Supplementary Table S1 GSEA analysis
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1.7 0.0 tags=100%,
KEGG_ALLOGRAFT_R KEGG_ALLOGRAFT_R 0.9894 317 002 list=1%,
EJECTION EJECTION 2 1 23 01 9 signal=99% HLA-DRA/HLA-DPBI1

1.7 0.0 tags=100%,

0.9894 317 002 list=1%,
KEGG_ASTHMA KEGG_ASTHMA 2 1 23 01 9 signal=99% HLA-DRA/HLA-DPB1
- 20 00 1 tags=67%,
WP _SPINAL CORD IN WP SPINAL CORD IN 0.5840 985 009 0 list=16%, PTGS2/GADD45A/FOS/GRIN
JURY JURY 12 9 6 26 9 signal=57% 1/CCL2/EGR1/ZFP36/PDYN
REACTOME NEUTROP REACTOME NEUTROP 2.1 0.0 tags=50%, DSP/HSPA6/CTSH/C3/PTPRC
HIL DEGRANULATIO HIL DEGRANULATIO 04678 571 011 9 list=15%, /TTR/PGM2/TYROBP/CYBA/
N N 20 19 1 18 9 signal=44% GLIPR1
- 21 0.0 tags=75%,
0.7016 471 011 9 list=15%, FOS/CCL2/DUSP1/EGR1/PEN

PID AP1 PATHWAY PID AP1 PATHWAY 8 9 2 34 7 signal=65% K/FOSL2
WP _PANCREATIC AD WP _PANCREATIC_AD - 20 00 1 tags=100%,
ENOCARCINOMA PAT ENOCARCINOMA PAT 0.7963 087 015 4 list=21%, PIK3CD/PLD1/GADDA45A/VE
HWAY HWAY 5 5 5 55 0 signal=79% GFA




