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Figure S1. Construction and validation of the recombinant viral vector pTRV2-CsPOR1 and pTRV2-
CsTCS1. (A,C) Construction and validation of the recombinant viral vector pTRV2-CsPOR1. (B,D) 
Construction and validation of the recombinant viral vector pTRV2-CsTCS1.  
 

 
Figure S2. HPLC analysis of caffeine content in the leaves of CsTCS1 silent plants. (A) Peak diagram 
of caffeine standard (10 ug·mL−1, 50 ug·mL−1, 100 ug·mL−1); (B) untreated tea plants; (C) infection with 
pTRV1 + pTRV2; (D) infection with pTRV1 + pTRV2-CsTCS1. HPLC, high-performance liquid 
chromatography.  
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Figure S3. Comparison of tea plants before and after infection with pTRV1 + pTRV2-CsPOR1 
Agrobacterium. (A,B) Image of tea plants before the pTRV1 + pTRV2-CsPOR1 Agrobacterium infection. 
(C,D) Image of tea plants after the pTRV1 + pTRV2-CsPOR1 Agrobacterium infection.  
 
 

 
Figure S4. Detection of Agrobacterium contamination. 1, uninfected seedlings; 6, uninfected cuttings; 
2 and 7, seedlings infected with pTRV1 + pTRV2; 3 and 8, cuttings infected with pTRV1 + pTRV2; 4, 
seedlings infected with pTRV1 + pTRV2-CsPOR1; 5, cuttings infected with pTRV1 + pTRV2-CsPOR1; 
9, seedlings infected with pTRV1 + pTRV2-CsTCS1; 10, cuttings infected with pTRV1 + pTRV2-
CsTCS1. A, positive control. M: DL1200 marker. 


