Appendix: additional image and table

Figure S1 Construction of overexpression vector for related target genes

Note: A: The pCMV-N-Flag overexpression vector was recovered by double-enzyme digestion and purified gel;
B-E: Construction and sequencing verification of pPCMV-N-Flag-Gpd1 overexpression vector; F-I: Construction
and sequencing verification of pCMV-N-Flag-Fabp4 overexpression vector; J-M: Constructio quencing
verification of pCMV-N-Flag-Ak2 overexpression vector; N-Q: Construction and sequencing verification of
PCMV-N-Flag-Tpil overexpression vector; R-U: Construction and sequencing verification of pCMV-N-Flag-
Ndufa8 overexpression vector.

Table S1 Identification of normalized modification Kcr sites quantitation on non-histone proteins in CL mice
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