
Supplementary Figure S1: Hierarchical network model for Cluster-1

Supplementary figure S1: Hierarchical network model constructed using Cluster-1 to elucidate the complex 
interplay among TFs−rSNPs(genes)−Phenotypes. (A–O) show the significant changes in the gene expression 
values resulting from the consequences of pleiotropic rSNPs. (P) Hierarchical network model with three 
layers. TFs  are marked green and red for gain and loss of TFBSs, respectively, whereas purple color 
indicates that the TFBS for a particular TF is gained for one but lost for the other corresponding gene due to 
rSNPs in their promoter regions. 



Supplementary Figure S2: Hierarchical network model for Cluster-2

Supplementary figure S2: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–I) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (J) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss 
of TFBSs respectively. 



Supplementary Figure S3: Hierarchical network model for Cluster-3

Supplementary figure S3: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–G) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (H) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S4: Hierarchical network model for Cluster-4

Supplementary figure S4: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–F) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (G) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 
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Supplementary Figure S5: Hierarchical network model for Cluster-5

Supplementary figure S5: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–F) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (G) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S6: Hierarchical network model for Cluster-6

Supplementary figure S6: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–E) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (F) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss 
of TFBSs respectively. 



Supplementary Figure S7: Hierarchical network model for Cluster-7

Supplementary figure S7: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–C) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (D) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S8: Hierarchical network model for Cluster-8

Supplementary figure S8 : Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A–C) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (D) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S9: Hierarchical network model for Cluster-9

Supplementary figure S9: Hierarchical network model constructed using Cluster-2 to elucidate the 
complex interplay among TFs−rSNPs(genes)−Phenotypes. (A and B) show the significant changes 
in the gene expression values resulting from the consequences of pleiotropic rSNPs. (C) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S10: Hierarchical network model for Cluster-10

Supplementary figure S10: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A and B) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (C) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 



Supplementary Figure S11: Hierarchical network model for Cluster-11

Supplementary figure S11: Hierarchical network model constructed using Cluster-2 to elucidate 
the complex interplay among TFs−rSNPs(genes)−Phenotypes. (A and B) show the significant 
changes in the gene expression values resulting from the consequences of pleiotropic rSNPs. (C) 
Hierarchical network model with three layers. TFs  are marked green and red for gain and loss of 
TFBSs respectively. 


