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PART I: The superimposed view of the representative

base peak intensity (BPI) chromatograms
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Figure S1. The superimposed view of the representative base peak intensity (BPI) chromatograms
of serum samples of normal (A), model (B) and H-PPT (C) groups in positive modes; and those of
normal (D), model (E) and H-PPT (F) groups in negative mode.



PART I1I: The box plot of potential biomarkers changes
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Figure S2. The box plot of potential biomarkers changes in GU with PPT treatment (n=8). The

comparison between two groups was completed by #-test. (Compared with sham group, # p < 0.01;

compared with model group, ** p <0.01).



PART III: The Information of the Key targets

Table S1. The Information of the Key targets

. Database Database
. Gene UniProt Between
No  Protein Name N Type D N for targets for targets
ame s of PPT of GU
BCL2 Associated X, Apoptosis )
1 BAX Cytokin Q07812 6 0.0050 BATMAN  GeneCards
Regulator
2 Cyclin-T1 CCNT1 Cytokin 060563 3 0 Swiss GeneCards
3 Fibroblast growth factor 23 FGF23 Cytokin  Q9GZV9 12 0.0076 BATMAN  GeneCards
4 Mediator Complex Subunit 1 MEDI Cytokin Q15648 13 0.0205 BATMAN  GeneCards
Signal transducer and activator of .
5 o STAT3 Cytokin P40763 27 0.0885 Swiss GeneCards
transcription 3
6  Transcription Factor 3 TCF3 Cytokin P15923 5 0.0015 BATMAN  GeneCards
7  Acetylcholinesterase ACHE Enzyme P22303 4 0.0012 Swiss GeneCards
8 ALK tyrosine kinase receptor ALK Enzyme  Q9UMT73 13 8.86E-04 Swiss GeneCards
Potassium-transporting ATPase alpha )
9 ATP12A Enzyme P54707 10 0.0155 Swiss GeneCards
chain 2
10 Aurora kinase A AURKA Enzyme 014965 6 0 Swiss GeneCards
11  Beta-1,4-galactosyltransferase 1 B4GALT1  Enzyme P15291 0 0 BATMAN  GeneCards
12 Butyrylcholinesterase BCHE Enzyme P06276 3 0 Swiss GeneCards
13 Calpain-2 catalytic subunit CAPN2 Enzyme P17655 3 6.20E-04 Swiss GeneCards
14 Cathepsin D CTSD Enzyme P07339 7 0.0018 Swiss GeneCards
15  Cathepsin E CTSE Enzyme P14091 0 0 Swiss GeneCards
Cytochrome P450 Family 19
16 CYP19A1  Enzyme P11511 19 0.0472 Swiss GeneCards
Subfamily A Member 1
Cytochrome P450 Family 27
17 CYP27B1  Enzyme 015528 14 0.0165 BATMAN  GeneCards
Subfamily B Member 1
Cytochrome P450 Family 2 _ )
18 CYP2C19  Enzyme P33261 16 0.0317 Swiss DisGeNET
Subfamily C Member 19
Cytochrome P450 Family 2 _ )
19 CYP2C9 Enzyme P11712 15 0.0299 Swiss DisGeNET
Subfamily C Member 9
Cytochrome P450 Family 2 _
20 CYP2D6 Enzyme P10635 15 0.0233 Swiss GeneCards
Subfamily D Member 6
Cytochrome P450 Family 3
21 CYP3A4 Enzyme P08684 25 0.0790 Swiss GeneCards
Subfamily A Member 4
Cytochrome P450 Family 51 _
22 CYP51A1  Enzyme Q16850 5 0.0119 Swiss GeneCards
Subfamily A Member 1
23 Epoxide Hydrolase 2 EPHX2 Enzyme P34913 2 0 Swiss GeneCards
24 Erb-B2 Receptor Tyrosine Kinase 2 ERBB2 Enzyme P04626 27 0.0252 Swiss GeneCards
25  Fibroblast Growth Factor Receptor 1 FGFR1 Enzyme P11362 18 0.0134 Swiss GeneCards
3-Hydroxy-3-Methylglutaryl-CoA )
26 HMGCR  Enzyme P04035 11 0.0239 Swiss GeneCards
Reductase
Corticosteroid 11-beta-
27 HSD11B1  Enzyme P28845 8 0.0084 Swiss GeneCards

dehydrogenase isozyme 1
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PART IV: The “component-targets-disease” network and hub gene network

The “component-targets-disease” network and hub gene network are shown in

Figure S3 and Figure S4.
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Figure S4. The hub gene network.
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