasma of SSc
patients, and the immune-precipitated material was separated by SDS-PAGE (10-20% Tricine gel) and
transferred to nitrocellulose. The blot was probed with a monoclonal anti-CXCL4 antibody (c) and a
polyclonal anti-RNA antibody (d) and revealed by ECL. The arrowheads on the right indicate bands
corresponding to major CXCL4 forms. Molecular mass markers are indicated on the left.

2.2. CXCL4-RNA Complexes Are Present in SSc Plasma and Correlate with IFN-I

We have previously shown that CXCL4, which is upregulated in SSc compared to
healthy donor (HD) plasma [19], also circulates in SSc blood in the form of complexes with
DNA [6]. Self-RNA is released by cells dying via several pathways, together with self-
DNA. Although self-RNA is delicate and is even more rapidly degraded by ribonucleases
in vivo, the fact that CXCL4 protected the self-RNA in vitro with a certain efficiency, as
in Figure 1b, prompted us to look for CXCL4-RNA complexes in SSc plasma. To do so,
we used a modified version of an ELISA assay previously set up to detect CXCL4-DNA
complexes in SSc plasma [6]. ELISA plates were coated with CXCL4, and the RNA attached
to the captured CXCL4 was revealed by using an anti-human RNA antibody. We first
verified that our SSc cohort (see Table 1 for the demographic data of patients and controls)
expressed CXCL4 in plasma (Figure S1). Twenty-four out of thirty-four SSc patients (70%)
expressed variable amounts of CXCL4 in their plasma. Next, we tested for the presence of
CXCL4-RNA complexes in the twenty-four samples of CXCL4-positive plasma (Figure 2a).
Twelve out of twenty-four patients (50%) showed positivity for circulating CXCL4-RNA
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complexes. When we plotted the ELISA data (as optical density values (OD)) against the
plasma concentration of the IFN-o measured by commercial ELISA, we found a significant
positive correlation (rspearman = 0.47; p = 0.01; N = 24) (Figure 2b). This reinforced our
findings that CXCL4-RNA complexes induce IFN-« release by pDCs [7]. After selecting
only the SSc plasma samples that were double-positive for CXCL4 and RNA (therefore
containing CXCL4-RNA complexes), we calculated the correlation again with IFN-« and
found that the coefficient « r » increased (rspearman = 0.77; p = 0.005; N = 12, Figure S2).
In order to visualize CXCL4-RNA complexes, we selected SSc plasma containing these
complexes (Figure 2c) and performed immunoprecipitation using an anti-CXCL4 antibody.
When we ran the immune-precipitated material on Tricine gel, we were able to detect RNA
co-immunoprecipitated with CXCL4 (Figure 2c). The RNA gave a signal on the gel where
the tetrameric or dimeric forms of CXCL4 are usually detected. These results suggest that
CXCL4-RNA complexes really circulate in SSc plasma. Thus, they are likely to be relevant
for stimulating RNA sensors inside pDCs and other cell types [7,8] in vivo.

Table 1. Clinical characteristics of patients with SSc.

Characteristics ! SSc (34) HD (24)
Sex (M/F) 1/33 13/11
Age 52 (32-71) 50 (31-55)

Early 14 -
Long-lasting 20 -
RNA pol 6 -
ANA positivity (ATA/ACA) 29/2 -
PAH 20/14 -
Lung fibrosis (yes/no) 20/13 -
Prednisolone use 59% -
Diff/lim 33/1 -

! PAH: Pulmonary arterial hypertension; ANA: anti-nuclear antibodies (abs); ATA: anti-topoisomerase abs; ACA:
anti-centromere abs; RNA pol: anti-RNA polymerase abs; Diff/lim: diffuse or limited SSc.

2.3. CXCL4-RNA Complexes Increase the Maturation of IFN-I-Primed Myeloid DCs

Having established that CXCL4-RNA complexes are stable in vitro and in vivo, we
went on to address whether mDC could also be affected by these complexes. Such cells
express TLR8 and TLR3, and TLR? if stimulated by IFN-I [13-15]. Since SS¢ mDCs in vivo
are likely to be exposed to IFN-I by the effect of the IFN-I signature often detected in
these patients [1,2,5,6,19], we pretreated the MDDCs with 1000 UI/mL of IFN-« and stim-
ulated them with CXCL4-RNA complexes for 48 h. A stimulation with CXCL4 alone
already induced a significant maturation of MDDCs, measured as an increase of CD80 and
CD86 double-positive cells by flow cytometry (cumulative data in Figure 3a, and repre-
sentative experiment in Figure 3b). A 2 uMolar concentration of CXCL4 bound to human
RNA was sufficient to significantly implement the upregulation of the MDDC maturation
markers CD80/86 [11,12], as compared to CXCL4 alone or RNA alone. Although the
administration of CXCL4 is not a null event for MDDC activation [17,18], CXCL4-RNA
complexes amplify maturation, thus increasing mDC activation. Figure 3b,c show how
different concentrations of CXCL4, ranging between 1 and 4 uMolars, alone or in complex
with RNA, induced MDDC maturation. Of note, the maturation of MDDCs that were
not pretreated with IFN-x was not significantly amplified by CXCL4-RNA complexes,
suggesting that priming with IFN-I is important for this effect (Figure S3).
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Figure 3. MDDCs are stimulated to maturity by CXCL4-RNA complexes. MDDCs were either
untreated (nt) or treated with RNA alone or CXCL4 alone or with different amounts of CXCL4-RNA
complexes (b,c) or with TLR agonists: resiquimod (TLRS), PolyIC (TLR3), or LPS (TLR4). MDDC
maturation was evaluated by flow cytometry and is expressed as a percentage of double-positive
(CD80*CD86™) cells. (a) Results from 3 to 5 experiments (depending on the stimulation) performed
with the MDDCs of different donors. p-values were by Mann-Whitney’s test. (b) Flow cytometry
representative plots of dose-response to different concentrations of immune complexes. In (c), the
same representative experiment was visualized as histograms and standard errors (vertical bars),
which were performed in triplicate.

2.4. CXCL4-RNA Complexes Stimulate Pro-Inflammatory and Pro-Fibrotic Pathways

The stimulation of TLR in mDC leads not only to maturation but also to the secretion
of cytokines, which play a major role in the intensity and polarization of the immune
response. These factors affect both the innate and adaptive immune responses, as well
as non-immune cells [15,18,20]. One of the main factors involved in SSc is TNF-¢, and
serum levels of TNF-« are elevated in patients with SSc and favor the development of
pulmonary fibrosis and pulmonary arterial hypertension [21,22]. Thus, we wondered about
the effects of CXCL4-RNA complexes (or CXCL4 alone) on the MDDC secretion of TNF-o
and other additional factors in vitro. We found that different amounts of CXCL4 alone,
added to MDDCs, negligibly affected TNF-o release, whereas the addition of CXCL4-RNA
complexes greatly amplified the TNF-« secretion (Figure 4a). CXCL4-RNA complexes
were also able to significantly increase IL-12 and IL-23 secretion compared to CXCL4 alone
(Figure 4b,c). CXCL4 alone had some effect on both IL-12 and IL-23 (depending on the
dose) with respect to untreated cells. As shown in Figure 5, the treatment of MDDCs
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with CXCL4-RNA complexes significantly amplified the production of IL-8 (also known
as CXCLS8) (Figure 5a), a pro-inflammatory chemokine that can be implicated in fibrosis
and is induced by TNF-« [23-25]. Moreover, the stimulation determined an increase in
pro-collagen production [26], although this effect was mainly observed at the highest
complex doses (Figure 5b). Being important in SSc inflammation and fibrosis, we assessed
IL-6 and fibronectin production (Figure S4) [26-29]. MDDCs stimulated with CXCL4 alone
or CXCL4-RNA-complexes released IL-6 and fibronectin in response to CXCL4 alone,
with no further significant amplification of this production by CXCL4-RNA complexes
(Figure 54). These results suggest that CXCL4 Induces cytokines/chemokine release by
MDDCs, but that CXCL4-RNA complexes amplify CXCL4 effects, at least for some of the
factors induced.
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Figure 4. MDDCs are stimulated to produce pro-inflammatory cytokines by CXCL4-RNA complexes.
MDDCs were either untreated (nt) or treated with RNA alone or CXCL4 alone or with different
amounts of CXCL4-RNA complexes (b,c) or with TLR agonists. Production of cytokines, TNF-«
(a), IL-12 (b), and IL-23 (c) was evaluated by ELISA on culture supernatants harvested after 48 h.
(a—c) Results from 3 to 8 experiments (depending on the stimulation) performed with the MDDCs of
different donors. p-values were by Mann-Whitney’s test.
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Figure 5. MDDCs are stimulated to produce pro-inflammatory /pro-fibrotic factors by CXCL4-RNA
complexes. MDDCs were either untreated (nt) or treated with RNA alone or CXCL4 alone or with
different amounts of CXCL4-RNA complexes or with TLR agonists. Production of the chemokine
IL-8 (a) and pro-collagen (b) was evaluated by ELISA on culture supernatants harvested after 48 h.
Results are from 3 to 8 experiments (depending on the stimulus) performed with MDDCs of different
donors. p-values were by Mann-Whitney’s test.

2.5. CXCL4-RNA Complex Stimulation Is RNA-Sensing—TLR-Dependent and Independent of
CXCR3

As mentioned above, myeloid cells can express RNA-sensing receptors in the cytosol
and the endosomes [13-15,30,31]. Among the TLRs expressed in MDDCs, TLR3 recog-
nizes double-strand RNA (dsRNA), and TLR7 and TLR8 are specifically for single-strand
RNA (ssRNA). MDDCs express RNA-sensing TLR3, TLRS, and TLR7, depending on the
treatment used for their differentiation. Upon IFN-I treatment, MDDCs express and even
upregulate all TLR3, TLR7, and TLRS8 and respond better to their specific ligands [14-16].
To address the way CXCL4-RNA complexes amplify cytokines, we treated MDDCs with
bafilomycin, which is an inhibitor of activation of nucleic-acid-sensing endosomal recep-
tors. The addition of bafilomycin (200 mM, Figure 6a) inhibited the production of TNF-o
(Figure 6a) and also that of IL-12 and IL-23 (Figure S5a). We also treated the MDDCs with
two specific inhibitors of RNA-sensing TLRs (a TLR8 and a TLR7/8 inhibitor), as shown in
Figure 6b. Both inhibitors significantly decreased the production of TNF- by the cells. This
suggested that the engagement of RN A-sensing TLRs was responsible for the observed
effect. In contrast, the use of a blocking antibody to CXCR3, the receptor of CXCL4 [32], did
not affect cytokine production by MDDCs during stimulation (Figure 6¢ and Figure S5b),
suggesting that the main CXCL4 receptor, CXCR3, is dispensable for MDDC activation by
CXCL4-RNA complexes.
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Figure 6. MDDC stimulation by CXCL4-RNA complexes is dependent on endosomal-sensing TLRs
and independent of CXCR3. MDDCs were treated with CXCL4-RNA complexes in the presence of
bafilomycin (a) or specific inhibitors of TLR7 and TLRS (b) (see Methods) to block the stimulation
of endosomal TLRs. Production of TNF-a was evaluated by ELISA, as above. (c) MDDCs were
stimulated by CXCL4-RNA complexes in the presence of an anti-CXCR3 blocking antibody and
TNF-« measured as in (a,b). Results from the experiments in all panels are from 3 to 9 experiments
(depending on the stimulus) performed with the MDDCs of different donors. p-values were by
Mann-Whitney’s test.

2.6. CXCL4-RNA Complexes Correlate with TNF-a in Plasma

The results presented above suggest that CXCL4-RNA complexes concur to mature
and activate pro-inflammatory factors’ secretion of mDC. In our hands, TNF-« seemed par-
ticularly amplified by CXCL4-RNA complexes via RNA-sensing TLRs. Thus, we wondered
whether CXCL4-RNA complexes, determined by ELISA in SSc plasma, could correlate with
the TNF-« measured in the same plasma. SSc patients had a low but significant TNF-o
upregulation in circulation (Figure 7a) compared to HDs. The intensity of the ELISA signal
for CXCL4-RNA (OD) complexes correlated with TNF-o determined in the circulation in a
moderate but significant manner (Figure 7b). When we restricted the correlation analysis
to the patients that showed positivity for CXCL4-RNA complexes in plasma, the Spearman
correlation coefficient « r » further increased, as well as the statistical significance of this
correlation (Figure 7c). These results suggest that CXCL4-RNA complexes could concur
with TNF-o production via myeloid cell stimulation in SSc. In contrast, we were unable
to find a significant correlation between the concentration of IL-6 and the presence, in the
same plasma, of CXCL4-RNA complexes (r = —0.14, p = 0.27, N = 22). These findings
suggest that CXCL4-RNA complexes that are present in vivo could really contribute to
TNF-o amplification.
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Figure 7. TNF-o in the plasma of SSc patients correlates with CXCL4-RNA complexes. Plasma
concentrations of TNF-« were measured by ELISA in SSc and HD samples (a), and data on cytokine
concentration were plotted against amounts of CXCL4-RNA complexes in the same plasma, expressed
as OD (b). In (c), only SSc plasma samples positive for CXCL4-RNA complexes were selected. p-values
in (a) are from the Mann-Whitney test; correlations in (b,c) were calculated by Spearman’s correlation
test. Correlation coefficient 1, significance p, and sample size N are reported on the graphs.

3. Discussion

In this study, we have demonstrated for the first time that CXCL4-RNA complexes
circulate in SSc blood and correlate with both IFN-I and TNF-«, two factors that are
particularly upregulated in SSc and participate in disease pathogenesis [1-7,21,22,33].

These findings reinforce the role of CXCL4 and CXCL4-RNA complexes in the induc-
tion of the IFN-I signature in SSc, in addition to the role of CXCL4-DNA complexes [6],
and extend the recognition of the effect of the CXCL4-RNA complexes in the activation
of mDCs, which are crucial in immunity. CXCL4 and RNA have already been shown to
concur with the activation of pDC and memory B-cells, as previously reported by us [7,8].

Here, we add important information about the capacity of CXCL4 to preserve RNA
from degradation, which can explain the persistence in the circulation of self-RNA. This self-
RNA contained in immune complexes is very likely to become immunogenic for immune
cells such as pDCs and B-cells [7,8], as well as for mDCs.

Although the use of the MDDC model represents a simplification and a limitation,
the data are interesting, as one of the main factors induced by CXCL4-RNA complexes
in MDDCs in vitro was TNF-« [21,22,33]. This is in keeping with the evidence that TNF-
o plasma levels correlated significantly with CXCL4-RNA complexes detected ex vivo.
Moreover, we were able to show an effect on IL-12, IL-23, and IL-8 [34—41]. Interestingly,
the same complexes were able to stimulate pro-collagen secretion, a factor involved in
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fibrosis [27-29]. Moreover, IL-8, which is also upregulated by CXCL4-RNA complexes, is
a factor also involved in lung fibrosis [23,24]. IL-8 was found capable of expanding the
mesenchymal cell population and recruiting activated macrophages to actively evolve
fibrotic lesions [23,24].

These data have relevance not only in SSc but also for normal immune responses.
Indeed, it is plausible that microbial RNA/DNA (either derived from viruses or bacteria)
may exert similar stimulatory functions to mDC, in keeping with the antimicrobial activity
of CXCL4, which is actually an antimicrobial chemokine [32]. CXCL4-RNA complexes
were undetectable in HDs, but it is possible that in inflammatory conditions determined by
pathogen invasion, microbial RNA (or DNA) binds to CXCL4, and the complexes formed
stimulate RNA-sensing TLRs, potentiating an anti-infectious response.

Our data show that CXCL4, independent of its binding to RNA, also increased the
secretion by MDDCs of fibronectin and IL-6. IL-6 production by MDDCs was thus inde-
pendent of the complexes formed with RNA. The effect of CXCL4 alone, but not that of
CXCL4-RNA complexes, has been studied previously on myeloid cells (monocytes and
DCs) [17,18]. CXCL4 was given to MDDCs during their differentiation in vitro, dramat-
ically changing their secretion pattern compared to cells that were not differentiated in
the presence of CXCL4 [17,18]. Both blood DCs and classic MDDCs derived from SSc
patients were found to respond in an increased manner to CXCL4, with the production of
TNF-«, IL-6, and also the Th-2 type of cytokines. These effects were stronger upon TLR3 or
TLR4 stimulation, with some increased responses also upon R848 stimulation (resiquimod),
a TLRS stimulator. As shown here, TNF-« was found to be upregulated in SSc patients’
plasma compared to HDs. In general, we have determined a lower level of plasma TNF-oc in
our cohort and also lower levels of IL-6 compared with previous work [35]. However, our
data are in keeping with the finding that TNF-oc and IL-6 can be upregulated in circulation
in SSc compared to HDs. Interestingly, while TNF-« plasma concentrations correlated with
CXCL4-RNA complexes in circulation, this was not observed with IL-6, in keeping with the
finding that CXCL4-RNA complexes implement TNF-o but not IL-6 secretion by MDDCs
in vitro.

The majority of the effects of CXCL4-RNA complex stimulation were observed after
the pre-treatment of the MDDCs with IFN-«. This is not surprising as RNA-sensing TLRs
are upregulated by IFN-I in MDDCs and in other cell types [13-15]. The complexes did
not significantly affect untreated MDDCs. These findings further reinforce the important
role of IFN-I in SSc [3-6]. Indeed, IFN-I not only has functions per se but also regulates
the effector functions of several immune cells, in this case, the myeloid DC counterpart.
Hence, the IFN-I signature in early SSc may not be the only parameter that is influenced by
CXCL4 bound to nucleic acids. CXCL4 can stimulate some functions of the human myeloid
DC [17,18] independently of its binding capacity to RNA; hence, CXCL4-RNA complexes
do not necessarily need to form to have an increase in inflammation, determined by CXCLA4.
However, the immune amplification on mDC inflammatory functions via TLR7/8, after
IEN-I priming, can represent a relevant additional contribution to SSc pathogenesis.

The data show that CXCR3, the CXCL4 receptor [32], is dispensable for the effect of
CXCL4-RNA complexes on myeloid cells. The same phenomenon has been previously
observed for human pDCs [6]. This means that CXCL4 bound to nucleic acid does not
critically depend on the expression of the receptor CXCR3 to exert its function. It is not
excluded that, at very low concentrations of such complexes, the role of the receptor
CXCR3 may become more evident; however, at the concentration of CXCL4 used in this
study and previous studies and given the very high expression of CXCL4 in SSc, the role of
CXCR3 seems negligible [6,7,19].

The results reported here are interesting from the point of view of the pathogenesis
of SSc. Indeed, TNF-« is a factor involved in SSc that favors pulmonary fibrosis and
pulmonary arterial hypertension [25,34,36,37]. IL-23 is also elevated in SSc [34], and Th17-
related cytokines (IL-17, IL-21, and IL-23) are associated with interstitial lung disease (ILD)
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and with its severity in SSc patients [34-36,38,39]. Serum levels of IL-12, increased in SSc
patients, were described as associated with renal vascular damage [40,41].

The next step will be to analyze the expression of CXCL4-RNA complexes in various
sub-groups (of sufficient size) of SSc patients presenting with different disease characteris-
tics. Indeed, a limitation of the present study is that our SSc cohort was not so wide and
was mostly homogeneous with respect to disease type. It comprised a very high number of
patients with diffused cutaneous disease and ATA antibodies and only one patient with
limited cutaneous SSc. It will be interesting to see whether the presence of CXCL4-RNA
complexes can distinguish these two main forms of SSc as this information is missing
in the study of actual cohorts. It is also possible that detectable circulating CXCL4-RNA
complexes are markers of particular conditions or disease severity within the frame of the
same disease. These questions are currently being investigated in our laboratory.

4. Materials and Methods
4.1. Patients

This study was approved by the ethical committee of the Sapienza University Uni-
versity, Rome, and conducted according to the Declaration of Helsinki. Blood samples
(from 1 to 3 mL) from SSc patients were from Policlinico Umberto I, Rome, Italy. Plasma
or sera from healthy donors (HDs), matched for age and sex with SSc patients as much as
possible, were from the “blood centers”, Policlinico Umberto I, Italy. SSc patients satisfied
the American College of Rheumatology (ACR)/European League Against Rheumatism
(EULAR) 2013 classification criteria [42,43]. Exclusion criteria included patients treated
with biologics. Plasma was obtained from whole blood collected in Vacutainer EDTA tubes
(Becton and Dickinson, Franklin Lakes, NJ, USA) to avoid clotting. One milliliter of blood
was centrifuged at 2000x g for 15 min. The supernatant was collected with a pipette and
stored in 2 mL tubes at —80 °C for future experiments. Small aliquots of plasma were
prepared to avoid freeze-thaw cycles.

4.2. Reagents and Antibodies

Antibodies for flow cytometry to CD80 and CD86, conjugated with fluorochromes
(FITC, phycoerythrin (PE), or allophycocyanin (APC)), were from BD Biosciences or eBio-
sciences (San Diego, CA, USA). Appropriate isotype-matched controls were purchased
from the same companies.

CXCL4 was from Novus Biological (Oxford, UK) or Biomatik (Roma, Italy). Bafilomycin
A was from Sigma Aldrich (St. Louis, MI, USA) and was used at 50 nM. The TLR7/8 (Cat.
No. CU-115, provided as a dried powder) and TLR8 (Cat. No CU-CPT9a, provided as a
dried powder) inhibitors were purchased from MedChemExpress (Monmouth Junction,
NJ, USA) and Invivogen (Toulouse, France), respectively, and used at concentrations of
50 and 40 uM.

4.3. Production of Human RNA

HuRNA was extracted from peripheral blood mononuclear cells (PBMCs) (from buffy
coats, see below) by using the RNeasy Maxi Kit Qiagen, Cat. No. 75162, Dusseldorf,
Germany). The resulting RNA was controlled by 2% agarose gel electrophoresis.

4.4. Binding of CXCL4 to RNA by Electrophoretic Mobility Shift (EMSA)

EMSA was performed by mixing various uM concentrations of CXCL4 with an appro-
priate concentration of RNA, which respected the appropriate protein-RNA ratio used in
MDDC-stimulation assays. RNA alone and the mixtures were run on 2% agarose gel to
evidence the delay in the migration of the RNA due to the binding to the tested proteins.
The RNA on the gel was visualized with SYBR Safe DNA gel staining (ThermoFisher
Scientific, Waltham, MA, USA).
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4.5. Ribonuclease Protection Assay of RNA Bound to CXCL4

The suspension containing CXCL4-huRNA was incubated at 37 °C with different
doses of DNase-free RNase A (28,000 units) from bovine pancreas, 100 U/uL (280 uL, Cat
No. 26260, NORGEN, Thorold, ON, Canada) for 10-30 min at 37 °C. Then, the samples
were run on agarose gel.

4.6. Isolation/Stimulation of Monocytes and Production of MDDCs

For the isolation of human peripheral blood monocytes, blood buffy coats of healthy
donors (HDs) were obtained from the Blood Center of Policlinico Umberto I, Rome, IT. After
the separation of PBMCs by Ficoll centrifugation, CD14* monocytes were purified by using
a CD14" Cell Isolation Kit (Miltenyi Biotec, Bergisch-Gladbach, Germany). MDDCs were
produced after culturing the monocytes with GM-CSF (Cat. No. 300-23, Preprotech, 100 pg
provided as dried powder) and IL-4 (Cat. No. 200-04, Preprotech, 100 pg provided as dried
powder) at 50 ng/mL for 5 days. After 5 days, the MDDCs harvested were treated with IFN-
I (human recombinant IFN-« 4b, Cat. no. 11180-1, 100000 UN, and human recombinant IFN-
o 2b, Cat. no. 11105-1, 100000 UN; R&D Systems, Minneapolis, MN, USA) at 1000 U/mL
final concentration (500 U/mL 4b + 500 U/mL 2b). MDDC were seeded (the day after
and after washing) into 96-well flat-bottom plates at 10° cells per ml. Different amounts of
CXCL4 were premixed with total human RNA (20 pg/mL) and added to the MDDC cultures
after 15 min incubation at room temperature. Stimulation of MDDCs was also performed
with CXCL4-RNA in the presence of the anti-human CXCR3 (R&D Systems, Minneapolis,
MN, clone 49801 at 10 pg per ml) and control mouse IgG1 isotype control (10 ug per ml
R&D). Antibodies were added to the MDDC cultures 30 min before adding the complexes
to discriminate the pathway of activation. TLR inhibitors (see above) or bafilomycin A
were added to the culture 15 min before adding the complexes of CXCL4-RNA. Cells
were harvested after 48 h stimulation and analyzed for CD80 and CD86 upregulation
(maturation). Culture supernantants, harvested after 48 h, were analyzed by ELISA (see
below).

4.7. Immunofluorescence and Flow Cytometry Analysis

CD80/86 expression of MDDCs was assessed by staining with fluorochrome-conjugated
antibodies or isotype controls (from B&D or eBiosciences, see above). Cells were then
fixed with 1% PFA and analyzed by flow cytometry (using a Gallios flow cytometer by
Beckman Coulter: 10 colors, three lasers). An analysis was performed by Flow]010.0.7
(Tristar, Ashland, OR, USA).

4.8. ELISA for Cytokines/Chemokines in Cell Culture and Human Plasma

The plasma of SSc was diluted 1:4 in phosphate buffer solution (PBS) to assess the
presence of IFN-a, TNF-«, and IL-6. Culture supernatants of MDDCs were diluted 1:2 or
1:3 or 1:4, depending on the cytokine analyzed. IFN-a was determined by ELISA (MabTech,
Cincinnati, OH, USA, product code 3425-1H-6), as described [6]; TNF-oc by ELISA (MabTech,
Cincinnati, OH, USA, product code 3425-1H-6), IL-8 by MabTech (Cincinnati, OH, USA,
product code 3560-1H-6); IL-6 by MabTech (Cincinnati, OH, USA, product code 3460-1H-6);
pro-collagen by the Human Pro-collagen I Alpha 1 Duo Set >Elise Kit for 5 plates (product
code DY6220-05; R&B Systems, Frankfurt, Germany) [6]; fibronectin by the Human Fi-
bronectin DuoSet ELISA Kit for 5 plates (product code DY1918-05; R&B systems, Frankfurt,
Germany). CXCL4 in plasma was tested by diluting plasma 1:100 in PBS using the Human
CXCL4 DuoSet ELISA (R&D Systems).

4.9. In-House ELISA for the Determination of CXCL4-RNA Complexes

CXCL4-RNA complexes were identified using a capture ELISA. The capturing anti-
body, 2 ug per ml, of the mouse anti-human CXCL4 antibody (from Human CXCL4 DuoSet
ELISA, R&D Systems) was coated to 96-well plates (100 uL) overnight at room temper-
ature. After blocking in PBS 1% BSA (200 uL), plasma (100 pL diluted to 1:100 in 1%
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BSA in PBS) was added and incubated for 2 h at RT. After incubation, wells were washed
three times with 200 pL of 0.05% Tween 20 in PBS, and the HRP-conjugated anti-RNA
(anti-rRNA (Y10b): sc-33678, 200 ug/mL, Santa Cruz Biotechnology, Inc., Dallas, TX, USA)
was added for 1 h at room temperature. After washing, the chromogenic substrate 3.3/,
5.5'-tetramethylbenzidine (TMB) was added and incubated in the dark; the absorbance
was measured at 450 nm after stopping the reaction using 2 N HCI. Plasma samples were
considered positive when the OD was above an established cut-off, which was calculated
as the mean plus two times the standard deviation of the OD values obtained with HD
plasma.

4.10. Visualization of Protein-Bound RNA by Western Blot

Plasma samples were solubilized with 1X RIPA buffer (in mM): 100 Tris-HCl, pH
7.5, 600 NaCl, 4% (w/v) Triton X-100, 4% (v/v) sodium deoxycholate, 0.4% sodium dode-
cyl sulfate (SDS) (v/v), 0.4 PMSEF, and protease inhibitors (Complete). Then, they were
incubated with 50% (w/v) protein G agarose beads (Pierce) for 3 h at 4 °C, clarified by
centrifugation, and incubated overnight at 4 °C in a rotating wheel with a monoclonal
anti-CXCL4 antibody ab9561 (Abcam, Cambridge, UK) (2 pg/sample) or IgG previously
conjugated with 50% (w/v) Protein A agarose beads (Pierce). The immunoprecipitated
immune complexes (IPs) were washed three times with RIPA buffer and two times with
ice-cold Tris-buffered saline—Tween (150 mm NaCl, 1 mm dithiothreitol, 20 mm Tris-HCl,
pH 7.5, 0.1% Tween 20, and protease inhibitors). After washing, the samples were subjected
to SDS-PAGE, transferred to a nitrocellulose membrane, and immunoblotted with the
polyclonal anti-CXCL4 antibody (Cat. No. ab9561, 100 ug- Abcam, Cambridge, UK) or
with the monoclonal anti-RNA antibody (anti-rRNA Antibody (Y10b) 0.1 mL, Cat. No. NB
100-662, Novus Biologicals, Littleton, CO, USA). The immunoreactive bands were detected
by chemiluminescence coupled to peroxidase activity (ECL Kit; Thermo Scientific, Cat. No.
32106) and quantified using a Bio-Rad ChemiDoc XRS system.

4.11. Statistical Analyses

Differences between mean values were assessed by Mann-Whitney test (one-tailed or
two-tailed). Statistical significance was set at p < 0.05. Correlation analyses were performed
by Spearman’s rank correlation tests. Data were analyzed, and correlations were performed
using GraphPad Prism 7.0.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/ijms24010653 /s1.

Author Contributions: Conceptualization, L.F. and I.P.; methodology, L.E; software, L.F.,, R.P. and
A.M.; validation, L.F, R.P. and A.M.; formal analysis, L.E, R.P., AM., RL. and L.G.; investigation,
LF,ILP,RP,AM, LG., A.B.and D.C,; resources, V.R. and K.S.; data curation, L.F,, VR. and K.S.;
writing—original draft preparation, L.F.,, with the help of I.P; writing—review and editing, L.F,,
LP. and R.L.; visualization, I.P, L.G. and L.E; supervision, L.F; project administration, L.F,; funding
acquisition, L.E. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by a FOREUM (2020-2023) research grant (CH).

Institutional Review Board Statement: The study was conducted according to the guidelines of the
Declaration of Helsinki and approved by the Ethics Committee of University Sapienza and Istituto
superiore di Sanita (for the healthy donors).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the
study.

Acknowledgments: We acknowledge Giuseppe Ocone for his technical help.

Conflicts of Interest: The authors declare no conflict of interest.


https://www.mdpi.com/article/10.3390/ijms24010653/s1
https://www.mdpi.com/article/10.3390/ijms24010653/s1

Int. ]. Mol. Sci. 2023, 24, 653 14 0of 15

References

1.  Ho, Y.Y;; Lagares, D.; Tager, A.M.; Kapoor, M. Fibrosis: A lethal component of systemic sclerosis. Nat. Rev. Rheumatol. 2014, 10,
390-402. [CrossRef] [PubMed]

2. Denton, C.P; Khanna, D. Systemic sclerosis. Lancet 2017, 390, 1685-1699. [CrossRef]

3. Kim, D,; Peck, A.; Santer, D.; Patole, P.; Schwartz, S.M.; Molitor, J.A.; Arnett, EC.; Elkon, K.B. Induction of interferon-o by
scleroderma sera containing autoantibodies to topoisomerase I: Association of higher interferon-alpha activity with lung fibrosis.
Arthritis Rheumatol. 2008, 58, 2163-2173. [CrossRef] [PubMed]

4. Wu, M,; Assassi, S. The role of type 1 interferon in systemic sclerosis. Front. Immunol. 2013, 4, 266. [CrossRef]

5. Brkic, Z.; van Bon, L.; Cossu, M.; van Helden-Meeuwsen, C.G.; Vonk, M.C.; Knaapen, H.; van den Berg, W.; Dalm, V.A. The
interferon type I signature is present in systemic sclerosis before overt fibrosis and might contribute to its pathogenesis through
high BAFF gene expression and high collagen synthesis. Ann. Rheum. Dis. 2016, 75, 1567-1573. [CrossRef] [PubMed]

6. Lande, R; Lee, E.Y.; Palazzo, R.; Marinari, B.; Pietraforte, I.; Santos, G.S.; Mattenberger, Y.; Spadaro, F; Stefanantoni, K.; Iannace,
N.; et al. CXCL4 assembles DNA into liquid crystalline complexes to amplify TLR9-mediated interferon-o production in systemic
sclerosis. Nat. Commun. 2019, 10, 1731. [CrossRef] [PubMed]

7.  Frasca, L.; Lande, R. Toll-like receptors in mediating pathogenesis in systemic sclerosis review. Clin. Exp. Immunol. 2020, 201,
14-24. [CrossRef]

8. Lande, R.; Mennella, A.; Palazzo, R.; Pietraforte, I.; Stefanantoni, K.; lannace, N.; Butera, A.; Boirivant, M.; Pica, R.; Conrad, C.;
et al. Anti-CXCL4 antibody reactivity is present in Systemic Sclerosis (SSc) and correlates with the SSc Type I Interferon signature.
Int. ]. Mol. Sci. 2020, 21, 5102. [CrossRef]

9.  Romani, N.; Gruner, S.; Brang, D.; Kampgen, E.; Lenz, A.; Trockenbacher, B.; Konwalinka, G.; Fritsch, P.O.; Steinman, RM,;
Schuler, G. Proliferating dendritic cell progenitors in human blood. J. Exp. Med. 1994, 180, 83-93. [CrossRef]

10. Sallusto, F.; Lanzavecchia, A. Efficient presentation of soluble antigen by cultured human dendritic cells is maintained by
granulocyte/macrophage colony-stimulating factor plus interleukin 4 and downregulated by tumor necrosis factor alpha. J. Exp.
Med. 1994, 179, 1109-1118. [CrossRef]

11.  Randolph, G.J.; Beaulieu, S.; Lebecque, S.; Steinman, R.M.; Muller, W.A. Differentiation of monocytes into dendritic cells in a
model of transendothelial trafficking. Science 1998, 282, 480-483. [CrossRef] [PubMed]

12. Jarrossay, D.; Napolitani, G.; Colonna, M.; Sallusto, F.; Lanzavecchia, A. Specialization and complementarity in microbial molecule
recognition by human myeloid and plasmacytoid dendritic cells. Eur. J. Immunol. 2001, 31, 3388-3393. [CrossRef] [PubMed]

13.  Kadowaki, N.; Ho, S.; Antonenko, S.; Malefyt, R.W.; Kastelein, R.A.; Bazan, F; Liu, Y.J. Subsets of human dendritic cell precursors
express different toll-like receptors and respond to different microbial antigens. J. Exp. Med. 2001, 194, 863-869. [CrossRef]
[PubMed]

14. Hornung, V.; Rothenfusser, S.; Britsch, S.; Krug, A.; Jahrsdorfer, B.; Giese, T.; Endres, S.; Hartmann, G. Quantitative expression
of toll-like receptor 1-10 mRNA in cellular subsets of human peripheral blood mononuclear cells and sensitivity to CpG
oligodeoxynucleotides. J. Immunol. 2002, 168, 4531-4537. [CrossRef]

15. Severa, M.; Remoli, M.E.; Giacomini, E.; Annibali, V.; Gafa, V.; Lande, R.; Tomai, M.; Salvetti, M.; Coccia, E.M. Sensitization to
TLRY7 agonist in IFN-3-preactivated dendritic cells. ]. Immunol. 2007, 178, 6208—6216. [CrossRef]

16. Collin, M.; Bigley, V. Human dendritic cell subsets: An update. Immunology 2018, 154, 3-20. [CrossRef] [PubMed]

17.  Silva-Cardoso, S.C.; Affandi, A.].; Spel, L.; Cossu, M.; van Roon, J.A.G.; Boes, M.; Radstake, T.R.D.]. CXCL4 exposure potentiates
TLR-driven polarization of human monocyte-derived dendritic cells and increases stimulation of T-cells. ]. Immunol. 2017, 199,
253-262. [CrossRef] [PubMed]

18. Silva-Cardoso, S.C.; Tao, W.; Angiolilli, C.; Lopes, A.P.; Bekker, C.PJ.; Devaprasad, A.; Giovannone, B.; van Laar, J.; Cossu, M.;
Marut, W,; et al. CXCL4 links inflammation and fibrosis by reprogramming monocyte-derived dendritic cells in vitro. Front.
Immunol. 2020, 11, 2149. [CrossRef]

19. Van Bon, L.; Affandi, A J.; Broen, J.; Christmann, R.B.; Marijnissen, R.J.; Stawski, L.; Farina, G.A.; Stifano, G.; Mathes, A.L.; Cossu,
M.; et al. Proteome-wide analysis and CXCL4 as a biomarker in systemic sclerosis. N. Engl. |. Med. 2014, 370, 433-443. [CrossRef]

20. Banchereau, J.; Steinman, R.M. Dendritic cells and the control of immunity. Nature 1998, 392, 245-252. [CrossRef]

21. Raja,].; Denton, C.P. Cytokines in the immunopathology of systemic sclerosis. Semin. Immunopathol. 2015, 37, 543-557. [CrossRef]
[PubMed]

22. Murdaca, G.; Spano, E; Contatore, M.; Guastalla, A.; Puppo, F. Potential use of TNF-« inhibitors in systemic sclerosis. Immunother-
apy 2014, 6, 283-289. [CrossRef] [PubMed]

23. Mukaida, N. Pathophysiological roles of interleukin-8/CXCLS8 in pulmonary diseases. Am. . Physiol.-Lung Cell. Mol. Physiol.
2003, 284, L566-L.577. [CrossRef] [PubMed]

24. Yang, L.; Herrera, J.; Gilbertsen, A.; Xia, H.; Smith, K.; Benyumov, A.; Bitterman, P.B.; Henke, C.A. IL-8 mediates idiopathic
pulmonary fibrosis mesenchymal progenitor cellfibrogenicity. Am. . Physiol.-Lung Cell. Mol. Physiol. 2018, 314, L127-L136.
[CrossRef]

25. Becker, M.O.; Radic, M.; Schmidt, K.; Huscher, D.; Riedlinger, A.; Michelfelder, M.; Meisel, C.; Ewert, R.; Burmester, G.R.;

Riemekasten, G. Serum cytokines and their predictive value in pulmonary involvement of systemic sclerosis. Sarcoidosis Vasc.
Diffuse Lung Dis. 2019, 36, 274-284. [CrossRef]


http://doi.org/10.1038/nrrheum.2014.53
http://www.ncbi.nlm.nih.gov/pubmed/24752182
http://doi.org/10.1016/S0140-6736(17)30933-9
http://doi.org/10.1002/art.23486
http://www.ncbi.nlm.nih.gov/pubmed/18576347
http://doi.org/10.3389/fimmu.2013.00266
http://doi.org/10.1136/annrheumdis-2015-207392
http://www.ncbi.nlm.nih.gov/pubmed/26371289
http://doi.org/10.1038/s41467-019-09683-z
http://www.ncbi.nlm.nih.gov/pubmed/31043596
http://doi.org/10.1111/cei.13426
http://doi.org/10.3390/ijms21145102
http://doi.org/10.1084/jem.180.1.83
http://doi.org/10.1084/jem.179.4.1109
http://doi.org/10.1126/science.282.5388.480
http://www.ncbi.nlm.nih.gov/pubmed/9774276
http://doi.org/10.1002/1521-4141(200111)31:11&lt;3388::AID-IMMU3388&gt;3.0.CO;2-Q
http://www.ncbi.nlm.nih.gov/pubmed/11745357
http://doi.org/10.1084/jem.194.6.863
http://www.ncbi.nlm.nih.gov/pubmed/11561001
http://doi.org/10.4049/jimmunol.168.9.4531
http://doi.org/10.4049/jimmunol.178.10.6208
http://doi.org/10.1111/imm.12888
http://www.ncbi.nlm.nih.gov/pubmed/29313948
http://doi.org/10.4049/jimmunol.1602020
http://www.ncbi.nlm.nih.gov/pubmed/28515281
http://doi.org/10.3389/fimmu.2020.02149
http://doi.org/10.1056/NEJMoa1114576
http://doi.org/10.1038/32588
http://doi.org/10.1007/s00281-015-0511-7
http://www.ncbi.nlm.nih.gov/pubmed/26152640
http://doi.org/10.2217/imt.13.173
http://www.ncbi.nlm.nih.gov/pubmed/24762073
http://doi.org/10.1152/ajplung.00233.2002
http://www.ncbi.nlm.nih.gov/pubmed/12618418
http://doi.org/10.1152/ajplung.00200.2017
http://doi.org/10.36141/svdld.v36i4.7612

Int. ]. Mol. Sci. 2023, 24, 653 150f 15

26.

27.

28.

29.

30.

31.

32.

33.
34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

Naka, T.; Nishimoto, N.; Kishimoto, T. The paradigm of IL-6: From basic science to medicine. Arthritis Res. Ther. 2002, 4 (Suppl.
3), 5233-5242. [CrossRef]

Wei, J.; Bhattacharyya, S.; Tourtellotte, W.G.; Varga, ]. Fibrosis in systemic sclerosis: Emerging concepts and implications for
targeted therapy. Autoimmun. Rev. 2011, 10, 267-275. [CrossRef]

Karsdal, M.A.; Nielsen, S.H.; Leeming, D.].; Langholm, L.L.; Nielsen, M.].; Manon-Jensen, T.; Siebuhr, A.; Gudmann, N.S;
Rennow, S.; Sand, ].M.; et al. The good and the bad collagens of fibrosis—Their role in signaling and organ function. Adv. Drug
Deliv. Rev. 2017, 121, 43-56. [CrossRef]

Kania, G.; Rudnik, M.; Distler, O. Involvement of the Myeloid Cell Compartment in Fibrogenesis and Systemic Sclerosis. Nat. Rev.
Rheumatol. 2019, 15, 288-302. [CrossRef]

Ahmad-Nejad, P.; Hacker, H.; Rutz, M.; Bauer, S.; Vabulas, R.M.; Wagner, H. Bacterial CpG-DNA and lipopolysaccharides activate
Toll-like receptorsat distinct cellular compartments. Eur. J. Immunol. 2002, 32, 1958-1968. [CrossRef]

Tatematstu, M.; Funami, K.; Seya, T.; Matsumoto, M. Extracellular RNA Sensing by Pattern Recognition Receptors. J. Innate
Immun. 2018, 10, 398-406. [CrossRef] [PubMed]

Vandercappellen, J.; Van Damme, J.; Struyf, S. The role of the CXC chemokines platelet factor-4 (CXCL4/PF-4) and its variant
(CXCL4L1/PF-4var) in inflammation, angiogenesis and cancer. Cytokine Growth Factor Rev. 2011, 22, 1-18. [CrossRef] [PubMed]
Bradley, J.R. TNF-Mediated inflammatory disease. J. Pathol. 2008, 214, 149-160. [CrossRef]

Komura, K.; Fujimoto, M.; Hasegawa, M.; Ogawa, F.; Hara, T.; Muroi, E.; Takehara, K.; Sato, S. Increased serum interleukin 23 in
patients with systemic sclerosis. J. Rheumatol. 2008, 35, 120-125. [CrossRef] [PubMed]

Rolla, G.; Fusaro, E.; Nicola, S.; Bucca, C.; Peroni, C.; Parisi, S.; Cassinis, M.C.; Ferraris, A.; Angelino, F; Heffler, E.; et al.
Th-17 cytokines and interstitial lung involvement in systemic sclerosis. J. Breath Res. 2016, 10, 046013. [CrossRef] [PubMed]
Gongalves, R.S.G.; Pereira, M.C.; Dantas, A.T.; Almeida, A.R.; Marques, C.D.L.; Rego, M.].B.M,; Pitta, LR.; Duarte, A.L.B.P; Pitta,
M.G.R. IL-17 and related cytokines involved in systemic sclerosis: Perspectives. Autoimmunity 2018, 51, 1-9. [CrossRef] [PubMed]
Hou, J.; Ma, T.; Cao, H; Chen, Y;; Wang, C.; Chen, X.; Xiang, Z.; Han, X. TNF-a-induced NF-«B activation promotes myofibroblast
differentiation of LR-MSCs and exacerbates bleomycin-induced pulmonary fibrosis. J. Cell. Physiol. 2018, 233, 2409-2419.
[CrossRef]

Bonhomme, O.; André, B.; Gester, E; de Seny, D.; Moermans, C.; Struman, I.; Louis, R.; Malaise, M.; Guiot, J. Biomarkers in
systemic sclerosis-associated interstitial lung disease: Review of the literature. Rheumatology 2019, 58, 1534-1546. [CrossRef]
Xing, X.; Li, A.; Tan, H.; Zhou, Y. IEN-y* IL-17* Th17 cells regulate fibrosis through secreting IL-21 in systemic scleroderma. J.
Cell. Mol. Med. 2020, 24, 13600-13608. [CrossRef]

Sato, S.S.; Hanakawa, H.; Hasegawa, M.; Nagaoka, T.; Hamaguchi, Y.; Nishijima, C.; Komatsu, K.; Hirata, A.; Takehara, K. Levels
of interleukin 12, a cytokine of type 1 helper T cells, are elevated in sera from patients with systemic sclerosis. J. Rheumatol. 2000,
27,2838-2842.

Lopez-Isac, E.; Campillo-Davo, D.; Bossini-Castillo, L.; Guerra, S.G.; Assassi, S.; Simeén, C.P.; Carreira, P.; Ortego-Centeno, N.;
de la Pefia, P.G.; Spanish Scleroderma Group; et al. Influence of TYK2 in systemic sclerosis susceptibility: A new locus in the
IL-12 pathway. Ann. Rheum. Dis. 2016, 75, 1521-1526. [CrossRef] [PubMed]

Van den Hoogen, F,; Khanna, D.; Fransen, J.; Johnson, S.R.; Baron, M.; Tyndall, A.; Matucci-Cerinic, M.; Naden, R.P.; Medsger,
T.A., Jr.; Carreira, P.A.; et al. 2013 Classification criteria for systemic sclerosis: An American college of rheumatology/European
league against rheumatism collaborative initiative. Ann. Rheum. Dis. 2013, 72, 1747-1755. [CrossRef] [PubMed]

Melsens, K.E; De Keyser, S.; Decuman, Y.; Piette, E.; Vandecasteele, E.; Smith, V. Disease activity indices in systemic sclerosis: A
systematic literature review. Clin. Exp. Rheumatol. 2016, 34 (Suppl. 100), 186-192. [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


http://doi.org/10.1186/ar565
http://doi.org/10.1016/j.autrev.2010.09.015
http://doi.org/10.1016/j.addr.2017.07.014
http://doi.org/10.1038/s41584-019-0212-z
http://doi.org/10.1002/1521-4141(200207)32:7&lt;1958::AID-IMMU1958&gt;3.0.CO;2-U
http://doi.org/10.1159/000494034
http://www.ncbi.nlm.nih.gov/pubmed/30404092
http://doi.org/10.1016/j.cytogfr.2010.10.011
http://www.ncbi.nlm.nih.gov/pubmed/21111666
http://doi.org/10.1002/path.2287
http://doi.org/10.3899/jrheum.080120
http://www.ncbi.nlm.nih.gov/pubmed/18085738
http://doi.org/10.1088/1752-7155/10/4/046013
http://www.ncbi.nlm.nih.gov/pubmed/27869103
http://doi.org/10.1080/08916934.2017.1416467
http://www.ncbi.nlm.nih.gov/pubmed/29256263
http://doi.org/10.1002/jcp.26112
http://doi.org/10.1093/rheumatology/kez230
http://doi.org/10.1111/jcmm.15266
http://doi.org/10.1136/annrheumdis-2015-208154
http://www.ncbi.nlm.nih.gov/pubmed/26338038
http://doi.org/10.1136/annrheumdis-2013-204424
http://www.ncbi.nlm.nih.gov/pubmed/24092682
http://www.ncbi.nlm.nih.gov/pubmed/27385265

	Introduction 
	Results 
	CXCL4 Binds Self-RNA in a Dose-Dependent Manner and Prevents Its Degradation 
	CXCL4-RNA Complexes Are Present in SSc Plasma and Correlate with IFN-I 
	CXCL4-RNA Complexes Increase the Maturation of IFN-I-Primed Myeloid DCs 
	CXCL4-RNA Complexes Stimulate Pro-Inflammatory and Pro-Fibrotic Pathways 
	CXCL4-RNA Complex Stimulation Is RNA-Sensing–TLR-Dependent and Independent of CXCR3 
	CXCL4-RNA Complexes Correlate with TNF- in Plasma 

	Discussion 
	Materials and Methods 
	Patients 
	Reagents and Antibodies 
	Production of Human RNA 
	Binding of CXCL4 to RNA by Electrophoretic Mobility Shift (EMSA) 
	Ribonuclease Protection Assay of RNA Bound to CXCL4 
	Isolation/Stimulation of Monocytes and Production of MDDCs 
	Immunofluorescence and Flow Cytometry Analysis 
	ELISA for Cytokines/Chemokines in Cell Culture and Human Plasma 
	In-House ELISA for the Determination of CXCL4-RNA Complexes 
	Visualization of Protein-Bound RNA by Western Blot 
	Statistical Analyses 

	References

