Supplementary material

Probe: 1, 3,5 Probe: 2,4, 6
No. Probe name Sequence (5’ —> 3’)
1. 5tRF Gly CCC CGTAACCACCAAGTTACCAT
2. 3'tRF Gly CCC AAGTTAAGGGCCGGTTACGT
3. 5'tRF Val AAC CAAAGGCATCACATCACCAA
4. 3'tRF Val AAC AAGCTTTGGCCCGCCTTTGT
5. 5'tRF Arg CCT CGGGGTCACCGGATTACCTA
6. 3'tRF Arg CCT CAAGCTCAGGGTGGACCCCAC
7. 5S RNA AGGGTGGTATGGCCGTAGAC

Table S1 Hybridization sites of DNA probes and their sequences.



Table S2A. Computer analysis of the possibility of kidney protein regulation by 5’ tRFGly(CCC)

5'tRF Tngb Length pfoot:tkI)\i/I(iety Gene Protein Function in the kidneys

e Qverexpression
during aging and
kidney damage [1]

Homeobox e Participates in
0,8696 MEIS2 . . nephrogenesis [2]
protein Meis2 o .

e Meisl is required for
correct vascular
network formation in
the embryo [3]

e miR-584, which is
located within the

SH3 domain SH3TC intron, is a
and tumor suppressor,
0,8685 SH3TC fcetratricopept directly targeting the
ide repeat- Rock-1 oncogene and
5004b | 22nt containing reducing the invasion
protein 2 capacity in human
clear cell renal cell
carcinoma [4]
e Genomic
Glyccc rearrangements of
the FMN1 locus
0,7550 FMN1 | Formin-1 cause kidney defects
(5]

e Associated with acro-
renal disorders [6]

e Dephosphorylation of

CTDSP CTD small th.e Fons protein by
0,7099 12 phosphatase- stimulating
like protein 2 proteolysis during
nephritis [7]
Zinc finger
ZBTB2 and BTB e Glucose homeostasis
0,8077 domain-
0 . (8]
containing
protein 20
Kinase e Cell energy
5004c 31nt 0,7730 KSR2 | suppressor of .
homeostasis [9]
Ras 2
e PartoftheER
Translocation transmembrane
0,7018 SEC62 proteins responsible

protein SEC62

for the post-
translational import




of small presecretory
proteins [10]

Table S2B. Computer analysis of the possibility of kidney protein regulation by 3’ tRFGly(CCC)

3'tRF tRl';db Length | Probability Gene Protein Function in the kidneys
1,0000 | ORAI2 | Protein orai-2 * Transporting the
Ca**ion[11]
e Cell morphology,
Coiled-coil cellular as‘sem‘bly
) and organization,
domain- .
0,9868 CCDC9BO - cellular function
containing .
rotein 9B and maintenance
P [12,13]
Cytochrome e Involved in diabetic
3027 tRF3b
@ 17nt 0,9854 CYP20AL P450 20A1 nephropathy [14]
Voltage-
S:E?unn(:ent e Involvedin
0,9841 CACNGS8 transporting
channel L
amma-8 calcium ions [15]
Glycce gamm:
subunit
Growth arrest- ° Inr\(lac':eviiirl; and
0,9806 GAS7 | specific proteinur
rotein 7 chronic kidney
P disease [16]
Phospholipase ° (';?ter:cizri:sf a family
0,9404 PLD6 | D Family P .
Member 6 correlated with
Kidney Fibrosis [17]
e LY6G6C belongs to
3027b 22 a cluster of
Lymphocyte leukocyte antigen-6
0,8715 LY6GEC antigen 6 .(LY6) gengs located
complex locus in the major
protein G6¢ histocompatibility

complex (MHC)
class lll region [18]
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Table S3A. Kidney protein regulation by 5’tRFVal(AAC)

protein kinase
2

5'tRF Tngb Length | Probability | Gene Protein Function in the kidneys
Nuclear * NFICmay
1,0000 | NFIC! | transcription regulate FABP7
factor expression in
RCC [1]
e GNAOL1 are likely
Guanine to be involved in
tRF-5b 09985 GNAO1L nucleotide-binding the regulation of
Val(AAC) | 5017b ! protein G(o) RCC through G
20nt subunit alpha protein signal
transduction [2]
e Regulator of
transcription
factors,
Homeodomain modulates
0,9984 HIPK2 | interacting growth,

development,
morphogenesis,
and cell death in
renal cells [3]

Table S3B. Kidney protein regulation by 3’tRFVal(AAC)

3'tRF

tRFdb

Length

Probability

Gene

Protein

Function in the kidneys

Val(AAC)

3008

tRF-3b

17nt

0,9946

FOXD1

Forkhead
box protein
K1

Foxd1 is required
during kidney
development [4]
Inactivation results
in the failure of
nephron progenitor
cell differentiation

0,9821

ARHGAP45

Rho
GTPase-
activating
protein 45

Expression of
ARHGAP24 results
in inhibited cell
proliferation [5]
Reduces cell
invasion ability
Induces apoptosis in
renal cancer cells.
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member 2 renal physiology [6]
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calcium expression was the
0,9393 TPCN2 channel highest in kidneys,
protein 2 liver and adipose
tissue [7]
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