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Supplementary Figure S3. miRNA predicts binding site and cleavage site sequence peak map. (A) zma-miR1690-5p_ R-1 predicted binding site, the red part
indicates the predicted microRNA binding site, the yellow part indicates the target gene sequence, Underlined is the race connector sequence. (B) zma-miR1690-
5p_R-1 cleavage site sequencing peak map. (C)zma-miR444a_1ss12tc predicted binding site, the red part indicates the predicted microRNA binding site, the yellow
part indicates the target gene sequence, Underlined is the race connector sequence. (D) zma-miR444a_1ss12tc cleavage site sequencing peak map.



