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Supplementary Materials 16

Figure S1. Sample longitudinal blood clustering heat map Note: the horizontal direction is the sample name, the vertical 17
direction is the metabolite information, group is the grouping, class is the substance classification, and different colors are 18
the values obtained after the standardization of relative content (red represents high content and green represents low 19
cont. 20
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Figure S2. OPLS-DA analysis scores of different combined metabolic groups Note: the abscissa represents the predicted 23 
principal component, and the difference between groups can be seen in the abscissa direction; The ordinate represents the 24 
orthogonal principal component, and the difference within the group can be seen in the direction of the ordinate; The 25 
percentage represents the interpretation of the component to the data set. Each point in the figure represents a sample, 26 
samples in the same group are represented by the same color, and group is a group. 27 
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Figure S3. opls-da verification diagram. 29 
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Figure S4. Difference analysis of different metabolic groups. (a), (b), and (c) refer to the top ten metabolites up and 31 
downregulated by each combination of differential metabolites. Red represents upregulated differential metabolites, and 32 
the green represents downregulated differential. 33 
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Figure S5. KEGG enrichment analysis pvalue histogram Note: the very coordinates of the histogram represent the 36 
metabolic pathway, the red in the ordinate represents the enriched pvalue value of differential genes, and the green 37 
represents the enriched pvalue value of differential metabolites, which is expressed by - log (p-value). The higher the 38 
ordinate, the stronger the enrichment degree. 39 
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Figure S6. Nine quadrant diagram of correlation analysis Note: the nine quadrant chart shows the difference multiple of 41 
gene metabolites with Pearson correlation coefficient greater than 0.8 in each difference group. It is divided into 1-9 42 
quadrants from left to right and from top to bottom with black line. 43 
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