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Figure. S1. 'TH-NMR spectrum of the active peak
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Figure. 52. 3C-NMR spectrum of the active peak



11-(D-glucopyranosyloxy)-3-hydroxy-tetradecanoic acid (C20HzsOy, exact mass:
422.2516)

HRMS-ESI: [M+H]* caled. 423.2589, found 423.2588. [M+Na]* calcd. 445.2408, found
445.2403. [M-H]- calcd. 421.2443, found 421.2448.
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Figure. S3. HRMS spectra of 11-(D-glucopyranosyloxy)-3-hydroxy-tetradecanoic acid



Ipurolic acid (C1sH2s04, exact mass: 260.1988)
HRMS-ESI: [M+Na]* calcd. 283.1880, found 283.1877. [M-H]- calcd. 259.1915, found
259.1923.
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Figure. S4. HRMS spectra of ipurolic acid



Table S1. HRMS results of pharbitin

compound formula exactmass caled. [M-H]- [M-H]J calcd. [M+Na]* [M+Na]*
1 CesH112035 1452.6984 1451.6911 1451.6936 1475.6876 1475.6933
2 CesH112035 1452.6984 1451.6911 1451.6936 1475.6876 1475.6933
3 CsoH102031 1306.6405 1305.6332 1305.6425 1329.6297 1329.6827
4 CsoH102031 1306.6405 1305.6332 1305.6425 1329.6297 1329.6827
5 CroH120037 1552.7508 1551.7435 1551.7531 1575.7400 1575.7380
6 CroH120037 1552.7508 1551.7435 1551.7531 1575.7400 1575.7380
7 Cn1H122037 1566.7665 1565.7592 1565.7568 1589.7557 1589.7495
8 CnHi122037 1566.7665 1565.7592 1565.7568 1589.7557 1589.7495
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Figure. S5. HRMS spectra of the active peak (pharbitin)



