Supplementary Material. Table S2. Nucleotide and amino acid sequences of subtilisin Carlsberg (SubC) protein from B. licheniformis IIVV-SD3 and elastase
(LasB) protein from P. aeruginosa IIVV-SD1 strains involved in the biodegradation of pine processionary raw silk. All the sequences can be found at
DDBJ/ENA/GenBank (Bioproject ID PRINA894474) that includes the B. licheniformis genome project (accession number JAPDGT000000000) and the P. aeruginosa
genome project (accession number JAPDGU000000000)

Bacterial strain Gene nucleotide sequence Protein amino acid sequence

atgatgaggaaaaagagtttttggcttgggatgctgacggeccttaatgctecgtgttcacg
atggcattcagcgattccgecttctgectgctcaaccggecgaaaaatgttgaaaaggattat
attgtcggatttaagtcaggagtgaaaaccgcatctgtcaaaaaggacatcatcaaagag
agcggcggaaaagtggacaagcagtttagaatcatcaacgcggcaaaagcgaagctagac

aaagaagcgcttaaggaagtcaaaaatgatccggatgtegettatgtggaagaggatecat | MMRKKSFWLGMLTALMLVFTMAFSDSASAAQPAKNVEKDY IVGFKSGVKT

gtggcccatgccttggcgcaaaccgttceccttacggecattectctcattaaageggacaaa
gtgcaggctcaaggetttaagggagegaatgtaaaagtageegtectggatacaggaate ASVKKDITIKESGGKVDKQFRIINAAKAKLDKEALKEVKNDPDVAYVEEDH

B.ﬁchenUbrnﬂsHVVl caagcttctcatccggacttgaacgtagtcggcggagcaagectttgtggetggecgaaget VAHALAQTVPYGIPLIKADKVQAQGFKGANVKVAVLDTGIQASHPDLNVV
SD3 subC gene and zzizizzzgggigggiizggi;iEgg;iZzggzgg‘ggz‘g‘g;gigzggigzg;ggi; GGASFVAGEAYNTDGNGHGTHVAGTVAALDNTTGVLGVAPSVSLYAVKVL
Sub g' aattcaagcggaagcggatcatacageggcattgtaageggaatcgagtgggegacaaca NSSGSGSYSGIVSGIEWATTNGMDVINMSLGGASGSTAMKQAVDNAYARG

u cproten1 aacggcatggatgttatcaatatgagccttgggggagcatcaggctcgacagcgatgaaa VVVVAAAGNSGSSGNTNTIGYPAKYDSVIAVGAVDSNSNRASEFSSVGAEL
caggcagtegacaatgeatatgeaagaggggttgtegttgtagetgeageagggaacage | pyMapPGAGVYSTYPTNTYATLNGTSMAS PHVAGAAALILSKHPNLSASQV
ggatcttcaggaaacacgaatacaattggctatcctgcgaaatacgattctgtcatcget
gttggtgcggtagactctaacagcaacagagcttcattttccagtgtgggagcagagett RNRLSSTATYLGSSFYYGKGLINVEAAAQ
gaagtcatggctcctggcgcaggcgtatacagcacttacccaacgaacacttatgcaaca
ttgaacggaacgtcaatggcttctcctcatgtagcgggagcagcagectttgatcttgtea
aaacatccgaacctttcagcttcacaagtccgcaaccgtctctccagcacggecgacttat
ttgggaagctccttctactatgggaaaggtctgatcaatgtcgaagectgeccgectcaataa

atgaagaaggtttctacgcttgacctgttgttcgttgecgatcatgggtgtttcecgeeggec
gcttttgccgecgacctgatcgacgtgtccaaactcceccagcaaggetgeccagggegeg
cccggcccggtcaccttgcaagecgeggtecggegetggeggtgecgacgaactgaaageg
atccgcagcacgaccctgcecccaacggcaagcaggtcacccgctacgagcaattccacaac
ggcgtacgggtggtcggcgaagccatcaccgaagtcaagggtceccggcaagagegtggeg
gcgcagcgcagcggccatttcgtegecaacatcgetgecgacctgececgggcagcaccace

gcggcggtatccgecgagcaggtgectggecccaggccaagagectgaaggecccagggcecge
aagaccgagaatgacaaagtggaactggtgatcegectgggegagaacaacategeccaa MKKVSTLDLLFVAIMGVSPAAFAADLIDVSKLPSKAAQGAPGPVTLQAAV

ctggtctacaacgtctcoctacctgattceccggegagggactgtegeggeegeatttegte GAGGADELKAIRSTTLPNGKQVTRYEQFHNGVRVVGEAITEVKGPGKSVA
atcgacgccaagaccggcgaagtgctcgatcagtgggaaggecctggecccacgeccgaggcyg AQRSGHFVANIAADLPGSTTAAVSAEQVLAQAKSLKAQGRKTENDKVELV
ggcggccccecggcggcaaccagaagatcggcaagtacacctacggtagecgactacggteeg TRLGENNIAQLVYNVSYLIPGEGLSRPHEFVIDAKTGEVLDOQWEGLAHAEA
P. aeruginosa lIVV-SD1 | ctgatcgtcaacgaccgctgcgagatggacgacggcaacgtcatcacegtegacatgaac | GGPGGNQKIGKYTYGSDYGPLIVNDRCEMDDGNVITVDMNGSTDDSKTTP
ggcagcaccgacgacagcaagaccacgecgtteegettegectgeccgaccaacacctac FRFACPTNTYKQVNGAYSPLNDAHFFGGVVFKLYRDWFGTSPLTHKLYMK
lasB generand LasB aagcaggtcaacggcgcctattcgececgectgaacgacgegcatttcecttcggeggegtggtyg
. VHYGRSVENAYWDGTAMLFGDGATMFYPLVSLDVAAHEVSHGFTEQNSGL
protein ttcaaactgtaccgggactggtteggeaccageccgetgacccacaagetgtacatgaag | 1ypgosGGMNEAFSDMAGEAAEFYMRGKNDFLIGYDIKKGSGALRYMDQP
gtgcactacgggcgcagcgtggagaacgcctactgggacggcacggcgatgetettegge
gacggcgecaccatgttetatecgetggtgtegetggacgtggeggeccacgaggteage SRDGRSIDNASQYYNGIDVHHSSGVYNRAFYLLANSPGWDTRKAFEVEVD
cacggctttaccgagcagaactccgggctgatctaccgegggecaatcaggeggaatgaac ANRYYWTATSNYNSGACGVIRSAQNRNYSAADVTRAFSTVGVTCPSAL
gaagcgttctccgacatggccggcgaggcagecgagttctacatgecgecggcaagaacgac
ttcctgatcggctacgacatcaagaagggcagcggtgecgetgegetacatggaccagecce
agccgcgacgggcgatccatcgacaacgcgtcgcagtactacaacggcatcgacgtgecac
cactccagcggcgtgtacaaccgtgcgttctacctgttggccaattcgecgggectgggat
acccgcaaggcecttcgaggtgttcgtcgacgeccaaccgectactactggaccgeccaccage
aactacaacagcggcgcctgcggggtgattcgectcggegecagaaccgcaactacteggeg
gctgacgtcacccgggcgttcagcaccgtcggegtgacctgeccgagegegttgtaa




