Table S1. Primer sets for RT-gPCR

Gene Accession number Forward Reverse Amplicon length (bp)
Myh6 NM_012612.2 GGAAGTCAACCCGTCTCAGA TGGGCTCCAATCCTGTCAAT 168
Myh7 NM_031545.1 AGTCCTAGCCAGTCTCCAGA GTCTCTCCTGGATCCGGAAG 172
Nppa NM_017239.2 AAGCCCACTTCTCTCTGGTC CCTTTGCCTTTCCCACTGTC 190
Nppb NM_017240.2 CCAGTCCCGAGGTGTACTTT TCCTCCTTCATGTTGGCCAT 195
Rn18s NR_046237 GCAATTATTCCCCATGAACG GGCCTCACTAAACCATCCAA 123




Table S2. Primer sets for stem-loop RT-gPCR

Assay Accession number |Reverse transcription stem loop primer PCR forward primer FL)Jr?ri%/:rrsal PCR  reverse
mR13p  MIMATO003125 | TCAAS B TCTCOTECACTCOBCAATTCACTTCAS (06 GTGGAATGTAAAGAAGTGTGTAT

miR-215p  [MIMAT0000790 |5 CAACTEOTCTCOTEOACTCOBCAATTCAGTIGAS (066 TAGCTTATCAGACTGATGTTGA

miR-20a-5p  |MIMAT0004718 | CAACT B8 CTCCTECACTCCECAATTCAGTTOAS 666 ACTGATTTCTTTTGGTGTTCAG

mMiR-30d-5p  |MIMAT0000807 g%@g%& CTCGTGCAGTCGECAATTCAGTTGAG 1ot A A ACATCCCCGACTGGAAG

miR-34a-5p  |[MIMAT0000815 gziAAAC%TA%%TTGTCGTGGAGTCGGCAATTCAGTTGAG TGGCAGTGTCTTAGCTGGTTGT

miR-126a-5p |MIMAT0000831 gg%gﬁ%%i;ememGAGTCGGCAATTCAGTTGAG CGGCATTATTACTTTTGGTACGCG CTCAACTGGTETCRTG
mMiR-143-3p  |MIMAT0000849 %%QCT:ZE%GTCGTGGAGTCGGCAATTCAGTTGAG TGAGATGAAGCACTGTAGCTCA GAGT

MiR-145-5p  |MIMATO0000851 %%?QCTTT%%.TFGTCGTGGAGTCGGCAATTCAGTTGAG GTCCAGTTTTCCCAGGAATCCCT

MiR-1955p  [MIMAT0000870 | HAST GO TCTCOTECACTCOBCAATTCAGTICAS 066 TAGCAGCACAGAAATATTGGE

miR-2063p  [MIMAT0000879 | LSAAST O TCTCOTECACTCOECAATTCAGTTCAS 166 AATGTAAGGAAGTGTGTGG

miR-3203p  [MIMAT0000903 S ZAARTECTOTCOTEOACTCOBCAATTCACTICAS A A A AGCTEEGTTEAGAGGGCGA

miR-378a-3p MIMAT0003379 | SAACTBCOTCTCOTECACTCOBCAATTCAGTICAS A craacTTaEAGTCAGAAGG

NUG NR 0013901 |CTCAACTGGTGTCGTGGAGTCEGCAATTCAGTTGAG L p A ATTOGTGAAGCGTTCCA

AAAATATGGAACG




Figure S1
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Figure S1. Size distribution of EXOs in control and DM plasma. The size-concentration distribution
of EXOs was analyzed by nanoparticle tracking analysis (NTA). (A) Mean size, (B) size D10, (C) size
D50, (D) size D90. Data are presented as mean £ SEM (n=9). P-values were determined by Student's

t-test.
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Figure S2. EXO number in control and DM plasma. The size-concentration distribution of EXOs was
analyzed by nanoparticle tracking analysis (NTA). (A) EXO number of the size <50 nm, (B) 50 nm-100
nm, (C) 100-150 nm, (D) 150-200 nm and (E) >200 nm) Data are presented as mean * SEM (n=9). P-
values were determined by Student's t-test.




