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Supplementary Figure S1. (A, B) GO graphs classified by cellular component, molecular function,
and biological process (A) and KEGG pathway (B) in H1D mice compared with CON mice. (C, D)
GO graphs classified by cellular component, molecular function, and biological process (C) and
KEGG pathway (D) in H3D mice compared with CON mice.
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Supplementary Figure S2. (A, B) Top 20 GO items screened by biological

molecular function (B) in mitochondria.
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