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Supplementary Figure S1: Validation of efficiency of over-expression and knockdown. (A) The effectiveness 

of over-expression of LINC02802 and (B) knockdown confirmed by real-time PCR. Data are representative of n 

= 3 experiments; ****, p<0.0001confirmed by RT-qPCR (C-D) The effectiveness of over-expression and 

knockdown of mir-486-5p respectively. Data are represented as mean ± SEM from n = 3 experiments; ****, p<0.0001; ***, 

p<0.001; **, p<0.01; *, p<0.05. (E) RT-qPCR and western blot analisys of MAML3 expression in ECs 

transfected with pcdna3.1_MAML3. (F) RT-qPCR and western blot analisys of MAML3 expression in ECs transfected 

with siRNA against MAML3. Si MAML3-5 resulted in a lower level of MAML3 expression was selected for the 

following validations. Data are represented as mean ± SEM from n = 3 experiments; ****, p<0.0001. Blot are representative 

of 3 experiments done with similar results.


