
 
 
 
 
 
 
 
 
 
 

 

Figure S1. Diagram of gene structure of NtAITRs. 

Boxes indicate exons, and lines indicate introns. 

 
 
 
   
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Figure S2. Conserved domains in NtAITRs. 

Motif analysis was performed using MEME.  



 

 
 
 
 
 
 
 



 
 
 
 
 
 
 
 



 
 

Figure S3. CDS sequences alignment of NtAITRs. 

Sequence alignment was performed using BioEdit. Identical nucleotides were shaded in 
black. 

 
 



Table S1. Primers used in this study 
 
     Primer Sequence 5’-3’ 
NtAITR1/3-Nde1F CAACATATGGACGGTGGAAATGGTTG 
NtAITR1/3-Sac1R CAAGAGCTCAACGACCCAAACTAAGTGC 
NtAITR5/6-Nde1F CAACATATGGATGGTAGAGGAGGGTG 
NtAITR5/6-Sac1R CAAGAGCTCCTACCGGCCCAAAGAGAGAG 
NtAITR2-Nde1F CAACATATGGATGTTGGGGATGGTGG 
NtAITR2-Sac1R CAAGAGCTCTTAACAACCCAATCTAAGTACAG 
NtAITR4-Nde1F CAACATATGGACATCGAAAACAATTGG 
NtAITR4-Sac1R CAAGAGCTCAAATCCCCAAAGTAAGTGC 
NtAITR7-Nde1F CAACATATGGATGTTGAGAATAGTGG 
NtAITR7-Sac1R CAAGAGCTCTTAACGACCCAAGCTAAGTGCAG 
NtAITR8-Nde1F CAACATATGGACGTCGGAAACAATTGG 
NtAITR8-Sac1R CAAGAGCTCAAATCCCCAAACTAAGTGC 
NtAITR1-F GTTTTAACAGAAGGATC 
NtAITR2-F TGAAGAAGTTTAATGATAATGGAAG 
NtAITR3-F CGATGTTTTAGCCGTAG 
NtAITR5-R TTATCATTATTATTATTCCCTTG 
NtAITR6-R CAACTGACTATTATCATTACTA 
NtPYL7-F ATGCTTCCCAATAGTCAGA 
NtPYL7-R CGGACTTCACGGAGAGTA 
PP2CA-F GCTGGTGATAATAATCTGTC 
PP2CA-R AGACGATAATCTTCTCGGA 
NtGAPHD-F TGGGTGTCAACGAGAAGGAA 
NtGAPHD-R TCTGGGTGGCAGTAAGGGA 
Pps-GGL TTCAGAggtctcTctcgACTAGTATGGAATCGGCAGCAAAGG 
AtU6-1-sgRNA1- CCGGCGACCGGTTTAGGTGCaatcactacttcgtct 
gRT-sgRNA1+ CACCTAAACCGGTCGCCGGgttttagagctagaaat 
Pgs-GG2 AGCGTGggtctcGtcagggTCCATCCACTCCAAGCTC 
Pps-GG2 TTCAGAggtctcTctgacacTGGAATCGGCAGCAAAGG 
AtU6-26-sgRNA2- TCTTCCACACATCACACGGCaatcactacttcgactc 
gRT-sgRNA2+ CCGTGTGATGTGTGGAAGAgttttagagctagaaat 
Pgs-GG3 AGCGTGggtctcGtcttcacTCCATCCACTCCAAGCTC 
Pps-GG3 TTCAGAggtctcTaagacttTGGAATCGGCAGCAAAGG 
AtU6-29-sgRNA3- CCAGCGGCTGGTTTAGGAGCaatctcttagtcgact 
gRT-sgRNA3+ CTCCTAAACCAGCCGCTGGgttttagagctagaaat 
Pgs-GG4 AGCGTGggtctcGagtccttTCCATCCACTCCAAGCTC 
Pps-GG4 TTCAGAggtctcTgactacaTGGAATCGGCAGCAAAGG 
AtU6-1-sgRNA4- TTCTCCACACATCACACGGCaatcactacttcgtct 
gRT-sgRNA4+ CCGTGTGATGTGTGGAGAAgttttagagctagaaat 
Pgs-GGR AGCGTGggtctcGaccgACGCGTATCCATCCACTCCAAGCTC 

 


