
Table S2. Multilevel consensus motifs observed in CsPR-1 proteins 

Motifs E-value Sequences 
1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 
15 
16 
17 

2.0e-318 
1.2e-243 
6.8e-195 
7.9e-136 
1.7e-118 
4.1e-071 
2.1e-012 
1.4e-007 
3.6e+000 
1.2e+002 
1.1e+003 
1.5e+003 
2.1e+003 
2.8e+003 
2.2e+003 
1.1e+003 
4.6e+003 

ARAQVGVGPLTWBNTVAAYAQNYANLRSADCNLEHSNGPYG 
ENLAEGSGEFTGTDAVKLWVDEKPYYDYNSNSCVG 
CLHYTQVVWRNTARIGCARV 
FVTCNYDPPGNYIGZRPY 
LTMAHLSYAQNSPQDFLAAHN 
MALSKISLAIVSFMA 
CTNNGW 
HNDARAEVGVDPLKWSENLANGSSRLVRYQKNDMNCRFA 
MKPYFGJFFIFF 
KRQRNFFRCRD 
FGQYGENQLWLDYDEKPPEEVVZVWINEEK 
IGEMNQFLFPQN 
MAEIIL 
PRLWGKEREHRL 
WGTRLH 
PPPPNTT 
KHYKPC 

18 4.7e+003 RINRGYRR 
19 4.0e+003 DNQKCNC   

 


