
0

10000

20000

30000

40000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r C:G_A:T

C:G_G:C
C:G_T:A
T:A_A:T
T:A_C:G
T:A_G:C

0e+00

1e+05

2e+05

3e+05

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r C:G_A:T

C:G_G:C
C:G_T:A
T:A_A:T
T:A_C:G
T:A_G:C

0

10000

20000

30000

40000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

INTERGENIC
INTRON
NON_SYNONYMOUS
SPLICE_SITE
SYNONYMOUS
UP/DOWNSTREAM
UTR_3/5_PRIME

0e+00

1e+05

2e+05

3e+05

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

INTERGENIC
INTRON
NON_SYNONYMOUS
SPLICE_SITE
SYNONYMOUS
UP/DOWNSTREAM
UTR_3/5_PRIME

0

5000

10000

15000

20000

25000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

−1
−2
−3
−4
−5
<−5
1
2
3
4
5
>5

0

20000

40000

60000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

−1
−2
−3
−4
−5
<−5
1
2
3
4
5
>5

0

5000

10000

15000

20000

25000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

INTERGENIC
INTRON
NON_SYNONYMOUS
other
SPLICE_SITE
SYNONYMOUS
UP/DOWNSTREAM
UTR_3/5_PRIME

0

20000

40000

60000

Chr0
2

Chr0
4

Chr0
7

Chr0
8

Chr1
0

Chr1
2

Chr1
3

Chr1
4

Chr1
5

Chr0
1

Chr0
3

Chr0
5

Chr0
6

Chr0
9

Chr1
1

Chr1
6

Chr1
7

Chr1
8

N
um

be
r

INTERGENIC
INTRON
NON_SYNONYMOUS
other
SPLICE_SITE
SYNONYMOUS
UP/DOWNSTREAM
UTR_3/5_PRIME

A

HD

GC

F

E

B


