
Supplementary Table S1 Reading of each microRNA measured by small RNA sequencing data 

 AA156_24h1 AA156_24h2 AA156_24h3 AA237_24h1 AA237_24h2 AA237_24h3 
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Junk reads 6193 0.05 3381 
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2 0.13 9338 
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70 3.33 6540 
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1012

5 
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mRNA 
1759

825 13.09 
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8 
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3 
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9 
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747 13.64 
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2 
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19 5.65 
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2 
60848

9 4.35 
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1 
Repeats 5015 0.04 172 5615 0.04 198 3068 0.02 158 7879 0.06 218 6464 0.05 164 6857 0.05 139 
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