150 bp

29,300 bp 29.320 bp. 29.340 bp 23,360 bp 23,380 bp 23,400 bp

29,420 bp
| 1 | 1 | | 1 | 1 | 1 | ! |

[0-395]

Gycas revorete IR NNNTNINNNNNRNRNANANR0NNNNR0R0RERRER AR NN 0N RNRRR0 R AR RN NN EARARANARANRN RN RN AR ANANANAN AR RN RN RN RN NANANAN R RanuR R R

ATCATCCATTGGATAGGATGGCGAAAGAAACCAAGAATGAATTGATCTCAGTGGGGGAGGAGTTATAAGTCGACCCCATGGAGCAAATACCAGAAGAGTTAATATTCGCCTGTGGAATTCGTATTGGACAGTTCCGTTGGATAGAAAA

rpl16-557 (C-to-U, intron, +) rpl16-695 (G-to-A, intron, +)

150 bp -
22460 bp 22.500 bp 22,520 bp 2,540 bp 22.560 bp 22,580 bp
1 I I 1 1 | 1

GAATGTATATACTTAGTATCTCTCCTACTCTATTTITTTCCTATTTGGTAATGT TCATGAATTTCATGGAAGATACCCAAAGATTCATATTGAGCCTCAATAGGGGCTTCTCGGTCCACTGAGGTAATAATACGTAAATCTACCCGCCAC

rpoC1-2616 (G-to-A, CDS, -) rpoC1-2597 (C-to-U, CDS, -)

2480 bp
1

Zamia furfuracea

150 bp

37.320 bp

Ginkgo biloba IR R

CTATCATGCATTTACCTATATCGGCTCGGTTTGGTCCGGTGGAAGTAAAATATCTGGGC CAACAAAGAATCTTCGGAACCTAATCTTTTGGAAGGTATGATGGATTCGAAATTGTCCGTAGATGATCAAACCGTCGTATACCTTTTGA

37270 (G-to-A, intergenic region, -) 37342 (C-to-U, intergenic region, -)

150 bp

32,920 bp 32,340 bp 32,960 bp 32.380 bp 33,000 bp 33,020 bp 33,080 bp
1 | 1 | 1 | 1 | 1 | | 1

Podocarpus
macrophylius

[0-12]

TAAAGACGGGTTTCGTTCCAATGCCTGGAAATAATATTCCAAAGCCTTGGTATGCTCCCCATTACTCGTGTGGATAAGACCTATATTATATAGTATATAACTTCGATCATAAGGATCAATTTCCGGTCGCATAGCTTCATAATAATTT

ycf3-1004 (G-to-A, CDS, -) ycf3-886 (C-to-U, CDS, -)

£3.260 bp

Metasequoia — : ' . . . L [ ! ! . . !

glyptostroboides  gayslIIINNNNINRANIRINAREARIN AR EA R AN AR R R nnnsnnnnnnnmannnmnmmnnann e A A A AN

AAAACCTTGAAAAAAGAGGATAAATCGGAAAATAGCTGCTACGCCAAAACTAGGCGCAAAAAACCAACCAGACTGGCCTAATGGATAGATCAAGAATACGGAAACAAAAACAGCAATCGGAGCAGAGAACGCAATTGCATTATAAGGT

psbD-468 (C-to-U, CDS, -)

psbD-477 (G-to-A, CDS, -)

Figure S1. IGV (Integrative Genomics Viewer) views of both types of RNA editing sites occurred in 150-bp region. The colored
bars indicate the nucleotide composition of the editing positions from the mapping RNA-seq reads, and numbers on the left-top
show read coverage. The genic or plastomic positions of RNA editing sites were shown below the editing sites, including the
editing types, the plastomic regions and the strand in the parentheses.



