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Abstract: This article reviews what we know of the phenotype and genotype of Prader-Willi syndrome
and hypothesizes two possible paths from phenotype to genotype. It then suggests research that may
strengthen the case for one or other of these hypotheses.
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1. Introduction

In the short-term, research in Prader-Willi syndrome (PWS) aimed at alleviating
symptoms is more likely to achieve quick results and provide some benefit to people with
the syndrome and their families. However, in the long term, research needs to concentrate
on elucidating the mechanisms whereby the absence of the expression of specific gene(s)
gives rise to the particular symptoms associated with PWS so that interventions can be
more precisely targeted. Our aim in this article is not to stifle the search for treatments to
alleviate symptoms, indeed in [1] we made various suggestions for such research. Rather,
it is to suggest ways that research on how the phenotype arises from the genotype may be
carried forward.

In this article, we first describe the PWS phenotypes before continuing to what is
known of the gene(s) whose absence of expression results in PWS and, in particular, the
single gene now thought most likely to lie at the heart of the syndrome. We identify
what we consider to be particular key questions that need to be addressed and suggest
hypotheses as to how the absence of expression of this gene gives rise to the phenotype.
We propose that this is either due to a direct effect on brain development, particularly
affecting the hypothalamus [2] by impacting on foetal nutrition or by failing to modify
the expression levels of a cascade of other (as yet unidentified) genes, which in turn affect
brain development. The ultimate effect of the pattern of atypical brain development
specific to PWS is to alter the response thresholds for particular networks in the brain
thereby impairing the ability to maintain homeostasis, such as ensuring energy balance or
responding to environmental change. Finally, based on these hypotheses we suggest new
areas for research.

2. PWS

PWS arises from the loss of maternally imprinted genes from the paternal chromosome
15 in the region q11-q13. There are two main subtypes, resulting respectively from a deletion
in the region q11-q13 (deletion subtype) or from the inheritance of two maternally marked
chromosome 15s and no paternally marked chromosome 15 (maternal disomy subtype,
(mUPD) or imprinting centre deficit (IC)). The early phenotype is characterised by restricted
foetal movement, evidence of foetal growth retardation, severe hypotonia and failure to
thrive. The infant with PWS is described as then passing through a period of normal
growth and feeding, to a gain in weight not obviously related to an increase in food intake,
to an obsessive interest in food in which restriction of food access is necessary to prevent
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obesity [3]. Later developmental delay, cognitive impairments, short stature due to low
growth hormone (GH) levels, and impaired sexual development (undescended testes
in males and small labia in females apparent at birth) as well as continued propensity
to obesity in the absence of intervention are recognised as part of the PWS phenotype.
Ritualistic behaviours, severe emotional outbursts, skin picking, an abnormal sleep pattern,
poor temperature regulation and a high pain threshold are also frequently seen. Those
with PWS due to the maternal disomy subtype are also more prone to develop a psychotic
illness from teenage years on (very high lifetime risk) and more likely to be diagnosed
with autism [4,5]. While the diagnostic criteria listed by [6] are extensive, some signs and
symptom cluster together and can be explained by a single abnormality. For example,
children with PWS who have been on growth hormone since early childhood not only have
a normal height they also have normal sized hands and feet and the facial characteristics
associated with PWS are much less marked [7]. It is the changing core phenotype, from
a foetus and infant that is undernourished, fails to thrive, and is sexually immature to a
child who develops hyperphagia, has relative sex and growth hormone deficiencies and
developmental delay and intellectual impairments, that ultimately has to be explained by
the genetics. We note that the foetus appears to develop normally up to the point where
brain development is predominant, in that internal organs are not impaired and it is in the
second half of pregnancy that the first symptoms (eg reduced foetal movement) appear.

3. PWS Gene

The genes involved in PWS are imprinted, but we do not know for certain how many
such genes exist in the PWS region. Much progress on the functions of these genes has
been made using mouse models. Mouse chromosome 7 is similar to human chromosome
15, but there is not a perfect match, as shown by the CI5orf2 gene, which has no mouse
counterpart [8]. Knock-out mouse models and studies of people with mutations in the
MAGEL2 (i.e., Schaaf-Yang syndrome) and/or NECDIN genes suggest that these genes are
involved in hypotonia, respiratory problems, sleep abnormalities, adiposity, developmental
and cognitive delay, socialisation difficulties, and skin picking [9–12]. MAGEL2 knock-out
mice show the poor suck/failure to thrive characteristic of PWS and the demonstration
that in these mice, oxytocin administration in the first five hours after birth restored normal
suckling [13] raised hopes of a treatment in humans. However, reviews of trials of oxytocin
administration in humans reported mixed results [14,15]. Moreover, two people have
been described lacking expression of the genes MKRN3, MAGEL2, and NECDIN but
showing only developmental and cognitive delay from the major PWS criteria (see [6]
for consensus diagnostic criteria) and a high pain threshold from minor criteria [16,17].
Furthermore, accounts in the literature of people with very small deletions, not involving
MKRN3, MAGEL2, or NECDIN, but with most or all PWS characteristics also support the
non-involvement of these genes in the PWS core characteristics in humans [18–20]. Core
characteristics in these cases were: hypotonia, feeding difficulties, hyperphagia/obesity,
hypogonadism, intellectual disability, and behaviour problems. The most likely single
candidate gene, from studies of people with PWS, is now considered to be SNORD116
but mouse models are inconsistent: [21] support this hypothesis, [22] question it, and
others suggest that IPW is also involved [23]. Summarising this evidence, it seems that
findings in humans and mice differ, and that, in humans, the gene(s) responsible for the
core characteristics of PWS is, or lies in the vicinity of, SNORD116. Further support for this
hypothesis comes from the observation that the brain is the only major organ involved in
the syndrome. Organs that develop earlier in gestation, such as the heart and lungs, are
normal, suggesting that the gene, whose absence of expression results in PWS, is expressed
in the brain and not in these other organs.

4. The SNORD116 Gene

The gene cluster SNORD116 encoding small nucleolar RNAs is considered to be
a cluster of orphan C/D box snoRNAs since it does not target rRNAs or snRNAs. It
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is expressed prevalently in the brain and lacks any significant complementarity with
ribosomal RNA. Due to its affinity with the brain, most studies are performed in mice.
Although SNORD116 contains major sequences that are conserved across a number of
species, there are some nucleotide differences between human and mouse [24] SNORD116
changes the expression levels of multiple genes [25], which may explain why, in PWS,
its absence can affect so many areas. In mouse models selective deletion of SNORD116
from NPY expressing neurons resulted in upregulation of NPY mRNA and low birth
weight, increased weight gain in early adulthood, increased energy expenditure, and
hyperphagia [26].

5. Genotype to Phenotype

As noted above, in PWS threshold levels for several characteristics are changed; this
means that the distribution of the particular characteristic in people with PWS is shifted
relative to the distribution of that characteristic in the typically developing population
towards the more deleterious end. However, significantly, no characteristic is entirely absent
or 100% dominant. This might be explained by the relevant gene-controlled threshold
levels for these characteristics being changed, exactly what we would expect of a gene
that altered expression levels in a number of other genes but did not entirely eliminate
expression in these genes.

One possible version of our single gene hypothesis follows from our earlier obser-
vations: SNORD116 changes the expression levels of genes involved in several different
regulatory processes (satiation, pain, sleep, temperature) and its absence, as in the case
of NPY (related to satiation), causes an increase in the threshold level at which satiety
is reached. As [27,28] noted in the case of satiety, the threshold for reaching satiety is
increased but satiation is not completely absent in PWS. The persistence of satiation has
been demonstrated recently [29]. Thus, SNORD116 appears to be a regulatory gene that
regulates other genes by changing their expression levels and its absence therefore changes
expression levels from those observed in the non-PWS population in the opposite direction.
With this model PWS can therefore be regarded as fundamentally a single gene disorder but
it may also be considered to be a polygenic disorder, involving respectively a single gene
from the PWS region and multiple genes not yet identified from other areas of the genome.

Another possible explanation of the genotype to phenotype transition is outlined in [1].
Prader-Willi syndrome arises as a consequence of absent paternal copies of maternally
imprinted genes at 15q11-13. Such gender-of-origin imprinted genes are expressed in the
brain and also in mammalian placenta where paternally expressed imprinted genes drive
foetal nutritional demand. We hypothesise that the PWS phenotype is the result of the
genotype impacting two pathways: firstly, directly on brain development and secondly,
on placental nutritional pathways that results in its down-regulation and relative foetal
starvation. The early PWS phenotype establishes the basis for the later characteristic pheno-
type. Hyperphagia and other phenotypic characteristics arise as a consequence of impaired
hypothalamic development. Hypothalamic feeding pathways become set in a state indica-
tive of starvation, with a high satiety threshold and a dysfunctional neurophysiological
state due to incorrect representations of reward needs, based on inputs that indicate a false
requirement for food. In this model PWS might be considered to be a single gene disorder
in which the phenotype arises as a consequence of abnormal brain development driven by
the absence of expression of SNORD 116. A paper by [2] reported on recent neuroimaging
findings showing significantly smaller hypothalamic nuclei in people with PWS compared
to an aged-matched typically developing control group and also an obese group. The
authors argue that the hypothalamus fails to develop in PWS and this would explain the
varied phenotypic characteristics of hypothalamic origin.

6. Research Directions

The above hypotheses give rise to possible fruitful research directions: firstly, investiga-
tion of genes whose expression levels are changed by SNORD116 including investigation of
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PWS placental genes, especially those whose expression levels are changed by SNORD116.
Secondly, using mouse models, the investigation of placental foetal nutritional pathways
to see if these are down-regulated, and thirdly; from a phenotypic perspective, to take
a symptom such as high pain threshold, whose extreme would be a complete inability
to feel pain, as in Congenital Insensitivity to Pain (CIPA), for example, whose cause is
the inheritance of two copies of the NTRK1 gene [30]. Then ask the questions: Would
over-expression of a single copy lead to a higher pain threshold and does SNORD116
alter the expression level of this gene? FOURTHLY, from the observation that the motor
cortex and hypothalamus are involved in PWS symptoms, are there any genes specific
to these areas? Are the expression levels of any such genes changed by the absence of
SNORD116 expression?

The genotype to phenotype pathways in PWS remain an enigma. Fundamental to un-
derstanding the syndrome and to the development of new treatments is understanding how
the genotype leads to the initial failure to thrive phenotype and then how this then results
in the characteristic PWS phenotype. We challenge the accepted wisdom on this proposing
two contrasting perspectives. We hope that this article will help to stimulate research.

Author Contributions: Concept and writing, J.W. and A.H. All authors have read and agreed to the
published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Holland, A.; Manning, K.; Whittington, J.E. The paradox of Prader-Willi syndrome revisited: Making sense of the phenotype.

BioMedicine 2022, 78, 103952. [CrossRef] [PubMed]
2. Brown, S.S.G.; Manning, K.E.; Fletcher, P.; Holland, A. In-vivo neuroimaging evidence of hypothalamic alteration in Prader-Willi

syndrome. Brain Commun. 2022, 4, fcac229. [CrossRef] [PubMed]
3. Miller, J.L.; Lynn, C.H.; Driscoll, D.C.; Goldstone, A.P.; Gold, J.A.; Kimonis, V.; Dykens, E.; Butler, M.G.; Shuster, J.J.; Driscoll, D.J.

Nutritional phases in Prader-Willi syndrome. Am. J. Med. Genet. A. 2011, 155A, 1040–1049. [CrossRef]
4. Boer, H.; Holland, A.J.; Whittington, J.E.; Butler, J.V.; Webb, T.; Clarke, D.J. Psychotic illness in people with Prader-Willi syndrome

due to chromosome 15 maternal uniparental disomy. Lancet 2002, 359, 135–136. [CrossRef]
5. Bennett, J.A.; Germani, T.; Haqq, A.M.; Zwaigenbaum, L. Autism spectrum disorder in Prader-Willi syndrome: A systematic

review. Am. J. Med. Genet. A. 2015, 167A, 2936–2944. [CrossRef] [PubMed]
6. Holm, V.A.; Cassidy, S.B.; Butler, M.G.; Hanchett, J.M.; Greenswag, L.R.; Whitman, B.Y.; Greenberg, F. Prader-Willi syndrome:

Consensus Diagnostic Criteria. Pediatrics 1993, 91, 398–402. [CrossRef]
7. De Souza, M.A.; McAllister, C.; Suttie, M.; Perrotta, C.; Mattina, T.; Faravelli, F.; Forzano, F.; Holland, A.; Hammond, P. Growth

hormone, gender and face shape in Prader-Willi syndrome. Am. J. Med. Genet. A. 2013, 161A, 2453–2463. [CrossRef]
8. Wawrzik, M.; Unmehopa, U.A.; Swaab, D.F.; van de Nes, J.; Buiting, K.; Horsthemke, B. The C15orf2 gene in the Prader-Willi

syndrome region is subject to genomic imprinting and positive selection. Neurogenetics 2010, 11, 153–156. [CrossRef]
9. Fountain, M.D.; Tao, H.; Chen, C.A.; Yin, J.; Schaaf, C.P. Magel2 knockout mice manifest altered social phenotypes and a deficit in

preference for social novelty. Genes Brain Behav. 2017, 16, 592–600. [CrossRef]
10. Fountain, M.D.; Schaaf, C.P. Prader-Willi Syndrome and Schaaf-Yang Syndrome: Neurodevelopmental Diseases Intersecting at

the MAGEL2 Gene. Diseases 2016, 4, 2. [CrossRef]
11. Matarazzo, V.; Caccialupi, L.; Schaller, F.; Shvarev, Y.; Kourdougli, N.; Bertoni, A.; Menuet, C.; Voituron, N.; Deneris, E.; Gaspar,

P.; et al. Necdin shapes serotonergic development and SERT activity modulating breathing in a mouse model for Prader-Willi
syndrome. eLife 2017, 31, e32640. [CrossRef] [PubMed]

12. Muscatelli, F.; Abrous, D.N.; Massacrier, A.; Boccaccio, L.; Le Moal, M.; Cau, P.; Cremer, H. Disruption of the mouse Necdin gene
results in hypothalamic and behavioral alterations reminiscent of the human Prader-Willi syndrome. Hum. Mol. Genet. 2000, 9,
3101–3110. [CrossRef] [PubMed]

13. Schaller, F.; Watrin, F.; Sturny, R.; Massacrier, A.; Szepetowski, P.; Muscatelli, F. A single postnatal injection of oxytocin rescues
the lethal feeding behaviour in mouse newborns deficient for the imprinted Magel2 gene. Hum. Mol. Genet. 2010, 15, 4895–4905.
[CrossRef] [PubMed]

http://doi.org/10.1016/j.ebiom.2022.103952
http://www.ncbi.nlm.nih.gov/pubmed/35316681
http://doi.org/10.1093/braincomms/fcac229
http://www.ncbi.nlm.nih.gov/pubmed/36147452
http://doi.org/10.1002/ajmg.a.33951
http://doi.org/10.1016/S0140-6736(02)07340-3
http://doi.org/10.1002/ajmg.a.37286
http://www.ncbi.nlm.nih.gov/pubmed/26331980
http://doi.org/10.1542/peds.91.2.398
http://doi.org/10.1002/ajmg.a.36100
http://doi.org/10.1007/s10048-009-0231-z
http://doi.org/10.1111/gbb.12378
http://doi.org/10.3390/diseases4010002
http://doi.org/10.7554/eLife.32640
http://www.ncbi.nlm.nih.gov/pubmed/29087295
http://doi.org/10.1093/hmg/9.20.3101
http://www.ncbi.nlm.nih.gov/pubmed/11115855
http://doi.org/10.1093/hmg/ddq424
http://www.ncbi.nlm.nih.gov/pubmed/20876615


Int. J. Mol. Sci. 2022, 23, 12089 5 of 5

14. Rice, L.J.; Einfeld, S.L.; Hu, N.; Carter, C.S. A review of clinical trials of oxytocin in Prader-Willi syndrome. Curr. Opin. Psychiatry
2018, 31, 123–127. [CrossRef] [PubMed]

15. Althammer, F.; Muscatelli, F.; Grinevich, V.; Schaaf, C.P. Oxytocin-based therapies for treatment of Prader-Willi and Schaaf-Yang
syndromes: Evidence, disappointments, and future research strategies. Transl. Psychiatry 2022, 12, 318. [CrossRef] [PubMed]

16. Kanber, D.; Giltay, J.; Wieczorek, D.; Zogel, C.; Hochstenbach, R.; Caliebe, A.; Kuechler, A.; Horsthemke, B.; Buiting, K. A
paternal deletion of MKRN3, MAGEL2 and NDN does not result in Prader-Willi syndrome. Eur. J. Hum. Genet. 2009, 17, 582–590.
[CrossRef]

17. Buiting, K.; Di Donato, N.; Beygo, J.; Bens, S.; von der Hagen, M.; Hackmann, K.; Horsthemke, B. Clinical phenotypes of MAGEL2
mutations and deletions. Orphanet J. Rare Dis. 2014, 9, 40. [CrossRef]

18. Sahoo, T.; del Gaudio, D.; German, J.R.; Shinawi, M.; Peters, S.U.; Person, R.; Garnica, A.; Cheung, S.W.; Beaudet, A.L. Prader-Willi
phenotype caused by paternal deficiency for the HBII-85 C/D box small nucleolar RNA cluster. Nat. Genet. 2008, 40, 719–721.
[CrossRef]

19. De Smith, A.J.; Purmann, C.; Walters, R.G.; Ellis, R.J.; Holder, S.E.; Van Haelst, M.M.; Brady, A.F.; Fairbrother, U.L.; Dattani, M.;
Keogh, J.M.; et al. A deletion of the HBII-85 class of small nucleolar RNAs (snoRNAs) is associated with hyperphagia, obesity
and hypogonadism. Hum. Mol. Genet. 2009, 18, 3257–3265. [CrossRef]

20. Duker, A.L.; Ballif, B.C.; Bawle, E.V.; Person, R.E.; Mahadevan, S.; Alliman, S.; Thompson, R.; Traylor, R.; Bejjani, B.A.; Shaffer,
L.G.; et al. Paternally inherited microdeletion at 15q11.2 confirms a significant role for the SNORD116 C/D box snoRNA cluster
in Prader-Willi syndrome. Eur. J. Hum. Genet. 2010, 18, 1196–1201. [CrossRef]

21. Zhang, Q.; Bouma, G.J.; McClellan, K.; Tobet, S. Hypothalamic expression of snoRNA Snord116 is consistent with a link to the
hyperphagia and obesity symptoms of Prader-Willi syndrome. Int. J. Dev. Neurosci. 2012, 30, 479–485. [CrossRef] [PubMed]

22. Rodriguez, J.A.; Zigman, J.M. Hypothalamic loss of Snord116 and Prader-Willi syndrome hyperphagia: The buck stops here? J.
Clin. Investig. 2018, 128, 900–902. [CrossRef] [PubMed]

23. Davies, J.R.; Dent, C.L.; McNamara, G.I.; Isles, A.R. Behavioural effects of imprinted genes. Curr. Opin. Behav. Sci. 2015, 2, 28–33.
[CrossRef]

24. Good, D.J.; Kocher, M.A. Phylogenetic Analysis of the SNORD116 Locus. Genes 2017, 8, 358.
25. Falaleeva, M.; Surface, J.; de la Grange, P.; Stamm, S. SNORD116 and SNORD115 change expression of multiple genes and modify

each other’s activity. Gene 2015, 72, 266–273. [CrossRef]
26. Qi, Y.; Purtell, L.; Fu, M.; Zhang, L.; Zolotukhin, S.; Campbell, L.; Herzog, H.J. Hypothalamus Specific Re-Introduction

of SNORD116 into Otherwise Snord116 Deficient Mice Increased Energy Expenditure. J. Neuroendocrinol. 2017, 29, e12457.
[CrossRef]

27. Hinton, E.C.; Holland, A.J.; Gellatly, M.S.N.; Soni, S.; Ghatei, M.A.; Owen, A.M. Neural Representations of hunger and satiety in
Prader-Willi syndrome. Int. J. Obes. 2006, 30, 313–321. [CrossRef]

28. Hinton, E.C.; Holland, A.J.; Gellatly, M.S.; Soni, S.; Owen, A.M. An investigation into food preferences and the neural basis of
food-related incentive motivation in Prader-Willi syndrome. J. Intellect Disabil. Res. 2006, 50, 633–642. [CrossRef]

29. Rigamonti, A.E.; Bini, S.; Grugni, G.; Agosti, F.; DeCol, A.; Mallone, M.; Cella, S.G.; Sartorio, A. Unexpectedly increasedanorexi-
genic postprandial responses of PYY and GLP-1 to fast ice cream consumption in adult patients with Prader-Willi syndrome. Clin.
Endoccrinol. 2014, 81, 542–550. [CrossRef]

30. Franco, M.L.; Melero, C.; Sarasola, E.; Acebo, P.; Luque, A.; Calatayud-Baselga, I.; García-Barcina, M.; Vilar, M. Mutations in
TrkA causing congenital insensitivity to pain with anhidrosis (CIPA) induce misfolding, aggregation, and mutation-dependent
neurodegeneration by dysfunction of the autophagic flux. J. Biol Chem. 2016, 291, 21363–21374. [CrossRef]

http://doi.org/10.1097/YCO.0000000000000391
http://www.ncbi.nlm.nih.gov/pubmed/29206687
http://doi.org/10.1038/s41398-022-02054-1
http://www.ncbi.nlm.nih.gov/pubmed/35941105
http://doi.org/10.1038/ejhg.2008.232
http://doi.org/10.1186/1750-1172-9-40
http://doi.org/10.1038/ng.158
http://doi.org/10.1093/hmg/ddp263
http://doi.org/10.1038/ejhg.2010.102
http://doi.org/10.1016/j.ijdevneu.2012.05.005
http://www.ncbi.nlm.nih.gov/pubmed/22664655
http://doi.org/10.1172/JCI99725
http://www.ncbi.nlm.nih.gov/pubmed/29376891
http://doi.org/10.1016/j.cobeha.2014.07.008
http://doi.org/10.1016/j.gene.2015.07.023
http://doi.org/10.1111/jne.12457
http://doi.org/10.1038/sj.ijo.0803128
http://doi.org/10.1111/j.1365-2788.2006.00812.x
http://doi.org/10.1111/cen.12395
http://doi.org/10.1074/jbc.M116.722587

	Introduction 
	PWS 
	PWS Gene 
	The SNORD116 Gene 
	Genotype to Phenotype 
	Research Directions 
	References

