Primers used in this study

Primer

Sequence (5' To 3')

21U3F
21U3R
21U6aF
21U6GaR
22U3F
22U3R
22U6aF
22U6aR
23U3F
23U3R
23U6aF
23U6aR
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24U3R
24U6aF
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30U3F
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ggcACGGCGTCTCCTCCCAAGCCG
2aacCGGCTTGGGAGGAGACGCCG
gccgCCAGCACCTTCATCCCCACG
2aacCGTGGGGATGAAGGTGCTGG
ggcAGAAGTGCTGAACTAGAAGG
aaacCCTTCTAGTTCAGCACTTC
gccGCTCCAATATGCAAGAAGGA
2aaaCTCCTTCTTGCATATTGGAG
ggcaCTATCGCGCTGAAAATGCTG
2aacCAGCATTTTCAGCGCGATA
gccGTATTGAAGGGGATAACCCA
2aaCTGGGTTATCCCCTTCAATA
ggcATCAACACAGAAGAAGCCAA
2aaCTTGGCTTCTTCTGTGTTGA
gccGAATGTAGAGAACATCACCA
2aaCTGGTGATGTTCTCTACATT
ggcaGCTTGAGGAGGCAATGGCTG
aaacCAGCCATTGCCTCCTCAAGC
gccGCATTTGATGAGTTCTGCAG
2aacCTGCAGAACTCATCAAATG
ggcACATCACTGTGGAAACAGAA
aaacTTCTGTTTCCACAGTGATG
gccGCAGATCAGGAGTCAAGCGA
2aacTCGCTTGACTCCTGATCTG
99caGCAGCGGTATGGAGCAGCCG
2aacCGGCTGCTCCATACCGCTGC
gccGCAGCCAAGCGATCACCTGG
2aacCCAGGTGATCGCTTGGCTG
ggcaGTAGTCTGCATGCCAACCAA
2aacTTGGTTGGCATGCAGACTAC
gccgTTGAGCATGTAGAATCAGCA
2aacTGCTGATTCTACATGCTCAA
99caGGTGCTGGCAGATGTCCACA
2aacTGTGGACATCTGCCAGCACC
gccgTGTAGCTTGTAGAATCAGCA
2aacTGCTGATTCTACAAGCTACA
ggcAGATCACAAGAACAATAACA
aaacTGTTATTGTTCTTGTGATC
gccgAGGTCAGCCTGGACTTTCCG
2aacCGGAAAGTCCAGGCTGACCT
ggcATGTCGTCCATGGAGTCACG
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31U3R
31U6aF
31U6aR
32U3F
32U3R
32U6aF
32U6aR
33U3F
33U3R
33U6aF
33U6aR
U-F
gRNA-R
Uctcg-B1’
gRctga-B2
Uctga-B2’
gRcggt-BL
Hpt757F
Hpt757R
Cas9F
Cas9R
21TF
21TR
22TF
22TR
23TF
23TR
24TF
24TR
25TF
25TR
26TF
26TR
27TF
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28TF
28TR
29TF
29TR
30TF
30TR
31TF
31TR
32TF

aaaCCGTGACTCCATGGACGACA
gccgCCTCTGCGATGTCAAAAAGG
aaaCCCTTTTTGACATCGCAGAGG
ggcaGTTCGGTCTCGTTGACACGG
2aacCCCGTGTCAACGAGACCGAAC
gccGCTATCGTGGCCCAGTCGAG
2aaCCTCGACTGGGCCACGATAG
ggcaCCACCTTGTGGACATCGCAG
2aaCCTGCGATGTCCACAAGGTGG
gccGTTTATAGTCGATCATTCGA
aaaCTCGAATGATCGACTATAAA
CTCCGTTTTACCTGTGGAATCG
CGGAGGAAAATTCCATCCAC
TTCAGAQgtctcTctcgACTAGTGGAATCGGCAGCAAAGG
AGCGTGggtctcGtcagGGTCCATCCACTCCAAGCTC
TTCAGAQggtctcTctgaCACTGGAATCGGCAGCAAAGG
AGCGTGggtctcGaccgACGCGTCCATCCACTCCAAGCTC
GGGCGTCGGTTTCCACTATC
GGGAGTTTAGCGAGAGCCTG
CACGAGGTCCGACAAGAACA
ACCTTGCGAACAGTAGCGAA
GGCAGCAGTAGCAGGCATCA
AGCAAATCAACCCACGGAGC
GGATAAATTGAACGAGGTTCC
TCACTTGGCAGTTGAGTGCTT
TCAAGGTGCTCGAGACCCTG
TCTGAATCCGCATTTGGTGG
AAGGCACAGGGAATGAACAATG
ACCGTTTAAGGTACAGCCGATA
TGCGGATGATGAAAGTGGAC
GCAGACGAGTTGCCAGAATG
ACATGCCTGATATGGATGGTT
TTGCTCTTTCGGAATGAGATT
GGTGATGAGGACGGTGATGAA
TGCTCGTATGCCCTGACAAAC
GAAATTATCATACGCAATGGTC
CAACTTTAAGGAACTCAAAGCC
CTCCCTGCTGGTAGGCTTAG
TGACGCACCTCTTCATTGTG
TCACAATGGGCTGCTCTAGT
TTCTTTGGAACTGCCTCTGC
TTTTCTAGTGGTGGCAACGC
TCAGAAGAACCTGCACCGTC
TAGACGTCCAGACTGTCCTCTGCGA
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32TR

33TF

33TR
gHd3a-F
gHd3a-R
qRFT1-F
gRFT1-R
gMADS14F
gMADS14R
gMADS15F
gMADS15R
qUbiquitin-F
qUbiquitin-R

GGTAACGGCTAATTTCATACGAG
CACATCAACCTACTCCCGC
AGCACACATCCCCTCTCTC
CTTCAACACCAAGGACTTCGC
TAGTGAGCATGCAGCAGATCG
TGACCTAGATTCAAAGTCTAATCCTT
TGCCGGCCATGTCAAATTAATAAC
TGGGACCAGACACAACCTCA
CCTGCTGCTACATCCTCTAT
CGTCGTCGGCCAAACAG
TGACTTCAATTCATTCAAGGTTGCT
AACCAGCTGAGGCCCAAGA
ACGATTGATTTAACCAGTCCATGA
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