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Figure S2. Determination of subC gene copy number in B. licheniformis IIVV-SD3 B1 and B2 transformants
carrying the recombinant plasmid pHY300PLK-subC. (A). Confirmation of the specificity of gene amplifica-
tion of the subC (left) and rpoB (right) genes by Real-Time PCR. Melting peaks were examined for the subC and
the rpoB products amplified with a quantitative standard PCR fragment sample (dashed line), total DNA from
B. licheniformis WT (solid black line) and total DNA from B. licheniformis pHY300PLK-subC transformant (solid
gray line). Gel electrophoresis of the PCR products was performed on 1% agarose gel. Melting temperatures
and amplicon sizes were 84°C and 70 bp for subC, and 77.5°C and 100 bp for rpoB genes, respectively. Identity
of the amplified products was confirmed by DNA sequencing analysis. (B). qPCR standard curves for subC
(black) and rpoB (gray) gene quantification. (C). subC gene copy number normalized to that of the single copy
gene rpoB in the B1 and B2 transformants as determined by the 2-24CT calculation



