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Table S1. Primers designed by Primer Primier 5.0 used in the research. 

Genes 

name 
Primer direction (5'-3’) 

Applica-

tion 

TM 

(°C) 

Amplifica-

tion effi-

ciency (%) 

Product 

size (bp) 

DaAST 

F ATGCTGCTCTATTCTTCAC cDNA 

amplifica-

tion 

168 
R CTTCGATGCCTCTAGTTAA 

Da-

JHAMT 

F ATTGGGTGGTGGAACAGAGGC cDNA 

amplifica-

tion 

160 
R CCGAATGGTGATAGGGCGAGA 

DaAST 
Inner TCAGCCAAATGAATAACAACCT 

3’ RACE 
Outer AGCATTGAGAAGTGGCAACGAA 

Da-

JHAMT 

Inner GCAAACAACCGACAATACC 
3’ RACE 

Outer GACCGAAATCAAAGTGCCT 

DaAST 
Inner TTTCGTTGCCACTTCTCAATGCTC 

5’ RACE 
Outer GGCCATTCTTTGGGCAAACAGCT 

Da-

JHAMT 

Inner GCACTTTGGGACGATTTCCTGACT 
5’ RACE 

Outer TCTTGATAATGAGGAGGTTT 

DaAST 
F CTCAGCCAAATGAATAA 

RT-qPCR 54.3 102 119 
R CACAGGGTTGAAGTAGC 

Da-

JHAMT 

F GGCTACACTACCGCCAACA 
RT-qPCR 50 100.1 161 

R GCAAGCGTCACTGTCCATC 

DaAACT 
F GTAAGTCTTGGTCACCCCATTGG 

RT-qPCR 68 97.6 149 
R CCAACTTACAATCGCTCCACCAT 

DaH-

MGR 

F GGATGGTCGTGAGTTGTA   
RT-qPCR 56.6 94.6 187 

R TTTGAAGTTATCTGGGTCT 

DaH-

MGS 

F CTACTTGGAGGCTCTGGAC   
RT-qPCR 58.6 93.5 147 

R CTTCTCCGAACCTGATTGC 

DaMK 
F AAGGCGACGCTGATATTGGTA 

RT-qPCR 60 99.6 138 
R ATCGTGAGATGATCGGTGGAG 

DaPMK 
F 

GGGTAGATGACGCTGAG-

TCCGAATG RT-qPCR 69.5 103.9 147 

R TGCACCGCCACCAAAGAAAACTGT 

DaMPD

C 

F GCCACAAGAATTAGATCACCCAAG 
RT-qPCR 63 92.2 158 

R ACCCCAACCATCCAAAATACCACC 

DaIDI 
F TACAAGGACCAAGGAAACG 

RT-qPCR 55.8 91.6 160 
R AGTGGGAATAAAGTCGTCAA 

DaFPPS 
F AAACCACTTTGGGTCAGA 

RT-qPCR 58.6 97.3 185 
R TCGGTGTTGTTCCTCGTC 

CYP4G5

5 

F ATGGCTTTCTTGGATCTCCT 
RT-qPCR 60 100.2 113 

R GCAGTCGTATCGTGACCCTC 

β-actin 
F CATCAGGAAGGACTTGTA 

RT-qPCR 60 124 
R GATTCGTCGTATTCTTGTT 

DaAST F 
ATAAGAATGCGGCCGCAG-

GAAATCGTCCCAAAGT dsRNA 

synthesis 
390 

R 
TGCTCTAGACACAGGGTT-

GAAGTAGCA 

Da-

JHAMT 
F 

ATAAGAATGCGGCCGCGGCTACAC-

TACCGCCAACA dsRNA 

synthesis 
570 

R 
TGCTCTAGATGCTCACCTCCTTCG-

TAAA 

Note: NotI and XbaI endonuclease sequences are underlined 
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Figure S1. Confirmation of dsRNA produced in HT115 cells. The recombinant plasmids were trans-

formed into HT115-competent cells. Individual transformants were cultured on 2 × YT media with 

the addition of IPTG (B: dsAST; D: dsJHAMT) or without the addition of IPTG (A, C). The cell cul-

tures were processed for total RNA extraction. M, 2 kb plus DNA marker (TIANGEN, China) The 

arrowheads indicate the position of the dsRNA band. 


