Homozygous mutation

Supplementary Materials

Table S1. sgRNA sequences.

No Target Species

sgRNA Sequence

sgRNA1 GGAGGACUCGAGGCACCGC

, R o
505 Ovis aries sgRNA2 UCGCCAGACGCGCCGCCUCU
) POXI Ovis arics sgRNAT UCAUGCGUGGAAAGGCCAGU
sgRNA2 UCGUAUGGGGAGAUGUCCGG

RNAT AA AUGCAGUCAA
X o2 Caprahireus — 3N CCGCCUUAUGCAGUCAAU

sgRNA2 AGACAUCUUCAUGCGGGAGG

Table S2. Primers sequences.

No Target  Species Primers sequence bp
. Forward AGGGAGTGGTTTTGGGGTTC
! SOCR2 Ovisaries T verse AGCGCCCTAAGAGTCGATTT 7
Forward AGGAAGAGCGCTGAG-
2 PDX1  Opvis aries TAGAAAG 652
Reverse CATGAACCGCGAGGAGCAGTA
F TGGAACGTGAAAGAGCT
3 OTX2 Caprahircus orward GTGCCAACCTG CAGCTGC 1519

Reverse TCCTTTGCTCGTTTCCTGGAG
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Supplementary Figure S1. The Inference of CRISPR Editing (ICE) analysis of some samples.
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