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Supplementary Information 

 

Supplementary Figure S1. Histogram depicting empirically defined N-

terminal amino acid dependence on derivatization efficiency for the 2PCA 

moiety. 

Supplementary Table S1. All SEQUEST identified peptides from HeLa 

lysate tryptic digest in the absence of 2PCA (1st replicate). 

Supplementary Table S2. All SEQUEST identified peptides from HeLa 

lysate tryptic digest in the absence of 2PCA (2nd replicate). 

Supplementary Table S3. All SEQUEST identified peptides from HeLa 

lysate tryptic digest in the presence of 2PCA (1st replicate). 

Supplementary Table S4. All SEQUEST identified peptides from HeLa 

lysate tryptic digest in the presence of 2PCA (2nd replicate). 

Supplementary Table S5. All 2PCA modified SEQUEST identified peptides 

from HeLa lysate tryptic digest in the presence of 2PCA (1st replicate). 

Supplementary Table S6. All 2PCA modified SEQUEST identified peptides 

from HeLa lysate tryptic digest in the presence of 2PCA (2nd replicate). 

Supplementary Table S7. Calculated derivatization efficiency of 2PCA on a 

per N-terminal amino acid basis. 
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