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Figure Sla. Calibration curve for determination of protein concentration using Bradford assay.
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Figure S1b. Calibration curve for determination of the number of iron atoms.
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Figure S2a. Q-Q plot of iron release from reconstructed ferritin after
interaction with lysozyme amyloid fibrils.
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Figure S2b. Q-Q plot of iron release from magnetoferritin after
interaction with lysozyme amyloid fibrils.
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Figure S3. (LEFT) Daily release of ferrous ions (mean + SD) from ferritin's derivatives. (RIGHT) Average (mean
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Figure S4a. Spearman correlation of iron release from ferritin derivatives and after their interaction
with lysozyme amyloid fibrils.
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Figure S4b. Spearman correlation of iron release from ferritin derivatives and after their interaction
with lysozyme amyloid fibrils.
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Figure S5a. Regression analysis of iron release from
reconstructed ferritin.
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Figure S5b. Regression analysis of iron release from
reconstructed ferritin after interaction with lysozyme
amyloid fibrils.
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Figure S5c. Regression analysis of iron release from
magnetoferritin.
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Figure S5d. Regression analysis of iron release from
magnetoferritin after interaction with lysozyme amyloid

fibrils.



