Supplementary Table S1. Cardiac gene expression. A GeneChip Mouse Genome 430 2.0 Array (Affymetrix, Santa Clara, CA, United States) was used to analyze the basal mMRNA expression in hearts from PP2A-TG (n=3) and

WT (n=3) mice. Here, analysis was performed with genes that were expressed in both PP2A-TG and WT and with a 1.5-fold or higher up-regulation in PP2A-TG. For analysis, the TM4 application MeV was used (Saeed et al.,

and analyzed by a t-Test (Welch approximation; alpha (overall threshold p-value): 0.05; P-values based on t-distribution). Data are sorted by p value.

2003)

Gene descriptions

WT mean

WT SD

PP2A-TG
mean

Absolute t

PP2A-TG SD value

Degrees of
freedom

Adj p value

False
discovery
rate

PP2A-
TG | WT

Gb7AF071068.1 1DB_XREF=q1:3288844 [FEA=F LMRNA [CNT=74 TID=Nm.12906.1 /TIER=F L¥Stack /ST K=59 JUG=Nim 12906 /LL=13195 /UG_GENE=Ddc
/DEF=Mus musculus aromatic-L-amino-acid decarboxylase mRNA, complete cds. /PROD=aromatic-L-amino-acid decarboxylase /FL=gb:AF071068.1

177.93333

22.69303

295.16666

17.955597

7.0169954

3.0

0.005944862

1.0106266

1.66

T3.7 1DB_XREF=gi-1254; = TONT=6Z TID=Mm 41393.1 /TIER=STack /S T K=3Z JUG=Mm 41393 /LL=67098
/UG_GENE=2210403K04Rik /UG_TITLE=RIKEN cDNA 2210403K04 gene /DEF=Mus musculus adult male stomach cDNA, RIKEN full-length enriched library,
clone:2210403K04:unclassifiable transcript, full insert sequence.

538.1

45.03732

806.39996

52.048145

6.7516923

3.0

0.006636761

0.5641247

GOINM_133349.1 1DB_XREF=gr19T11157 EASFLMRNA JCNT=20Z /TID=Nm 245211 T IER=F L¥Stack /STK=164 JUG=Mm 2457

/LL=100494 /DEF=Mus musculus expressed sequence AA407930 (AA407930), mRNA. /PROD=arsenite inducible RNA associated protein /FL=gb: NM 133349.1

gbiAF224494.1

348.03333

37.002747

589.0

62.21969

5.765428

3.0

0.010371278

0.58770573

GbINW_U09897.1 1DB_XREF=gr6753103 JGEN=Nr2iZ [FEA=F LTIRNA [CNT=177 TTID=Nm 165191 /TIER=F L¥STack /S TK=120 TUG=Nm. 16519 /LL=T1619
/DEF=Mus musculus nuclear receptor subfamily 2, group F, member 2 (Nr2f2), mRNA. /PROD=nuclear receptor subfamily 2, group F, member 2
/FL=gb:NM_009697.1 gb:U07635.1

273.56665

48.7658

451.30002

35.80963

5.0881906

0.014671077

0.62352073

GOARUTTBTU.T 108 XREF =01 12845169 JFEA=F LMRNA TCNT=259 TID=Nm 22676.1 1TIER=StoK 1S TR=13 TUG=Nm 22676 [LL=68763 1UG T
/UG_TITLE=pyruvate dehydrogenase (lipoamide) beta /DEF=Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched library,
clone:2610103L06:homolog to human PYRUVATE DEHYDROGENASE E1 COMPONENT BETA SUBUNIT, MITOCHONDRIAL PRECURSOR (EC 1.2.4.1)
(PDHE1-B), full insert sequence. /FL=gb:BC019512.1 gb:NM_024221.1

428.06665

41.133972

867.96674

95.92052

7.3003874

0.018251156

0.6205393

J5-AKUTZ898.1 1DB_XREF=gr- 1284994 = TONT=13 TID=Nm. T00768.1 7TIER=COnSENG /S TK=7 JUG=Mm.T00T68 /LL=/2690
/UG_GENE=2810043G13Rik /UG_TITLE=RIKEN cDNA 2810043G 13 gene /DEF=Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length
enriched library, clone:2810043G13:homolog to CDNA FLJ14050 FIS, CLONE HEMBA1006796, full insert sequence.

303.4

62.907635

591.0334

93.44459

4.4226418

0.021466253

0.6082105

TDB_XREF=gi-16440924 /DB_XREF=] TCLONE=DA300T3B11 FEA=FLMRNA CNT=77 /TID=Mm 350711 T IER=Stack /S TK=27
/UG=Mm.35911 /UG_TITLE=Mus musculus, Similar to hypothetical protein FLJ11896, clone MGC:27917 IMAGE:3581964, mRNA, complete cds
IFL=gb:BC018458.1

279.56665

40.961243

458.83334

58.96186

4.324883

0.022787318

0.55340624

GoINNLOTG777 -2 1B _XREF=gr- 13389597 B TFEASFLTRNA TCNT=221 TTID=Nim. 75161 TTIER=F L7 STack /S TR=T39 TUG=Nm 7576 TLL=50927
/DEF=Mus musculus nuclear autoantigenic sperm protein (histone-binding) (Nasp), mRNA. /PROD=nuclear autoantigenic sperm protein(histone-binding)
/FL=gb:NM_016777.2 gb:AF034610.2

313.0

39.067

515.39996

74.75647

4.1561475

0.02532544

0.53816557

GB'BCUT656b.1 1DB_XREF=g1 16741500 JFEA=F LMRNA [CNT=61 /TID=Nm 1965171 /TIER=F L¥STack /STK=51 [UG=Mm 196517 JLL=6610T
/UG_GENE=1100001J08Rik /DEF=Mus musculus, peptidyl prolyl isomerase H (cyclophilin H), clone MGC:29014 IMAGE:3157034, mRNA, complete cds.
/PROD=peptidyl prolyl isomerase H (cyclophilin H) /FL=

402.53333

31.306913

710.4666

84.90044

5.894173

0.027598174

0.5212988

GbTABUTIS/7.1 1DB_XREF =gi4 /60560 [GEN=ULKZ JFEA=F LMRNA JCNT=127 /TID=Mm 27664 1 TIER=F L¥Stack /S TK=35 1UG=Nm 2/664 [LL=29869
/DEF=Mus musculus mRNA for UNC-51-like kinase (ULK) 2, complete cds. /PROD=UNC-51-like kinase (ULK) 2 /FL=gb:AB019577.1 gb:NM_013881.1
gbiAF145922.1

765.1667

145.31139

1164.5665

112.95101

3.7587163

0.032918982

0.5596227

Gb:W59564 1DB_XREF =01 1366268 /DB 397 [FEA=FLMRNA JCNT=62 /TID=Nm 30866.1 /TIER=ConsEnd /STK=0
/UG=Mm.30866 /UG, T\TLE Mus musculus, clone MGC:7403 \MAGE 3488364, MRNA, complete cds /FL=gb:BC003965.1

231.76666

8.855131

389.43335

51.549328

5.2211075

20

0.034781262

0.5375286

1.68

T/DB_XREF=01: 16355965 /DB_J T/CLONE=A730054K08 /FEA=EST JONT=41 [TID=Nm 211142 [TIER=Stack /STK=20
/UG=Mm.21114 /UG_TITLE=Mus musculus, clone MGC:11980 IMAGE:3601364, mRNA, complete cds

765.3

164.06667

1179.9333

106.19165

3.6747198

3.0

0.034885198

0.49420694

1.54

GbrAF1847112.1 1DB_XREF=g6007770 [GEN=KIGZ JFEA=FLMRNA [CNT=14 TID=Nm.74670.1 /TIER=FL /S TK=2 [UG=Nm 74670 /LL=27274 [DEF=Nus
musculus KID2 (Kid2) mRNA, complete cds. /PROD=KID2 /FL=gb:NM_013744.1 gb:AF184112.1

126.73334

18.473314

201.73334

31.087677

3.592251

3.0

0.036964178

0.4833777

1.59

GBNM 024225, 1 1DB_XREF =01 18034768 JGEN=Sn¥5 [FEA=F LmRNA [CNT=386 /T1D=Nim 20847.1 TIER=F L¥Stack [STR=39 /UG=Nm 20847 [LL=69178
/DEF=Mus musculus sorting nexin 5 (Snx5), mRNA. /PROD=sorting nexin 5 /FL=gb:NM_024225.1 gb:BC002242.1

1845.6333

502.8171

3112.2

355.3908

3.562837

3.0

0.037743855

0.45831823

1.69

GDTAKOUA 7941 1DB_) =307TID=Mm 50847.1 /TIER=STack /S 1 K=20 JUG=Mm 50847 [LL=/1738
/UG_GENE=1200015L10Rik /UG_TITLE=RIKEN cDNA 1200015L 10 gene /DEF=Mus musculus adult male lung cDNA, RIKEN full-length enriched library,
clone:1200015L10:related to THYROID HORMONE-INDUCED PROTEIN B PRECURSOR, full insert sequence.

351.6

30.619608

529.36664

60.74538

4.526211

2.0

0.045506377

0.5157389

GBTAKOU77178.1 1DB_XREF=gi- 1284057 7 FEAST TONT=37 TTID=Nm. 33084.1 /TIER=STack /S TK=T5 JUG=Mm 33084 /LL=66061
/UG_GENE=0610012D17Rik /JUG_TITLE=RIKEN cDNA 0610012D17 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library,
clone:1700112101:related to MR19,000 OUTER ARM DYNEIN LIGHT CHAIN, full insert sequence.

849.1667

184.6573

1347.8667

189.91486

3.2608945

0.047099724

0.5004346

GbIBCUT5254. 1 DB_XREF=g1: 15029639 /FEA=F LMRNA JONT=7Z [TID=Nm 6522.1 T IER=F L¥Stack /S TK=40 1UG=Nm 6522 [LL=127 78 JUG_GENE=CKorT

/DEF=Mus musculus, chemokine orphan receptor 1, clone MGC:18378 IMAGE:4242244, mRNA, complete cds. /PROI
/FL=gb:BC015254.1 gb:NM_007722.1 gb:AF000236.1

=chemokine orphan receptor 1

3317.8333

177.26184

5048.1665

652.2934

4.433797

0.04728927

0.4728927

B"AKUTZ/76.1 [DB_XREF=gr-1284974. = TCNT=2Z TTID=Wim. 154135 2 [TIER=COnsEna /S TK=6 JUG=Nm 154145 JLL=663/6
/UG_GENE=2310011FO5Rik /UG_TITLE=RIKEN cDNA 2310011F05 gene /DEF=Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length
enriched library, clone:2810021G02:Zinc finger, C2H2 type containing protein, full insert sequence.

550.86664

266.142

1449.6334

410.57803

3.1815608

0.05003401

0.47254342

gb:AK013448.1 /DB_XREF=gi: 12850809 /FEA=mRNA /CNT=4 /TID=Mm.45223.1 /TIER=ConsEnd /STK=3 /UG=Mm.45223 /LL=72819
/UG_GENE=2810487F 15Rik /JUG_TITLE=RIKEN cDNA 2810487F15 gene /DEF=Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length
enriched library, clone:2810487F15:homolog to SEROLOGICALLY DEFINED BREAST CANCER ANTIGEN NY-BR-81 (FRAGMENT), ful insert sequence.

331.9

55.448353

518.8

85.94398

3.165087

0.05067204

0.4533814

GOINM_UZ4790.1 1DB_XREF =g 13195677 IGEN=28T04U5I1 TRIK /FEA=F LIRNA JCNT=142 TTID=Nim. 737771 [T IER=F L¥Stack /S TK=17 TUG=Nm. 73777
/LL=67064 /DEF=Mus musculus RIKEN cDNA 2810405111 gene (2810405111Rik), mRNA. /PROD=RIKEN cDNA 2810405111 /FL=gb:NM_024190.1
gb:BC002229.1

480.4

188.76564

948.6333

177.22948

3.1321821

0.051977485

0.4418086

gb:NM_013562.1 /DB_XREF=gi:7305178 /GEN=Ifrd1 /FEA=FLmRNA /CNT=225 /TID=Mm.168.1 /TIER=FL+Stack /STK=134 /UG=Mm.168 /LL=15982 /DEF=Mus

musculus interferon-related developmental regulator 1 (Ifrd1), mRNA. /PROD=interferon-related regulator 1 /FL=gb:NM_013562.1

1775.8002

335.17688

2668.5

362.82657

3.1302788

0.052054286

0.42139184

Gb:NW_026252.1 1DB_XREF=a1 1 59 DZARIK [FEA=FLMRNA JCNT=167 /TID=Nm 231781 /TIER=ConsEnd /STK=0 /UG=Nim 23178
/LL=67579 JDEF=Mus musculus RIKEN cDNA 4930447D24 gene (4930447D24Rik), mRNA. /PROD=RIKEN cDNA 4930447D24 /FL=gb:NM_026252.1

2246.3333

522.5565

3440.5332

407.56915

3.12117

0.052423827

0.4050932

GB'UZ20344.1 /DB _XREF=gI91287 [FEA=FLMRNA [CNT=140 TID=Nm 4325 1 T IER=F L¥Stack /ST K=46 JUG=Nm 4325 /LL=16600 /JUG_GENE=KITA
/DEF=Mus musculus gut-enriched Kruppel-fike factor GKLF mRNA, complete cds. /PROD=gut-enriched Kruppel-like factor /FL=gb:BC010301.1 gb:U20344.1
gb:U70662.1 gb:NM_010637.1

2218.3

658.10254

3810.5332

593.3005

3.1124587

0.05278034

0.39011556

GB'BCU03B56.1 1DB_XREF=G1- 13277983 JFEA=FLMRNA [CNT=288 [TID=Nm.T17T1.1 /TIER=F L¥StacK /STK=46 [UG=Mm 117171 /[LL=19052
/UG_GENE=Ppp2ca /DEF=Mus musculus, Protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform, clone MGC:6583 IMAGE:3484084, mRNA,
complete cds. /PROD=Protein phosphatase 2 (formerly 2A), catalyticsubunit, alpha isoform /FL=gb:NM_019411.1 gb:BC003856.1 gb:AF076192.1

15551.75

1277.25

24065.9

3395.3887

4.065121

0.05552183

0.3932796

GbAKUTZ533.1 TDB_XREF =gI- 12849 = TONT=27 TTTD=Nm. 180363.2 1T IER=CONSENG /S TK=6 JUG=Mm. 180363 /LL=66578

/UG_GENE=2610039C10Rik /UG_TITLE=RIKEN cDNA 2610039C10 gene /DEF=Mus musculus 11 days embryo whole body cDNA, RIKEN full-length enriched

library, clone:2700078124:homolog to PUTATIVE PROTEIN C210RF45, full insert sequence.

201.76666

19.207373

359.70004

64.7058

4.0527883

0.055832442

0.37966058

GOINM_076775.1 1DB_XREF=g1:/ /10051 JGEN= 1 SIpr /FEA=FLMRNA /CN =43 TTID=Nim.357 /1.1 /T IER=F L¥Stack /S T k=30 TUG=Nm 35777 [LL=57914

/DEF=Mus musculus thymic stromal-derived lymphopoietin, receptor (Tslpr), mRNA. /PROD=thymic stromal-derived lymphopoietin, receptor /FL=gb:AF232936.1

gb:AB031333.1 gb:AB039945.1 gb NM_016715.1

912.63336

302.9743

1570.6333

225.301

3.0185394

0.05682495

0.37154773

GbIBCUT9459.1 /DB_XREF=gIT TONT=128 /TID=Mm 31025.1 1T IER=Stack /STK=66 [UG=Nm 31025 JLL=76437
/UG_GENE=2310015K 15Rik /UG TITLE RIKEN cDNA 2310015K15 gene /DEF=Mus musculus, Similar to RIKEN cDNA 2310015K15 gene, clone
IMAGE:4035590, mRNA.

682.73334

297.8792

1340.9333

235.16748

3.003885

3.0

0.057490736

0.3619787

GDAKDT3519.1 1DB_XREF =g 12850976 /FEAST TONT=57 TTID=Nm 384421 /TIER=STack /S TK=13 JUG=Mm 38442 [LL=/ 2970
/UG_GENE=2900010L19Rik /UG_TITLE=RIKEN cDNA 2900010L19 gene /DEF=Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched
library, clone:2900010L19:unclassifiable, full insert sequence.

270.96667

80.71471

465.7667

28.976597

3.9343488

2.0

0.058948655

0.35790253

gb:NM_011857.2 /DB_XREF=gi:7657416 /GEN=0dz3 [FEA=FLMRNA /CNT=38 /TID=Mm.42191.1 /TIER=FL+Stack /STK=15 /UG=Mm 42191 /LL=23965

/DEF=Mus musculus odd Ozten-m homolog 3 (Drosophila) (Odz3), mRNA. /PROD=0dd Ozten-m homolog 3 (Drosophila) /FL=gb:AB025412.1 gb:NM_011857.2

287.53333

60.616524

455.2667

78.964325

2.9184296

0.06157439

0.3609533

7 TDB_XREF =g1-9645990 /DB TCLONE=E330039L20 /FEA=EST [CNT=48 [TID=Nm 68427 2 /T IER=Stack /S TK=48
/UG=Mm.68427 /UG_TITLE=Mus musculus, Similar to nucleoporin 133D, clone MGC:25929 IMAGE:4235408, mRNA, complete cds

505.0

162.59068

816.03326

87.627

2.9167533

0.06165807

0.34939572

GDINM_073692.1 1DB_XREF=g1: 7305570 JGEN= 116 JF EA=F LMRNA /CN =184 /TID=MM 42921 [TIER=F L¥STack /S 1 K=141 [UG=Nim 4292 [LL=21847

/DEF=Mus musculus TGFB inducible early growth response (Tieg), mRNA. /PROD=TGFB inducible early growth response /FL=gb:AF064088.1 gb:BC003316.1

gb:NM_013692.1 gb:AF049879.1

528.2

266.4009

1155.1333

107.51492

3.7798882

0.06340678

0.3477146

GDIBCUZA778.1 DB_XREF=g1: 19354355 JFEA=F LMRNA JONT=185 /TID=MM Z1534.1 1T IER=F L¥Stack /STK=3Z [UG=Nm 21534 JLL=67781 UG_GENE=TZ
/DEF=Mus musculus, Similar to interleukin enhancer binding factor 2, 45kD, clone MGC:30414 IMAGE:5012365, mRNA, complete cds. /PROD=Similar to
interleukin enhancer binding factor2, 45kD /FL=gb:BC024718.1 gb:NM_026374.1

446.19998

54.47163

836.1667

175.51302

3.6754448

0.066703826

0.35436407

GBI_T38755.1 1DB_XREF =Gr20Z/UZ96 IGEN= TR /FEA=F LIMRNA TCN =8 [T1D=WIm. 1300781 71 ER=F L /STK=3 /UG=Nim. 139075 /LL=10ZZ89 TDEF =Nus

musculus epsil (Tmih), mRNA. /PROD= JFL=gb:NM_138758.1
gb:AY033513.1 gb:BC010495.1

184.23334

58.77707

321.13333

60.226597

2.8176465

0.06686834

0.34447327

GbAKUT3414.7 [DB_XREF =gI-1Z850758 IGE]

SipT FEASFLMRNA TCN

=33 7TID=Nm 35353.1 /TIER=STack /S TK=9 TUG=Nm 35353 /LL=66603

JUG_TITLE=survivor of motor neuron protein interacting protein 1 /DEF=Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length enriched library,

clone:2810477M04:survivor of motor neuron pro(em interacting protein 1, full insert sequence. /FL=gb:NM_025656.1

197.16667

70.14387

348.16666

61.384792

2.805894

0.067522064

0.3376103

Gb:NWI_026739.1 /DB _XREF=a1 1 JA0TNO3RIK /FEA=FLMRNA JCNT=415 TID=Nm 27714 1 /TIER=F L¥Stack /ST K=348 JUG=Nm 27714
/LL=67416 /DEF=Mus musculus R\KEN cDNA 3230401N03 gene (3230401NO3Rik), mRNA. /PROD=RIKEN cDNA 3230401N03 /FL=gb:NM_026139.1

373.7333

115.7666

615.1667

100.210815

27311215

3.0

0.07187284

0.34909663

1.65

GBNM_077240.7 /DB _XREF=g1: 196821 TFEA=FLMRNA JONT=126 [TID=Nm.142730.1 ITIER=F L¥Stack [STR=25 1UG=
/DEF=Mus musculus RAN binding protein 2 (Ranbp2), mRNA. /PROD=RAN binding protein 2 /FL=gb:NM_011240.1

im 142730 [LL=19386

853.6667

134.80788

1304.4332

256.6447

2.6932094

3.0

0.07421185

0.35044485

1.53

GBNV_008316.7 /DB _XREF=gr:66 TGEN=FIus1 JFEA=FLMRNA [CNT=52 /TID=Nim 42207.1 [TER=F L¥Stack /S TK=26 JUG=NMm 42201 [LL=15574
/DEF=Mus musculus Hus1 homolog (S. pombe) (Hus1), mRNA. /PROD=Hus1 homolog (S. pombe) /FL=gb:NM_008316.1

360.73337

95.325775

571.63336

96.54104

2692425

3.0

0.07426123

0.34120026

1.58

GBNM_133727.11DB_XREF =01 19526903 JGEN=TGad /FEA=FLMRNA JCNT=110 1TID=Nm.23386.1 /TIER=F L [STR=2 [UG=Nm 23386 [LL=70707 [DEF=Mus
musculus integrin alpha 9 (Itga9), mRNA. /PROD=integrin alpha 9 /FL=gb:NM_133721.1

1774.6666

433.60614

2705.9

413.57755

2691753

3.0

0.074303575

0.33241072

1.52

GB'BCU03834. 1 /DB _XREF=g1- 13277929 JF EA=F LMRNA JONT=83 [TID=Nm 4465 Z [T IER=F L¥Stack /S TK=12 [UG=Nm 4465 [LL=30050 JUG_GI

/DEF=Mus musculus, f-box and WD-40 domain protein 2, clone MGC:6266 IMAGE:3601733, mRNA, complete cds. /PROD=f-box and WD-40 domain protein 2

IFL=gb:BC003834.1

122.23334

39.00543

191.73334

23.556812

2641773

0.07753805

0.33798638

GbrAV301675 /DB _XREF=gi-16393417 1DB_XREF=AV301675 [CLONE=5730495D 10 /F EA=EST JCNT=21 /TID=Nm 169252 /TIER=Stack /STR=10
/UG=Mm.16925 /UG_TITLE=Mus musculus, Similar to HSPC144 protein, clone MGC:27728 IMAGE:2631627, mRNA, complete cds

278.83334

86.362976

455.83334

31.404675

3.3360977

0.079309046

0.33706343

1.63

Gb:BCUZ7185.1 /DB_XREF=g1-20072611 JFEA=F LMRNA JCNT=22 /TID=Nm 26580.1 [TIER=F L¥Stack /STK=10 JUG=Nim 26580 [DEF=NUs mUscuIus, Gione
MGC:28542 IMAGE:4194872, mRNA, complele cds. /PROD=Unknown (protein for MGC:28542) /FL=gb:BC027185.1

211.13335

57.66648

321.83334

2.3028996

3.3222992

0.07989219

0.3312603

1.52

GDINM_079866.1 /DB_XREF=gI T pT-penaing /FEA=F LMRNA /CNT=67 7TID=Nim. 196461.1 1 TIER=F L¥Stack /S TK=13 JUG=Nim. 196467
/LL=56393 /DEF=Mus musculus NS1- asso:laled protein 1-ke (Nsap1l-pending), mRNA. JPROD=NS1-associated protein 1-like /FL=gb:NM_019666.1
gb:AF093821.1

368.80002

103.69938

641.4667

154.10506

2.5425587

0.08449029

0.3419845

gb:BC003267.1 /DB_XREF=gi:13096942 /FEA=FLmMRNA /CNT=17 /TID=Mm.102799.1 [TIER=FL /STK=7 /UG=Mm.102799 /DEF=Mus musculus, Similar to zinc

finger protein 14 (KOX 6), clone MGC:7772 IMAGE:3499094, mRNA, complete cds. /PROD=Similar to zinc finger protein 14 (KOX 6) /FL=gb:BC003267.1

292.43332

50.514977

598.26666

157.72609

3.19844

0.08541378

0.33768237

GbINM_UZB680.1 /DB_XREF=gr T54 TSRIK 7FEA=F LMRNA [CNT=39 7TID=Mm.31355.1 /T IER=F L¥Stack /S 1 K=16 /UG=Mm 31355
/LL=73916 /DEF=Mus musculus RIKEN cDNA 4833420A15 gene (4833420A15Rik), mRNA. /PROD=huntingt g protein-1
/FL=gb:NM_028680.1 gb:AF274590.1

437.80002

60.285404

730.39996

151.9152

3.100824

0.09015908

0.34834188

GBINM_0T0247.1 1DB_XREF=g6753927 /G 57 /FEA=FLMRNA JCNT=76 /TID=Mm.16147.1 TTER=F L¥Stack /STK=45 [UG=Nm. 16147 [LL=T4375
/DEF=Mus musculus thyroid autoantigen 70 kDa (G22p1), mRNA. /PROD=thyroid autoantigen 70 kDa /FL=gb:AF483501.1 gb:AF483500.1 gb:NM_010247.1
gb:AB010282.1

648.2

195.2047

997.9333

149.58192

24631624

0.09061262

0.34231433

Gb:BB702602 /DB _XREF=gi- 16051426 /DB TCLOl TONT=74 TTID=Nim 220922.1 T ER=Stack [STR=16
/UG=Mm.220922 /UG_TITLE=Mus musculus, c-myc binding protein, clone MGC:13820 IMAGE:3985166, mRNA, complete cds

564.4

163.77605

871.0

60.70198

3.0403998

0.09328734

0.34475756

1.54

Gb:NWI_007825.1 1DB_XREF=0r6681126 /GEN=Cyp7b1 /FEA=FLmRNA [CNT=26 /TID=Nm 47811 [TIER=FL /STK=2 [UG=Nm 4781 [LL=13123 IDEF=Nus
musculus cytochrome P450, 7b1 (Gyp'/bw mRNA. /PROD=cytochrome P450, 7b1 /FL=gb:NM_007825.1 gb:U36993.1

131.56667

37.06067

196.73334

2.2678947

3.039914

0.09331312

0.33751553

1.50

GDAKOT3A19.7 1DB_XREF =1 TONT=T /TID=Nm 42754 3 /TIER=ConsEna 7S TK=0 UG=Nim 42154 JLL=56515 JUG_GENE= T if-pending

JUG_TITLE=Trif gene /DEF=Mus muscu\us 10,11 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2810480D20:Trif gene, full insert
sequence.

636.0

222.4028

1026.1666

167.50089

24271975

0.093564205

0.3313732

GbBCUZT5711.1 /DB_XREF=giT TONT=4Z TID=Nm 34850.1 [TIER=Stack /S TK=13 JUG=Nim 34850 [DEF=Mus muscuius, cione
IMAGE:5347423, mRNA, partial cds. /PROD=Unknown (protein for IMAGE:5347423)

396.6

143.11713

673.0

73.22752

2.9779143

2.0

0.096687734

0.33544722

GbTAK0UA745.1 JDB_XREF=gi- 12836150 /FEAST TCNT=188 /TID=Mm Z6696.1 /T IER=Stack /STK=47 TUG=Nm. 28696 /LL=7413Z
/UG_GENE=1200013108Rik /JUG_TITLE=RIKEN cDNA 1200013108 gene /DEF=Mus musculus adult male lung cDNA, RIKEN full-length enriched library,
clone:1200013108:homolog to RING FINGER PROTEIN 6, full insert sequence.

1038.2334

374.87088

1668.3667

59.046204

2.8760056

2.0

0.10262341

0.34891957

XREF =gI- 12839219 [FEAS] TONT=24 TTID=Mm 47534 1 /TIER=STack /S TK=12 JUG=Mm 41534 /LL=66338
/UG_GENE=1700022C02Rik /UG_TITLE=RIKEN cDNA 1700022C02 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library,
clone:1700022C02:hypothetical protein, full insert sequence.

173.7

10.578748

265.43335

55.55415

2.8095508

2.0

0.10677628

0.35592094

GDINM_130889.1 1DB_XREF=gr- 18700031 D325 /FEA=FLMRNA JCNT=20Z /TID=Mm.154985.1 /TIER=F L¥STack /S TK=57 JUG=Mm. 754985 /LL=67628

/DEF=Mus musculus acidic nuclear phosphoprotein 32 family, member B (Anp32b), mRNA. /PROD=acidic nuclear phosphoprotein 32 family, member8
/FL=gb:BC005628.1 gb:BC003489.1 gb:NM_130889.1 gb:AB025582.1

1617.6666

659.1917

2732.2334

218.32278

2.7800574

0.10869584

0.35535178

Gb:NM_008990.1 1DB_XREF=qr-6679574 JGEN=Pvs /F EA=FLmRNA CNT=59 /TID=Nm 43471 /TIER=F L¥Stack /S TK=38 JUG=Nm 4341 [LL=19294 [DEF=Mus

musculus poliovirus sensitivity (Pvs), mRNA. /PROD=poliovirus sensitivity /FL=gb:NM_008990.1 gb:D26107.1

181.46667

20.528595

294.36667

67.33983

27777016

0.10885127

0.34914556

GDIBCU05646. 1 /DB_XREF=g1 13542905 JFEA=F LMRNA JCN T =157 /TID=MM.30777.1 T IER=FL*Stack /STK=Z1 [UG=Nm.30177 JLL=67T97T

/UG_GENE=2700047N05Rik /DEF=Mus musculus, RIKEN cDNA 2700047N05 gene, clone MGC:12088 IMAGE:3708975, mRNA, complete cds. /PROD=RIKEN

cDNA 2700047N05 gene /FL=gb:NM_026023.1 gb:BC005646.1

248.93335

101.647934

488.73337

155.30946

2.2376606

0.11120266

0.35008243

Gb:NW_025860.1 /DB _XREF=q1 1 27 TGEN=23100058 T0RIK /FEA=F LMRNA JONT=213 [TID=Nm 44279.1 T IER=F L¥Stack /STK=133 JUG=Nim 44279
/LL=66942 /DEF=Mus musculus RIKEN cDNA 2310005810 gene (2310005B10Rik), mRNA. /PROD=RIKEN cDNA 2310005810 /FL=gb:NM_025860.1

628.06665

225.23944

957.5334

120.43054

2.234228

0.111557566

0.34481427

GIBCU03976.1 /DB_XREF=gr- 132781471 JFEA=F LMRNA JCN 1 =88 /TID=Nim.28679.1 /TIER=F L¥Stack /S T K=10 JUG=Mm 28679 /LL=67669
/UG_GENE=0610007P06Rik /DEF=Mus musculus, RIKEN cDNA 0610007P06 gene, clone MGC:7275 IMAGE:3485003, mRNA, complete cds. /PROD=RIKEN
cDNA 0610007P06 gene /FL=gb:NM_026304.1 gb:BC003916.1

797.39996

238.46638

1268.1666

276.37323

2.2337542

0.11160665

0.33880588

GDTAKOT 75571 1DB_XREF=giT = CNT=67 /TID=Nm.12648.1 TTIER=Stack /STK=16 [UG=Nm. 12648 /LL=7039Z
/UG_GENE=5730412B09Rik /UG_TITLE=RIKEN cDNA 5730412809 gene /DEF=Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched
library, clone:5730412B09:homolog to CDNA: FLJ21133 FIS, CLONE CAS07019, full insert sequence.

458.6333

142.55289

772.7666

197.81895

2.2314405

0.11184675

0.33357802




Gb:NW_073469.1 /DB_XREF=01:7304854 /GEN=Anxa11 JFEA=F LMRNA JCNT=81 /TID=Nm 1427.1 /TIER=F L¥Stack /S TK=23 [UG=Nm 1427 [LL=T1744

JDEF=Mus musculus annexin A11 (Anxa11), mRNA. /PROD=annexin A11 /FL=gb:U65986.1 gb:BC012875.1 gb:NM_013469.1 1036.0 315.00784 1605.0668 310.22586 2.2293785 3.0 0.11206127 0.32845545 155
GO 007935, 1DB_XREF =gT56/J672 [GEN=EpSS /FEA=F LMRNA JONT=85 /TID=Wm 2011 /TIER=F L¥SIacK /STK=T0 TUG=Nim Z0TZ [LL=T3860
/DEF=Mus musculus epidermal growth factor receptor pathway substrate 8 (Eps8), mRNA. /PROD=epidermal growih factor receplor pathwaysubstrate 8 587.9667 173.123 892.56665 87.60487 271913 20 0.11281872 0.3250709 152
[FL=gb:L21671.1 gb:NM_007945.1
ONM_011907.1 (DB XREF =G 6753267 IGEN=Gaspap FEASFLITRNAICNT <64 TD=bim 222701 TER=FLiStack ST-10 UG- 22279 LL=26085  546.56065  199.0324 850.76666 129.13873 22207594 30 0.1129633 0.32006267 1.56
lus musculus caspase 8 associated protein 2 (Casp8ap2), mRNA. [PROD=caspase 8 associaled protein 2 /FL=gb:NM_011997.1 gb:AF 132726.1
gb - 0429, IDB_XREF=g1- 18485093 [GEN=Colec12 JFEA=FLMRNA [CNT=33 TTD=Nm ZT8571.T /TIER=FL /STK=7TUG=Nim 218577 [LL=TA079Z
DEF=Mus musculus collectin sub-family member 12 (Colec12), mRNA. /PROD=collectin sub-family member 12 /FL=gb:NM_130449.1 gb:AB038519.1 4174 243.04816  826.4666 100.272255 2.6948278 20 0.114524886 0.3191677 1.98
GoN_007960.1 1DB_XREF=g15673700 [GEN=EWT FEA=FLMRNA JCNT=T57 TTTD=Wm 4866.1 /TIER=F L¥Stack /S TR=27 TUG=Nim 4866 [LL=T4000
JDEF=Mus musculus ets \mnanlgene 1 (EM), mRNA. /PROD=ets variant gene 1 /FL=gb:BC005645.1 gb:L10426.1 gb:NM_007960.1 450.6 188.40437  759.4333 152.95242 2.2042534 3.0 0.11471522 0.31454173 1.69
GO 008379, /DB XREF=g TFEA=FLmRNA JONT=373 TTID=Nm.T670.1 /TER=FL¥STack /STR=42 JUG=Nm 16770 /LL=T6Z1T
IDEF-Mus musoulus mporin beta (Impnb) mRNA. /PROD=importin beta /FL=gb:D45836.1 gb:NM_008379.1 gb:D67015.1 976.60004  305.5066 1489.2334 132.98216 2.6648316 20 0.116681345 0.3148544 1.52
GO 0079641 1DB_XREF TGEN=EWS /FEA=FLMRNA [CNT=T32 /TTD=Nim 357961 TTIER=F L¥Stack /STR=43 [UG=Wm 35796 TLL=T4020
/DEF=Mus musculus ecotropic iral integration site 5 (Evi5), mRNA. /PROD=ecotropic viral integration site 5 /FL=gb:U53586.1 gb:NM_007964.1 792.3667 377.52588 1390.3002 92.49189 2.6644602 20 0.11670841 0.3100067 175
BN 0090371 JDB_XREF= TGEN=Ron TFEA=FLmRNA TONT=05 TTID=Nm.4876.1 [TIER=FL¥STack /STK=57 TUG=Nim 4875 [LL=T9672 JDEF=Wi
s roliuioealtin (Ren) mRNA. FPRODrolion o o Fotac " S 772.5334 284.04846  1217.5333 209.04294 2.1854506 3.0 0.116750866  0.30534843 1.58
GARUTABU. T IDB_XREF=gI-1ZB52564 TFE
/UG_GENE=4632432J 16Rik /UG_TITLE=RIKEN cDNA 4632432,16 gene /DEF=Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library,  281.7667 43582718 593.36664 201.18909 26217752 20 0.11987785 0.3087763 2.11
}16:HYPOTHETICAL HEART PROTEIN (FRAGMENT), full insert sequence. /FL=gb:NM_023341.1
b:U25633.1 /DB_XREF=gi:1628496 /GEN=TMP [FEA=FLmRNA /CNT=216 /TID=Mm.30024.1 [TIER=FL+Stack /STK=83 /UG=Mm.30024 /LL=13730 /DEF=Mus 34147334 88531415  5353.6997 1285.9819 21510766 30 0.120585434  0.30596304 157
musculus tumor-associated membrane protein (TMP) mRNA, complete cds. /PROD=tumor-associated membrane protein /FL=gb:U25633.1 gb:NM_010128.1
08 108_XREF=Qr61/7123 DB TOLO TFEA=EST [CNT=20 [TID=Nim 29575 2 /TER=Stack /STR=T3
Ui 219675 UG, ,_ TITLE=Mus musculus, Similar to elongation factor G2, clone MGC:28160 IMAGE:3984129, mRNA, complete cds 2209.2 1237.3901 4263.6665 585.0482 2.599816 20 0.1215556 0.30388898 1.93
GOARUTTSA3.1 IDB_XREF=QI 12847733 TONT=T40 /TID=Nim Z5893.1 TTEER=StacK /S TK=104 JUG=Wm-26893 1LL=/4T97 TUG_GENE=
/UG_TITLE=general transcription factor Il E, polypeplide 1 (alpha subunit, 56kDa) /DEF=Mus musculus 10 days embryo whole body cDNA, RIKEN full- \ength 71060004  8.685039 1085.6 256.12283 253451 20 0.12674415 0.3122682 153
enriched library, clone:2610024P03:homolog to GENERAL TRANSCRIPTION FACTOR IIE 56 KDA SUBUNIT, full insert sequence.
G-BCU0A0AE. T 1D _XREF=gr- 3278500 /FEA=FLmRNA [CNT=3 /TID=Nm 328312 [TEER=FL [STR=2 [UG=Nm 32831 [LL=24T17 UG GENE=WirT /DEF=Nus
musculus, clone MGC:7686 IMAGE:3497155, mRNA, complete cds. /PROD=Unknown (protein for MGC:7686) /FL=gb:BC004048.1 614.9 94.52243 944.5 206.26459 2.5161142 2.0 0.12826157 0.31149238 154
GBARUTA485. IDB_XREF=gI-1Z852374 TFEA=FLMRNA JCNT=ZT6 TTID=Wm.T47529.1 /TIER=SWGCK 1S TK=T8 JUG=Nim 147529 [LL=67420
/UG_GENE=3732409C05Rik JUG_TITLE=RIKEN cDNA 3732409C05 gene /DEF=Mus musculus 14 days embryo liver cONA, RIKEN full-length enriched library,  404.23337 1525175 607.5667 79.77861 2.0461202 30 0.13325994 0.31907308 1.50
clone:4432411H12:related to MALE STERILITY PROTEIN 2-LIKE PROTEIN, full inert sequence. /FL=gb:BC007178.1
gb:BC028256.1 /DB_XREF =gi:20380524 /FEA=mRNA /CNT=19 /TID=Mm 45357.2 /TIER=ConsEnd /STK=0 /UG=Mm 45357 /LL=50079 /UG_GENE=Erbb2ip 11933667  589.4717 2155.9001 562.5233 2.0460775 30 0.1332654 0.31465444 181
IDEF=Mus musculus, Similar to erbb2 interacting protein, clone IMAGE:4988135, mRNA, parial cds. /PROD=Similar lo erbb interacting prolein
GBCUZ5078. T /DB_XREF=gET9Z6aUT TF EA=FLMRNA TCNT=6T /TID=Nm 285021 /TIER=F L¥SWCK [STK=T7 TUG=Nim Z850Z [LL=6 /955
/UG_GENE=2410141K03Rik /DEF=Mus musculus, RIKEN cDNA 2410141K03 gene, clone MGC:35654 IMAGE:4504126, mRNA, complete cds. /PROD=RIKEN 19253333 58.08876 323.46664 94.498375 2.044482 30 0.13346998 0.31082052 168
CDNA 2410141K03 gene /FL=gb:BC025078.1 gb:NM_026479.1
QNN 0Z5307.1 IDB_XREF=qr- 13384665 TFEA=FLmRNA TONT=73 TTID=Nim 212097 /TEER=F L¥ Stack /S TR=4Z TUG=Nim ZT209 TLL=50777
JDEF=Mus musculus nuclear receptor binding factor 2 (Nrbf2), mRNA. /PROD=nuclear receptor binding factor 2 /FL=gb:NM_025307.1 gb:BC019448.1 817.1667 287.53842 1247.9667 100.39329 2.4499803 20 0.13393125 0.3076799 1.53
GO-N 008595, /DB XREF=gr56734 TFEA=FLmRNA TONT=70 TTID=Nm 226871 /TER=F L¥Stack /STK=27 JUG=Nim 22681 /LL=T6980
JDEF=Mus musculus paraoxonase 2 (Pon2), mRNA. /PROD=paraoxonase 2 /FL=gb:L48514.1 gb:NM_008896.1 1238.8 514.217 1998.3667 390.5902 2.0373657 3.0 0.13438699 0.3046105 1.61
G-NW 079455, 1DB_XREF EN=57305TTKZ3RIK /FEA=FLmRNA [CNT=103 /TTD=Nim.7976.1 /TTER=F L¥Stack /STR=06 TUG=Wm 7976
L ~54624 /DEF~Mus musoulus RIKEN cDNA 5730511K23 gene (5730511K23Rik), mRNA. /PROD=5730511K23Rik /FL=gb:NM_019458.1 319.76666 ~ 47.946877  484.93335 107.54671 2.4295177 20 0.13575621 0.3036652 152
GOAFT66435.1 DB_XREF=gr573368 TFEA=FLmRNA JONT=T88 TTID=Nm 2627.1 /TIER=F L¥STack [STR=T10 7UG=Nim Z627 /LL=22535
DEF=Mus musculus Ku autoantigen (Kuﬁn) mRNA, complete cds. /PROD=Ku autoantigen /FL=gb:AF166486.1 425.29996 169.33365 ~ 667.6667 44.300026 2.398363 20 0.13860177 0.3060039 157
GoBCUZ5450.1 /DB XREF=gr1 TONT=T7T /TID=Nim 24463.1 TTTER=Stack /STR=124 [UG=Wm 24463 [LL=70043
JUG_GENE=2610044B22Rik /UG, TITLE R\KEN cDNA 2610044B22 gene /DEF=Mus musculus, clone IMAGE:5345597, mRNA. 2023.8334  822.1557 3157.9336 534.31946 2.0033257 3.0 0.1388778 0.30268237 1.56
GN_U09367 2 1DB_XREF=g SEN=TTpiZ TFEA=FLMRNA ICNT=Z8 TID=Nm 256121 /TIER=F L¥StacK /S TK=2Z JUG=Nim Z56TZ [LL=2 1789
IDEF=Ms musculs sus facior pamwaymmb-mr 2 (Tfpi2), mRNA. /PROD=tissue factor pathway inhibitor 2 /FL=gb:NM_009364.2 gb:D50586.1 2202 4749621 369.33334 98.90968 23541813 20 0.14278106 0.30725038 168
o
g-BC0T5285. T /DB RREF=grT TFEA=FLmRNA TONT=6T TTTD=Wm 355641 /TIER=F L+ STack /STR=23 TUG=Nim 35564 TDEF=WUS MUSculus, Siiar o
hypothetical protein, clone MGC:18890 IMAGE:4239390, mRNA, complete cds. /PROD=Similar to hypothetical protein /FL=gb:BC015285.1 736.60004  65.22938 1187.5333 328.61948 2.3312466 20 0.14501956 0.30816656 1.61
GBIBCUZ006 /T /DB_XREF=gE 1803640 /FEA=F LMRNA [CNT=50 1TID=Nm-35170.1 /TIER=F L¥Stack [STK=24 TUG=Nim 35170 TLL=67770
/UG_GENE=5830433M19Rik /DEF=Mus musculus, Similar to hypotheical protein FLJ13657, clone MGC:28232 IMAGE:3991510, mRNA, complete cds 269.6 84.23011 4076 88.35162 1.9581054 30 0.14512028 0.30457342 151
/PROD-Simit i hypothlca prtein FLUSG57 FL-gb:BC0020067.1
GBAKUUS/58.T IDB_XREF=grT NT=75 /TID=Nm 233111 TTER=S@ek TSTK=47 TUG=Wm 24T ILL=74780
1UG. GENE-1110077N23Rik /UG, TITLE-RIKEN GDNA 1 10017N23 gane /DEF-Mus muscuius 18 days ombryo whola body DA, RIKEN ulllength eniched 55573334 164.02248  855.6667 211.4845 1.9410679 30 0.1475574 0.30591166 154
library, clone:1110017N23:unclassifiable transcript, full insert sequence.
GBBCUZ7396. T TDB_XREF=grZ007 2075 TFEA=FLMRNA TONT=Z4Z [TID=Nim Z9405.T TTIER=F L¥STack TSTR=44 TUG=Wm 29405 T [=56438 TUG_GENE=REXT
/DEF=Mus musculus, ring-box 1, clone MGC:35907 IMAGE:4952242, mRNA, complete cds. /PROD=ring-box 1 /FL=gb:BC027396.1 gb:AF 140599.1 6303 267.998 983.8 168.20787 1.9350696 30 0.14842682 0.30400673 156
gb:NM_019712.1
TDB_XREF =g 12539209 TDB_XREF=F3045C07-3 TCLONE=F3045C0 07 TTTD=Nim 284831 TTER=Stack STR=T5
JUG=Mm 28483 /UG_TITLE=Mus musculus, Similar to hypothetical protein FLJ22479, clone IMAGE: 4457274 MRNA, partial cds 37313333  65.45879 574.3667 139.45905 2.2624454 20 0.15203288 0.30768558 154
GENM_UT9TZ T DB XREF=g 79 TGEN=CAKZ IF EA=FLMRNA [CNT=4Z [TID=Nim T8T33.1 T TIER=F L¥Stack [STK=T8 /UG=Wm T8T33 /LL=53555
/DEF=Mus musculus cyclin-dependent kinase-like 2 (CDC2-related kinase) (Cdki2), mRNA. /PROD=cyclin-dependent kinase-like 2 (CDC: 2796 15044058  468.13333 84.269585 1.893756 30 0.15458041 0.30916083 167
IFL=gb:NM_016912.1 gb:AB029065.1
G-BCU06770.T /DB_XREF=gr- 13879578 TFEA=FLmRNA TCNT=T /TID=Nm 2207501 TTTER=FL /STR=T/UG=Wim 220750 TDEF =Wus muSculss, clons MIGTE05
IMAGE:3588650, mRNA, complete cds. /PROD=Unknown (protein for MGC:8099) /FL=gb:BC006770.1 346.1 44936962 7255334 290.35315 2.236813 2.0 0.15476531 0.30593142 2.10
GBARUT/225.1 IDB_XREF=gI-1Z556359 IFEA=MRNA ICNT=Z1 TTID=Wim.T7858. T /TIER=STacK /S TK=14 TUG=Nim 17858 TLL=7 1207
/UG_GENE=5230400C17Rik JUG_TITLE=RIKEN cDNA 5230400C17 gene /DEF=Mus musculus adult male xiphoid cartilage cONA, RIKEN full-length enriched 313 4 12014647 4854 93.75675 1.8667319 30 0.1587667 0.31023377 155
library, clone:5230400C17:unclassifiable transcript, full insert sequence.
gb:BC026859.1 /DB_XREF=gi:20071539 /FEA=FLMRNA /CNT=59 /TID=Mm.24865.1 /TIER=FL+ Stack /STK=44 /UG=Mm.24865 /DEF=Mus musculus, Similar to 56813336 74.09219 868.0 2262156 2181918 20 0.16084833 0.3107297 153
SEC15 (S. cereisiae)-like, clone MGC:30428 IMAGE:2631201, mRNA, complete cds. /PROD=Similar o SEC15 (S. cerevisiae)like /FL=gb:BC026850.1
GINN_T33739.7 DB _XREF=gI- 1952693 TGEN=2310075CTZRIK IFEA=FLIRNA JCNT=T50 TTID=Nim 1465161 7T IER=F L¥S@cK /STRK=b2 JUG=WM. 4576
/LL=71829 /DEF=Mus musculus RIKEN cDNA 2310075C12 gene (2310075C12Rik), mRNA. /PROD=RIKEN cDNA 2310075C12 [FL=gb:BC010292.1 797.3333 48941528 1390.7999 263.78073 1.8488518 30 0.16160896 0.3086913 1.74
gb:NM_133739.1
gb:BCO17537.1 /DB_XREF =g 17028436 FEA=FLmRNA /CNT=71 /TID=Mm.25333.1 ITIER=FL+ Stack /STK=50 /UG=Mm.25333 [LL=75669 /UG_GENE=Pikr4 24583331  89.719574  436.30002 157.05818 1.8238696 30 0.16567954 0.31295022 177
IDEF=Mus musculus, clone MGC:28823 IMAGE:4505099, mRNA, complete cds. PROD=Unknown (protein for MGC:28823) [FL=gb:BC017537.1
G6BCUZ/196. T TDB_XREF=grZ007 1133 TFEA=FLmRNA [CNT=203 [TID=Wim 344771 TTIER=F L¥Stack /STK=128 JUG=Nim 34411 JDEF =NUS MUSCUGS, Sar
o pyruvate dehydrogenase kinase, isoenzyme 1, clone MGC:28719 IMAGE:4458562, mRNA, complete cds. /PROD=Similar to pyruvate dehydrogenase 8135 14277159 1572.3334 606.1789 2.110487 20 0.16926411 0.31620768 193
kinase,isoenzyme 1 /FL=gb:BC027196.1
T /DB_XREF=gr 12844954 TFEASRNA TCNT=47 TTID=Nim 31827 T TTER=St@ek TS TK=30 TUG=Wm 31827 TLL=T5455
/UG_GENE=2310047L21Rik /UG_TITLE=RIKEN cDNA 2310047L21 gene /DEF=Mus musculus adult male tongue cDNA, RIKEN full-length enriched library, 49856665 ~ 42.196716  826.2 265.82748 21083615 20 0.16952364 0.31325018 1.66
clone:2310047L21:homolog to WUGSC:H_NH0438H20.1 PROTEIN (FRAGMENT), fullinsert sequence.
T 7DB_XREF =g 12834697 T EA=mRNA [CNT=T05 /TID=Nim 32254.T [TIER=Stack /STK=84 TUG=Wm 32254 TLL=7Ba5T
/UG_GENE=2310040101Rik /UG_TITLE=RIKEN cDNA 2310040101 gene /DEF=Mus musculus adult male tongue cDNA, RIKEN full-length enriched library, 23743333 92.97453 376.46667 96.53032 1796792 30 0.17022601 0.3111658 159
clone:2310040101:unclassifiable transcript, fullinsert sequence.
GAKUTOUB. T IDB_XREF=gI- 12845247 [GEN=ATal [F EA=MRNA TCNT=T99 TTID=Wim 2209451 /T IER=SWeK [STK=29 TUG=Nim 220936 TUG_TTTLE=WUS
musculus adult male lung cDNA, RIKEN full-length enriched library, clone: 1200013E08:raf-related oncogene, full insert sequence /DEF=Mus musculus adult 30030002 22872858  612.93335 196.4921 17957757 30 0.17039944 0.3081692 204
male tongue cDNA, RIKEN full-length enriched library, clone:2310066D 16:rat-related oncogene, fll insert sequence.
gb:BC012262.1 /DB_XREF=gi: 15126666 FEA=FLMRNA /CNT=63 /TID=Mm.34514.1 ITIER=FL+ Stack /STK=43 /UG=Mm.34514 [LL=71704 /UG_GENE=Arhgef3 847 4666 87.602066  1277.0667 347.1345 2.07836 20 0.17324533 0.31001794 151
IDEF=Mus musculus, clone MGC:19066 IMAGE:4192378, mRNA, complete cds. /PROD=Unknown (protein for MGC:19086) /FL=gb:BC012262.1 gb:BC005517.1
GD-BE503T53 /DB_XREF=groauar77 OB TOLONE=DB30050N T3 FEA=EST [CNT=35 /TID=Nim 302454 TTTER=Stack /STR=34
JUG=Mm.30245 /UG_TITLE=Mus musculus, Similar to phosphatidylserine decarboxylase, clone MGC:7133 IMAGE:3158145, mRNA, complete cds 1228.9 481.8121 1871.4332 403.02145 1.7717181 3.0 0.17456463 0.30912486 1.52
GOBC0TE105.7 /DB XREF=grT EA=FLMRNA ONT=09 1TID=Wm 6724.1 [TIER=F L+ STack /STK=56 TUG=Nim 6723 [DEF=Nius MUSCulus, Glone
MGC:27690 IMAGE:4921222, mRNA, complete cds. /PROD=Unknown (protein for MGC:27690) /FL=gb:BC016105.1 263.69998 24313162  398.56665 111.872986 2.0404158 20 0.17811294 0.3121567 1.51
GbBB433459 /DB_XREF=GroZ73216 DB TCLONE=CBZ000TMO3 [FEA=EST ONT=T0 TTID=Rm 2171023 TTER=STack [STR=8
JUG=Mm. 217102 JUG_TITLE=Mus muscu\us clone MGC: 25535 \MAGE 4190175, mRNA, complete cds 1077.0333 378.58313 1656.7334 431.17288 1.7498903 3.0 0.17844518 0.30954775 1.54
B_XREF=gi17 786807 D1 02 TFEA=FLMRNA JCNT=29 TTTD=Wm §5655.T TTIER=STack [STR=T3
JUG=Mm. 65555 JUG_TITLE=Mus muscu\us clone MGC: 3557& \MAGE 5353641, mRNA, complete cds /FL=gb:BC021527.1 651.3333 209.51527 1085.6 375.84653 1.7480214 3.0 0.178782 0.3069994 1.67
BB 1034 1DB_XREF=gr 16402667 /DB_XREF=BB31 1034 [CLONE=BZ3032TBT8 /FEA=FLmRNA ONT=290 1 TID=Nm.T94045.1 TTER=Stack /STR=T6T
JUG=Mm. 194045 /UG_TITLE=Mus musculus, clone MGC:36474 IMAGE:5361238, mRNA, complete cds /FL=gb:BC025804.1 gb:BC027056.1 2448.6667  768.1256 3768.6335 1084.3678 1.7204585 3.0 0.18383482 0.3125192 154
GO 0263471 IDB_XREF=g1- 13385843 [GEN=40334338 ToRIK [FEA=FLmRNA JCNT=6 /TTD=Nm #7966 /TIER=FL /STR=T JUG=Nm 41965 TLL=67725
IDEF=Mus musculus RIKEN cDNA 4933433815 gene (4933433B15Rik), mRNA. /PROD=RIKEN cDNA 4933433815 /FL=gb:NM_026341.1 754.6667 307.8523 1166.3334 280.70532 1.7114762 3.0 0.1855165 0.3122555 1.55
GO-BCUZ6627.1 /DB RREF=gr TONT=37 TTID=Nm 33546.1 [TEER=Stack /STR=2T /UG=Nim 33546 [DEF =Nus muUSEuls, Similar o
DKFZP586L2024 protein, clone \MAGE4952150 mRNA, partial cds. /PROD=Similar to DKFZP586L.2024 protein 375.06665 175.38116  597.9666 84.79719 1.9818455 20 0.18599652 0.3099942 159
GBNN_UT575T.T IDB_XREF=gr/B57517 TGEN=ABEeT JF EA=FLMRNA TONT=245 [TID=Nim 583T.T /TIER=F L¥ Sk STR=T45 TUG=Nim 5831 /LL=2a0T5
/DEF=Mus musculus ATP-binding cassette, sub-family E (OABP), member 1 (Abce1), mRNA. /PROD=ATP-binding cassette, subfamily E, member 1 1349.0668  637.7267 21108 209.44952 1.9655546 20 0.18827267 0.3107413 156
[FL=gb:NM_015751.1 gb:U80446.1 gb:BC005422.1
GAKUTT/ 6. IDB_XREF=gI-1ZB48114 JFEA=MRNA TCNT=A0 T TID=Wim 309231 TTIER=STacK TS TR=Z5 TUG=Nim 30923 TLL=T 2739
/UG_GENE=2610044015Rik /UG_TITLE=RIKEN cDNA 2610044015 gene /DEF=Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched 32133334 14592743  492.1 99.984215 1.6720506 30 0.19310763 0.3156567 153
library, clone:2610044015:similar to KRUPPEL-RELATED ZINC FINGER PROTEIN F80-S, full insert sequence,
Go:NM 009540.1 DB XREF=gr TGEN=Cl8 /FEA=FLmRNA [CNT=48Z TTTD=Nim 179891 TTIER=F L¥Stack /STR=28T JUG=Nm-17069 [LL=T2450
JDEF=Mus musculus chaperonin subunit 8 (theta) (Cct8), mRNA. /PROD=chaperonin subunit 8 (theta) /FL=gb:NM_009840.1 gb:BC009007.1 1954.2334  813.74225  2928.2002 348.0841 1.9060308 20 0.1969144 0.3188138 1.50
GoBNVTT7243 [DB_XREF =gr- 17080261 /DB_XREF=LUB4BC02-3 [CLONE=L048C0Z TONT=252 TTID=Nm 29308.1 /TER=ConsEnd /STR=0
JUG=Mm.29308 /UG_TITLE=Mus musculus, Similar to chromosome 20 open reading frame 36, clone IMAGE:5356821, mRNA, partial cds 11153667  606.996 1858.0 489.62155 1.6493825 3.0 0.1976312 0.3169557 1.67
GONN_UZ3323.1 1DB_XREF=gr-Z96367Z STTRIK [FEASFLMRNA ICNT=TaZ T TID=Wim 27903, T /TIER=F L¥SIacK TSTR=64 TUG=Nm 27903
/LL=68050 /DEF =Mus musculus RIKEN cDNA 6330407G 1 gene (6330407G11Rik), mRNA. JPROD=RIKEN cDNA 6330407G11 /FL=gb:BC003291.1 76713336 6056274 1230.6333 419.40765 1.8944916 20 0.1986508 0.31561345 160
gb:NM_023423.1
GBIBCUUG53. 1 /DB XREF =g 13905310 TFEASF LRNA TCNT=T47 TTID=Nim 336711 TTTER=F LY SIek TS TK=73 TUG=Wm 4367 T /LL=66696
/UG_GENE=5730518J08Rik /DEF=Mus musculus, clone MGC:636 IMAGE:2811899, mRNA, complete cds. /PROD=Unknown (protein for MGC:6936) 332.86667 48727432  529.0333 175.3655 1.8667752 20 0.20290579 0.31938872 159
/FL=gb:NM_025683.1 gb:BC006953.1 gb:BC019126.1
GB-BCUTE07.T /DB _XREF =g 17397104 [FEA=FLmRNA TCNT=T00 TTID=Nim-139738.1 TTTER=F L¥Stack /STR=57 TUG=Nm_T39738 TDEF=NUs musculss, cione
MGC:27742 IMAGE:2649340, mRNA, complete cds. /PROD=Unknown (protein for MGC:27742) IFL=gb:BC018507.1 372.8667 197.8616 602.2 80.845604 1.858403 20 0.20421492 0.31850034 1.62
GIAKUT/Z77.7 IDB_XREF=gI-1ZB56436 [FEA=MRNA TCNT=Z1 TTID=Wm. T03495.T /TIER=SWGcK /STK=T0 T0G=Nim TU3495 TLL= 1328
/UG_GENE=5430405N12Rik JUG_TITLE=RIKEN cDNA 5430405N 12 gene /DEF=Mus musculus 6 days neonate head cDNA, RIKEN full-length enriched library, 13157 752.4374 2206.2 358.13565 1.8508978 20 0.20539802 0.3174333 1.68
clone:5430405N 12:hypothetical protein, fll insert sequence.
Go:NN 07T668.1 /DB_XREF=gr:7 106440 [GEN=Ube3a JFEA=FLMRNA TCNT=174 TTTD=Wm 90021 TTIER=F L¥Stack /STR=74 TUG=Wm 9002 TLL=22ZT5
DEF=Mus musculus ubiquitin protein ligase E3A (Ube3a), mRNA. /PROD=ubiquitin protein ligase E3A /FL=gb:U82122.1 gb:U96636.1 gb:NM_011668.1 2141.9333  729.3072 3311.8 1026.2908 1.6093861 3.0 0.20590682 0.3153528 1.55
XREF=gI1Z8323U3 IFEA=MRNA [CNT=T20 TTID=Vim 29606, T T ER=SIacK /S TK=53 TUG=Nim 29606 /LL=66585
/UG_GENE=0610009C03Rik /UG_TITLE=RIKEN cDNA 0610009C03 gene /DEF=Mus musculus adult male kidney cDNA, RIKEN full-length enriched library, 41470004  150.9388 6215334 163.65213 1.6091467 30 0.2059575 0.31261405 1.50
clone:0610009C03:homolog to U5 SNRNP-SPECIFIC 40 KDA PROTEIN, full insert sequence.
GBBCUTITSTT /DB _XREF=gE1/5TZ3T9 /FEA=FLMRNA CNT=89 /TID=Nm./6694.T /TIER=F L¥SWacK /S TK=38 TUG=Nim. 5604 TLL=6855%
/UG_GENE=1110067D22Rik /DEF=Mus musculus, clone MGC:29165 IMAGE:5036749, mRNA, complete cds. /PROD=Unknown (protein for MGC:29165) 1780.6666  942.588 2963.0667 868.2394 1.5980754 30 0.20831712 0.31339744 166
IFL=gb:BCO19131.1
GBAT00Z387.T /DB XREF=gr-Z5985 TONT=T4 TTID=Nm 9182 TTEER=ConsEnd /S TR=0 TUG=Nm 918 TLL=T4825 /UG P35 TDEF=NGS
musculus mRNA for BiP. /PROD=! ElF' 3538.3337 1849.5023 5539.8667 464.41464 1.8179885 20 0.2106946 0.3141937 1.57
0 /DB_XREF=grT787TTT07DE 53 7CT0 T TONT=47TTTD=Nm. 598731 /TER=Stck STR=TT
JUG=Mm.159813 /UG_TITLE=Mus musculus, clone IMAGE:5102112, mRNA, partial cds 1349.6 955.2317 2434.4333 712.7231 1.5765651 3.0 0.21298838 0.3148524 1.80
GOARUT/B2ZT IDB_XREF=gI-1Z857270 TGEN=555 TFEA=RNA [CNT=Z [TID=Nm.10508.Z /TIER=ConsEna 7S TK=T TUG=Nim-T0508 TLL=20823
/UG_TITLE=Sjogren syndrome antigen B /DEF=Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5730546E07:Sjogren 9383333 51942316 14859 91.67742 1798105 20 0.21398263 0.3135952 158
syndrome antigen B, fullinsert sequence.
GO-N_007653.1 1DB_XREF=gr6671739 TGEN=Cenpe TFEA=FLmRNA TN T=TZ TTD=Wm 46491 TTIER=FL 7S TR=5 JUG=Nim 4649 LL=T26 17 TDEF=Nus
musculus centromere autoantigen C (Cenpc), mRNA JPROD=centromere autoantigen C /FL=gb:U03113.1 gb:NM_007683.1 380.56665  61.065964  572.93335 176.53152 1.7837127 20 0.21640497 0.3144346 1.51
GARUTEGE.T IDB_XREF=grT A TONT=55 TID=Nm.T62Z.1 /TIER=STack /S TK=U TUG=Nim T62Z [LL=
06 GENE-6130472608R1k G TITLE-RIKEN GDNA 6130422605 gene IDEF chus musctiue adult e cecum aONA. RKEN i ength enriched library,  330.66666  163.15001  516.0 108.10833 1.560506 30 0.21655197 0.31198165 152
clone:0130422G05:unclassifiable, fll insert sequence. /FL=gb:BC020085.1
T/DB_XREF=gE 12842037 TFEA=RNA [CNT=305 /TID=Nim Z5189.1 TTER=S@EcK TS TR=29 TUG=Nm 28 T89 TLL=579TZ UG G pecT
pending /UG_TITLE=small protein effector 1 of Cdc42 /DEF=Mus musculus adult male small intestine cDNA, RIKEN full-length enriched lirary, 20363335  73.43094 317.33334 103.37283 1553118 30 0.2182136 0.31173372 156
clone:2010004C01:small protein effector 1 of Cdcd2, fullinsert sequence.
GEBCUZ8Z1 T /DB_XREF=grZ00707ZT TFEA=FLMRNA TONT=8b [TID=Wim 874431 TTIER=F L7 Stack TSTR=3Z JUG=Nm 57443 TL[=TG69 TUG T
/DEF=Mus musculus, karyopherin (importin) alpha 4, clone MGC:19244 IMAGE:3672708, mRNA, complete cds. /PROD=karyopherin (importin) alpha 4 4096.9004  875.8401 6336.9 2006.1893 17723727 20 0.21833913 0.30931377 1.55
PLEgAFOZOTT1.1 g O0B4ST.1 gpBChZ6821.1
BN T33745.1 DB _XREF= TTRIK TFEASF LMRNA TCNT=T0Z TTID=Wm 27 36T TTIER=F L¥SEeK TS TR=3Z TUG=Nm 27136
LL~72999 DEF =Mus musculs RKEN <DNA 2000053111 gene (290005311 1Rik) mRNA. /PROD=RIKEN cONA 2900053111 FFL-gh 80024411 1 g B0016288.1 12654667  550.9264 1911.3334 479.13797 15321524 30 0.2230064 0.31331477 1.51
gb:NM_133748.1 gb:BC023067.1
GBARU 8355, 1DB_XREF=gI- 12858179 TFEASMRNA TCNT=65TTID=Wim 9996 T T IER=STacK TS TK=48 TUG=Nim 99916 7LL=/T505
/UG_GENE=8430436014Rik /UG_TITLE=RIKEN cDNA 8430436014 gene /DEF=Mus musculus 16 days embryo lung cDNA, RIKEN full-length enriched library, 83856665 ~ 39375806  1282.5333 198.18613 17444108 20 0.22320645 0.31102538 153

clone:8430436014:unclassifiable transcript, full insert sequence.




G5:NM 020070.1 /0B _XREF=gr9970171 JGEN=Cyp51 FEA=FLMRNA ICNT=202 /TID=Nim 1407581 /TIER=F L¥Stack /STK=42 JUG=Nim 140758 [LL=T3121
/DEF=Mus musculus cytochrome P450, 51 (Cyp51), mRNA. /PROD=cytochrome P450, 51 /FL=gb:NM_020010.1 gb:AF166266.1

249.43335

21.021502

382.69998

132.06241

1.7261136

20

0.2264687

0.31300554

1.53

GBNWM 008748, 7 /DB _XREF=0-6679155 /GEN=NUpT JFEA=FLMRNA JONT=37 /TID=Nm 39725.1 /T IER=F L+ Stack /STK=19 JUG=Mm 39725 [LL=T6218
/DEF=Mus musculus neuronal tyrosinethreonine phosphatase 1 (Nitp1), mRNA. /PROD=neuronal tyrosinethreonine phosphatase 1 /FL=gb:NM_008748.1

348.2333

198.05476

573.56665

165.27673

1.5129963

3.0

0.22748737

0.31187785

1.65

GDAKOTG54Z.1 TDB_XREF=gi1 TIFEAS] TONT=4 TTID=Nm 27207 Z TTIER=ConsEnG /S TK=T [UG=Nm.Z/207 [LL=/4386
/UG_GENE=4932432N11Rik /UG_TITLE=RIKEN cDNA 4932432N11 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library,
clone:4932432N11:homolog to CDNA FLJ12888 FIS, CLONE NT2RP2004081, full insert sequence.

429.73337

246.08824

673.56665

83.53874

1.6250961

0.24564427

0.33407623

GB'NM_UTUBT1Z 1 1DB_XREF=Gr-97 TGEN=SIftT JFEA=F LmRNA ICNT=97 TTID=Nm. 12603 1 /TIER=F L¥StacK /S TK=20 [UG=Mm 12604 /LL=93759
/DEF=Mus musculus sirtuin 1 ((silent mating type information regulation 2, homolog) 1 (S. cerevisiae) (Sirt1), mRNA. /PROD=sirtuin 1 ((silent mating type
2, homolog) 1 (S. cerevisiae) /FL=gb:NM_019812.1 gb:AF214646.1

559.0

300.70676

850.0334

76.42424

1.6246833

0.24572687

0.33153623

GbBCUUBBZB. 1 /DB_XREF=g1:139U5085 JF EA=F LMRNA 7CN =63 /TID=Mm.30507.1 /TIER=F L¥STack /S T K=18 JUG=Mm.30507 /DEF=MUS MUSCUIUS, Smifar 1o
microfibrillar-associated protein 3, clone MGC:11870 IMAGE:3597878, mRNA, complete cds. /PROD=Similar to microfibrillar-associated protein 3
IFL=gb:BC006828.1

539.26666

346.3587

886.5

140.9129

1.6084077

0.24901208

0.33332327

G5 BCUZ7196.T 1B _XREF=grZ007 1733 TFEAF LIRNA FCNT=203 TTTD=Nm 344771 TTIER=F L¥StacK /S TR=T28 TUG=Nim 344 1T TDEF=NUS MUSCUIUS, STiar
to pyruvate dehydrogenase kinase, isoenzyme 1, clone MGC:28719 IMAGE:4458562, mRNA, complete cds. /PROD=Similar to pyruvate dehydrogenase
kinase,isoenzyme 1 /[FL=gb:BC027196.1

1481.2001

424.4901

2639.0334

1182.8103

1.5958194

0.25159192

0.33414552

GDINW_UZ0043.1 1DB_XREF=gr9910463 /GEN=NGpe /FEA=F LIRNA JCNT=107 TTID=Nim. 1437471 1TIER=F L*Stack /S TK=87 JUG=Mm. 143741 [LL=5674T
/DEF=Mus musculus neighbor of Punc E11 (Nope), mRNA. /PROD=neighbor of Punc e11 protein /FL=gb:AF176694.1 gb:AB052621.1 gb:AB052620.1
gb:NM_020043.1

650.63336

374.27472

1000.5667

210.0922

1.4121382

0.25276536

0.33310163

Gb:BC013496.1 /DB_XREF=g1 15488701 TONT=Z TTID=Nim 0474719 TTIER=ConsEnd /S TK=0 /JUG=Wm. 104747 [LL=16114 [UG_GENE=Igk-VZ
/DEF=Mus musculus, clone IMAGE:4219618, mRNA, partial cds. /PROD=Unknown (protein for IMAGE:4219618)

2536.7

1346.0999

5748.767

3229.9329

1.5899211

0.2528125

0.33060095

GB'BCUT37 /7.1 1DB_XREF=g1 15489363 JFEA=FLMRNA [CNT=96 /TID=Nm 8Z1.1 /T IER=F L¥Stack /STK=4/ [UG=Mm 821 JLL=5/806 JUG_{
/DEF=Mus musculus, clone MGC:6298 IMAGE:2651704, mRNA, complete cds. /PROD=Unknown (protein for MGC:6298) /FL=gb:AF230356.1 gb: Bo0t5777.1
gb:NM_021336.1

1188.9333

536.97046

1902.2999

693.9675

1.4081479

0.2538262

0.3293928

Gb:BCO04096.1 /DB _XREF=g1: 13278617 JFEA=FLMRNA JONT=1/TID=Nm 16710 2 /TIER=FL /STK=1/UG=Nm 16770 [LL=T6211 1UG__

2197.7332

580.041

3536.7668

1344.1012

1.5842928

20

0.2539843

0.327101

1.61

/DEF=Mus musculus, clone MGC:8315 IMAGE:3594201, mRNA, complete cds. /PROD=Unknown (protein for MGC:8315) /FL=gb:BC004096.1
GBNM 025706.1 /DB XREF=gr 1 N=4432405K22RIK [FEA=F LMRNA [CNT=23: ™ 222521 TTIER=FL¥Stack /S TR=137 JUG=Nm 22257
/LL=66687 /DEF=Mus musculus RIKEN cDNA 4432405K22 gene (4432405K22Rik). mRNA. /PROD=RIKEN cDNA 4432405K22 /FL=gb:NM_025706.1

2074.0334

925.5119

3127.4668

926.4323

1.3933324

3.0

0.25780717

0.32952797

1.51

Gb:NWI_007639.1 /DB_XREF=01-6671705 /GEN=Ca1d1 [FEA=FLMRNA [CNT=52 /TID=Nim 1894 1 /TIER=F L*Stack /STK=22 JUG=Nim 1894 [LL=12479
/DEF=Mus musculus CD1d1 antigen (Cd1d1), mRNA. /PROD=CD1d1 antigen /FL=gb:NM_007639.1 gb:M63695.1

295.33334

122.077934

463.53336

170.89987

1.3871365

3.0

0.25949186

0.32920608

1.57

TT/DB_XREF=g1: 128359971 JFEA=F LMRNA JCNT=2711 [TID=MM 2Z179.1 1T IER=Stack /S TK=28 [UG=Nm 22179 JLL=67456

/JUG_GENE=1200009B18Rik /UG_TITLE=RIKEN cDNA 1200009818 gene /DEF=Mus musculus adult male lung cDNA, RIKEN full-length enriched library,
clone:1200009B18:homolog to CDA14, full insert sequence. /FL=gb:BC006895.1 gb:BC018188.1 gb:BC026558.1

963.0

467.03268

1549.3334

564.1123

1.3867055

0.25960946

0.32691562

GB'BCUZ3060.T 1DB_XREF g1 18606201 JFEA=T TCNT=19/TID=Nim 447176.1 [ TIER=SWack /STK=11 JUG=NIm.44776 /DEF=NMUS MUSGUIUS, SImiiar 1o EGF-
containing fibulin-like extracellular matrix protei
protein 1

1, clone IMAGE:5357328, mRNA, partial cds. /PROD=Similar to EGF-containing fibulin-likeextracellular matrix

1247.9333

767.05914

1964.3334

217.40591

1.5563558

0.25990483

0.32488105

1.57

» EN=BCU0B177 JFEA=FLMRNA [CN
lus musculus hypothetical protein Bcuuam (BCO08171), MRNA. /PRO

TT77TID=Nm. 1358377 TTER=FL [STR=7 [UG=Nm 135837 [LL=192287
ypothetical protein BCO08171 /FL=gb:NM_138756.1 gb:BC008171.1

509.66666

159.7224

845.7

344.3217

1.5334098

2.0

0.26489997

0.328708

1.66

Gb:BB787946 /DB _XREF=gi- 16956442 /DI TCLONE=G430720E06 TCNT=87 /TID=Nim 937591 /TIER=Stack /5TRK=52

/UG=Mm.93759 /UG_TITLE=Mus muscu\us clone IMAGE:3489582, mRNA, partial cds

190.93333

87.15917

290.1

93.40991

1.3444291

3.0

0.27142897

0.33436903

1.52

Gb:BB557447 1DB_XREF=q-9643807 /DB T/CLONE=E330028F 09 /FEA=EST /CNT=18 /TID=Nm 58104 2 /TIER=Stack /STK=18
/UG=Mm.58104 /UG_TITLE=Mus musculus, clone MGC:27940 IMAGE:3587176, mRNA, complete cds

417.86667

174.88164

709.2

334.79416

1.3359292

3.0

0.27387375

0.33495352

1.70

GDAKDT1939.1 1DB_XREF =gi- 12848371 FEAS] TONT=47 TTID=Nm 271211 [TIER=STack /S TK=2Z JUG=Mm 27121 [LL=70451
/UG_GENE=2610209N15Rik /JUG_TITLE=RIKEN cDNA 2610209N15 gene /DEF=Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched
library, clone:2610209N15:homolog to ANDROGEN REGULATED SHORT-CHAIN DEHYDROGENASEREDUCTASE 1, fullinsert sequence.

173.5

96.886734

260.03336

27.103933

1.4897667

2.0

0.27474177

0.333615

GBNM_009740.7 /DB _XREF=gr:66 TFEA=FLMRNA JON
musculus small inducible cytokine sublamny member 2 (Scyb2), mRNA. /PRO

214.16667

104.578705

363.33334

165.20993

1.32137

3.0

0.27811554

0.33531663

GO™NM_U3067Z.1 /DB_XREF=i1 13447397 [GEN=Mai-pending /- EA=F LMRNA CNT=111 /TID=Nm 373Z.1 T TIER=F L¥StcK /S TK=44 [UG=Nm 3732 [(L=80859
/DEF=Mus musculus molecule possessing ankyrin-repeats induced by lipopolysaccharide (Mail-pending), mRNA. /PROD=molecule possessing ankyrin-repeats
induced bylipopolysaccharide /FL=gb:NM_030612.1 gb:AB026551.2 gb:AB020974.1

536.0333

98.96349

869.8333

379.71127

1.4734068

0.27854982

0.33347514

GbIBCUZ0U6B. 1 /DB_XREF=gr: 8043363 /FEA=F LMRNA JONT=37 TTID=Nm.172352.1 TTER=FL /STK=6 JUG=Mm.1 /2352 JDEF =MUS MUSCUIUS, SImiar 0
RIKEN cDNA 9530053H05 gene, clone MGC:28371 IMAGE:4020866, mRNA, complete cds. /PROD=Similar to RIKEN cDNA 9530053H05 gene
/FL=gb:BC020068.1

610.4333

22268494

1039.9

463.5047

1.4465678

0.28494188

0.3387421

G6:BC0T2405.1 /0B XREF=gir 15214567 [FEA=FLmRNA JCNT=22 [TID=Nim 45217 1 ITIER=F L¥Stack /S TK=13 JUG=Nim 45217 JDEF=Mus musculus, Glone
MGC:12134 IMAGE:3710576, mRNA, complete cds. /PROD=Unknown (protein for MGC:12134) IFL=gb:BC012405.1

386.70004

56.796032

588.3

236.07414

1.4380835

0.28700063

0.3388202

GDTAKOT/269.1 1DB_XREF =gi- 12856421 IFEAS] TONT=4Z [TID=Mm Z3Z4Z.1 ITIER=STack /S TK=21 JUG=Nm 23242 [LL=/ 1408
/UG_GENE=5430405D20Rik /UG_TITLE=RIKEN cDNA 5430405D20 gene /DEF=Mus musculus 6 days neonate head cDNA, RIKEN full-length enriched library,
clone:5430405D20:unclassifiable transcript, full insert sequence.

851.36664

218.27292

1371.7666

598.14606

1.4156123

0.29254377

0.34298235

GBINM_0T0050.1 1DB_XREF=g6753637 /GEN=DI0Z /FEA=F LRNA [CNT=27 [TID=Mm Z1389.1 TTIER=F L¥Stack /S TK=16 [UG=Nm 21389 JLL=T3377
/DEF=Mus musculus deiodinase, iodothyronine, type Il (Dio2), mRNA. /PROD=deiodinase, iodothyronine, type Il [FL=gb:AF177196.1 gb:NM_010050.1
gb:AF093137.1 gb:AF096875.1

400.40002

116.28194

767.9666

442.2855

1.3921314

0.2984789

0.34754393

GbIBCUZ1443.1 /DB_XREF=g1- 182040 TMRNA JCNT=4 TTID=Nim. T967130.1 /TIER=FL /S TK=3 JUG=Nm 196730 /LL=68758
/UG_GENE=1110050F08Rik /DEF=Mus musculus, r to RIKEN cDNA 6530403A03 gene, clone MGC:29356 IMAGE:5038605, mRNA, complete cds.
/PROD=Similar to RIKEN cDNA 6530403A03 gene /FL=gb:BC021443.1

509.43335

135.68286

814.93335

355.3257

1.3911959

0.29871845

0.34545672

GbIBCUZ6055. 1 /DB_XREF=gr- 9973455 JFEA=F LMRNA JCNT=113 /TID=NMM 3379.2 /TIER=FL 1S TK=4 [UG=Nm3379 [LL=20425 TUG_{
/DEF=Mus musculus, serine hydroxymethyl transferase 1 (soluble), clone MGC:14007 IMAGE:4160579, mRNA, complete cds. /PROD=serine. hydroxymelhyl
transferase 1 (soluble) /FL=gb:AF237702.1 gb:BC026055.1

459.9

176.8502

1045.8334

731.91003

1.3478124

0.31009194

0.3561867

GOINM_134730.1 1DB_XREF=Qr 19527359 [GEN=Labn3-pending /FEA=F LIRNA JCNT=43 /TID=Nm./T00.1 /TIER=F L¥Stack /5 TK=33 JUG=Nm.7 100
/LL=106861 /DEF=Mus musculus lung alphabeta hydrolase 3 (Labh3-pending), mRNA. /PROD=lung alphabeta hydrolase 3 /FL=gb:AF429302.1 gb:NM_134130.1
gb:BC026770.1

176.59999

29.163845

311.63333

175.77275

1.3126625

20

0.31969804

0.36475617

Gb:NW_025959.1 1DB_XREF =01 13385449 JGEN=; UTEOTRIK /FEA=FLmRNA JCNT=160 /TID=Nm. 184721 /TIER=F L¥Stack /S TK=36 JUG=Nim 18472
/LL=67089 /DEF=Mus musculus RIKEN cDNA 2300001E01 gene (2300001E01Rik), mRNA. /PROD=RIKEN cDNA 2300001E01 /FL=gb:NM_025959.1

2173.4001

478.3655

3294.8665

1436.6143

1.2828438

20

0.32813188

0.3718828

1.52

Gb7AATIB895 1DB_XREF =01 2861850 /DB 71 /CLOl TZ30084 JFEA=EST JCNT=14 [TID=Nim 220953 Z /T IER=Stack /STK=9
/UG=Mm.220953 /UG_TITLE=Mus muscu\us clone IMAGE:4206769, mRNA

840.73334

59.36046

1457.7001

844.5047

1.2622637

20

0.33410957

0.37614986

1.73

GBNM 008540, 7 /DB_XREF=gr:66 TFEA=FLMRNA JONT=200 TTID=Nm. 1003991 /TIER=F L¥Stack [STR=73 /UG=Nim 100399 /LL=17128
/DEF=Mus musculus MAD homolog 4 (Drosopmla) (Madhd), mRNA. /PROD=MAD homolog 4 (Drosophila) /FL=gb:U79748.1 gb:NM_008540.1

1135.6666

320.7318

1741.6333

773.355

1.2536227

2.0

0.33665836

0.3765258

1.53

gb BCUUGUZ6.1 /DB _XREF=gI-13543747 FEA: TCNT=129 /TID=Nim 1192.1 /TIER=F L¥STacK /S [ K=38 [UG=Mm 1192 /LL=T6069 UG_GENE=1g]
DEF=Mus musculus, Similar to immunoglobulin joining chain, clone MGC:6626 IMAGE:3491646, mRNA, complete cds. /PROD=Similar to \mmunoglobu\m
]mnmg chain /FL=gb:M90766.1 gb:BC006026.1

742.43335

501.58264

2092.5

1830.8022

1.2318512

0.34318385

0.38131538

gb:BC004674.1 /DB_XREF=gi:13435593 /JFEA=FLmRNA /CNT=195 /TID=Mm 28028.1 /TIER=FL+Stack /STK=130 /UG=Mm.28028 /DEF=Mus musculus, Similar
to RNA binding motif protein 10, clone MGC:7826 IMAGE:3500403, mRNA, complete cds. /PROD=Similar to RNA binding molif protein 10 /FL=gb:BC004674.1

659.73334

137.62909

991.30005

453.94376

1.2106925

0.3496703

0.38599968

GBIBCU07 159, 1 /DB_XREF=gr: 13038088 /FEA=F LMRNA JCNT=1 /TID=Nm.Z12867.1 TIER=FL /S TK=1 /UG=Nim 212867 /DEF=NUS MUSCUIUS, Simiar 1o L1
repeat, Tf subfamily, member 30, clone MGC:7372 IMAGE:3487559, mRNA, complete cds. /PROD=Similar to L1 repeat, Tf subfamily, member 30
IFL=gb:BC007159.1

744.03326

325.80676

2445.2

2433.6653

1.2000223

0.35299635

0.3871573

GbIBCU07 1591 /DB_XREF=gi: 13038088 /FEA=F LMRNA JCNT=1 /TID=Nm.Z12867.1 TIER=FL /S TK=1 /UG=Nim 212867 TDEF=NUS MUSCUIUS, Simiar 1o L1
repeat, Tf subfamily, member 30, clone MGC:7372 IMAGE:3487559, mRNA, complete cds. /PROD=Similar to L1 repeat, Tf subfamily, member 30
IFL=gb:BC007159.1

705.5

321.25174

2421.8333

2482.401

1.1876372

0.35690385

0.3889337

G5:BCOT6603.1 /DB XREF=gir 16747597 [FEA=FLmRNA JCNT=33 /TID=Nim 58104 1 /TIER=F L¥Stack /S TK=23 [UG=Nim 58104 JDEF=Mus musculus, Glone
MGC:27940 IMAGE 3587176, mRNA, complete cds. /PROD=Unknown (protein for MGC:27940) /FL=gb:BC016603.1

231.76666

63.020744

363.66666

201.21635

1.0834839

0.39183238

0.42427713

gb:NM_015765.1 /DB_XREF=gi:7657199 /GEN=Hsp70-4 JFEA=FLmMRNA /CNT=96 /TID=Mm.89341.1 /TIER=FL+Stack /STK=57 /JUG=Mm 89341 /LL=50497
/DEF=Mus musculus heat shock pro(em 70 kDa 4 (Hsp70-4), mRNA. /PROD=heat shock protein, 70 kDa 4 /FL=gb:BC002056.1 gb:U08215.1 gb:NM_015765.1

154.3

103.89836

243.10002

121.09827

0.96393424

0.40618578

0.43703532

REF=gIT TCNT=37 TTID=Mim 157783 14 [TIER=SIacK /STK=27 JUG=Nm 157 783 JLL=103911 /UG __
IUG_TITLE=expressed sequence 893565 /DEF -Mus museulis 10 day old male pancreas cDNA, RIKEN full-length enriched library,
clone: 1810048H17:immunoglobulin heavy chain, (J558 family), full insert sequence.

536.60004

343.23163

1281.9667

1260.6519

0.98811466

0.42725167

0.45680997

GIBCU074 741 DB_XREF=g1: 13938634 [FEA=FLMRNA JCN =521 /TID=Mm.140785.1 /TIER=F L¥STack /S T K=156 [UG=Nm. 140785 [LL=20249
/UG_GENE=Scd1 /DEF=Mus musculus, stearoyl-Coenzyme A desaturase 1, clone MGC:6427 IMAGE:3599932, mRNA, complete cds. /PROD=stearoyi-
Coenzyme A desalurase 1 /[FL=gb:BC007474.1 gb:NM_009127.1

6781.533

901.3425

11328.734

8234.607

0.95077056

0.44206956

0.4696989

GbAKOTZAZ7 .1 TDB_XREF=gi-1ZB4YTE: = TONT=Z TID=Mm 3375 [TIER=CONSENG 7S TK=0 7UG=Nm.331 [LL=22190 /UG_GENE=UBG
JUG_TITLE=ubi JDEF=Mus musculus 11 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2700054004:homolog to
POLYUBIQUITIN UBC (SIMILAR TO UBIQUITIN C), full insert sequence.

1015.76666

444.64703

1562.2001

960.1859

0.8944442

0.46547025

0.49149033

GINW_070864.1 1DB_XREF=Qr6754481 JGEN=KI11-18 /F EA=FLMRNA /CN =380 TID=Nim 224 /9.1 TTIER=F L¥Stack /S TK=149 TUG=Nm 224 /9 [LL=16668
/DEF=Mus musculus keratin complex 1, acidic, gene 18 (Krt1-18), mRNA. /PROD=keratin complex 1, acidic, gene 18 /FL=gb:M36376.1 gb:NM_010664.1
gb:M11686.1

497.56665

5.105219

883.39996

75111115

0.8897052

0.46749777

0.49058408

Gb'BBZ03720 1DB_XREF=gi 16351882 1DB_XREF=] 7207CLO TFEASFLMRNA TCNT=74 TTID=Nim. 182434 2 1T IER=Stack /STK=16
/UG=Mm.182434 /UG_TITLE=Mus musculus, Similar to RIKEN cDNA 1700086C05 gene, clone MGC:28125 IMAGE:3980327, mRNA, complete cds
/FL=gb:BC020078.1

416.06668

181.6803

901.2

929.3317

0.88737375

2.0

0.4684986

0.48861817

217

Gb:INM 1340511 /DB _XREF=ar 1 EN=AIB93585 /FEA=FLmRNA [CNT=3 /TID=Nm. 157783 1 /TIER=FL [STR=2 JUG=Nm 157783 [LL=104971
/DEF=Mus musculus expressed sequence AI893585 (AI893585), mRNA. /PROD=expressed sequence AI893585 /FL=gb:NM_134051.1 gb:BC013488.1

1823.8334

1609.4973

5154.1665

6440.4775

0.8689117

20

0.47650295

0.493936

2.83

G5:BCOT9425.1 /0B _XREF=gi: 18043670 /FEA=FLmRNA JCNT=5 TID=Nm 157783 6 [TIER=FL /S TK=1 JUG=Nim. 157783 /LL=104971 JUG {
/DEF=Mus musculus, clone MGC:30346 IMAGE:4459683, mRNA, complete cds. /PROD=Unknown (protein for MGC:30346) /[FL=gb:BC019425.1

893.8333

797.18445

2621.0002

3428.4812

0.8498838

20

0.48490024

0.4995942

293

GBAF 1270331 /DB _XREF=Gr9937096 [FEA=FLMRNA CNT=402 TID=Nm.3760.1/TIER=F L¥Stack /STK=97 JUG=Nm.3760 /LL=14104 /UG T
/DEF=Mus musculus fatty acid synthase mRNA, complete cds. /PROD=fatty acid synthase /FL=gb:AF127033.1

1379.7334

459.9069

2322.4333

1995.7894

0.797231

20

0.5089267

0.52119

1.68

GOARUTUSU7.T /UB_XREF=gI-125455 TCNT=T61 [T1D=Nm 30141 [TIER=CONSENG /S TR=0 1UG=Nm 3014 /LL=66386
/UG_GENE=2310039H15Rik /UG_TITLE=RIKEN cDNA 2310039H15 gene /DEF=Mus musculus ES cells cDNA, RIKEN full-length enriched library,
clone:2400010C15:homolog to ACYL CARRIER PROTEIN, MITOCHONDRIAL PRECURSOR (ACP) (NADH-UBIQUINONE OXIDOREDUCTASE 9.6 KDA
SUBUNIT) (EC 1.6.5.3) (EC 1.6.99.3) (C-SDAP), full insert sequ.

1906.5

288.7541

2880.9336

2196.1677

0.7619484

0.5256836

0.53512704

Gb:BCU21831.1 1DB_XREF=g1: 1825610; TONT=1 /TID=Nim 218360.1 /TIER=ConsEnd /5TK=0 /UG=Nim 218360 /DEF=Nus mUSGUIUs, Glone
IMAGE:3983821, mRNA, partial cds. /PROD=Unknown (protein for IMAGE:3983821)

828.2

179.45923

1305.7333

1128.0948

0.72408855

20

0.54425615

0.5507354

GbINM_007398.1 1DB_XREF=gr TGEN=AGa /FEA=FLMRNA CNT=80 /TID=Mm.388.1 /T IER=F L¥Stack /S 1 K=32 JUG=Nim 388 /LL=11486 [DEF=MUS
musculus adenosine deaminase (Ada), mRNA. /PROD=adenosine deaminase /FL=gb:NM_007398.1 gb:AF483481.1 gb:AF483480.1 gb:BC002075.1
gb:M10319.1

208.63332

3.121431

331.93335

308.70947

0.691754

20

0.560605

0.56392217

1.59

GbBCUZ5093.1 /DB_XREF=gr: 192635716 /FEA=F LMRNA JCNT=3 /TID=Nm. 11480 Z [TIER=F L /S TK=T JUG=Nim. 11480 /LL=6/239 JUG_GENE=28104 /0KZTRIK
/DEF=Mus musculus, RIKEN cDNA 2810470K21 gene, clone MGC:35797 IMAGE:4009314, mRNA, complete cds. /PROD=RIKEN cDNA 2810470K21 gene
/FL=gb:BC025093.1

1150.7666

101.20684

2018.6

2279.5244

0.6587568

0.5777513

0.5777513

1.75




