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Table S1. Primer sets for RT-qPCR 

Gene Accession number Forward Reverse Amplicon length (bp) 

Myh6 NM_012612.2 GGAAGTCAACCCGTCTCAGA TGGGCTCCAATCCTGTCAAT 168  

Myh7 NM_031545.1 AGTCCTAGCCAGTCTCCAGA GTCTCTCCTGGATCCGGAAG 172  

Nppa NM_017239.2 AAGCCCACTTCTCTCTGGTC CCTTTGCCTTTCCCACTGTC 190  

Nppb NM_017240.2 CCAGTCCCGAGGTGTACTTT TCCTCCTTCATGTTGGCCAT 195  

Rn18s NR_046237 GCAATTATTCCCCATGAACG GGCCTCACTAAACCATCCAA 123 
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Table S2. Primer sets for stem-loop RT-qPCR 

Assay Accession number Reverse transcription stem loop primer PCR forward primer 
Universal PCR reverse 

primer 

miR-1-3p MIMAT0003125 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

ATACACACTT 
CGGTGGAATGTAAAGAAGTGTGTAT 

CTCAACTGGTGTCGTG

GAGT 

miR-21-5p MIMAT0000790 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

TCAACATCAG 
CGGTAGCTTATCAGACTGATGTTGA 

miR-29a-5p MIMAT0004718 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

CTGAACACCA 
CGGACTGATTTCTTTTGGTGTTCAG 

miR-30d-5p MIMAT0000807 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

CTTCCAGTCG 
TGTAAACATCCCCGACTGGAAG 

miR-34a-5p MIMAT0000815 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

ACAACCAGCT 
TGGCAGTGTCTTAGCTGGTTGT 

miR-126a-5p MIMAT0000831 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

CGCGTACCAA 
CGGCATTATTACTTTTGGTACGCG 

miR-143-3p MIMAT0000849 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

TGAGCTACAG 
TGAGATGAAGCACTGTAGCTCA 

miR-145-5p MIMAT0000851 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

AGGGATTCCT 
GTCCAGTTTTCCCAGGAATCCCT 

miR-195-5p MIMAT0000870 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

GCCAATATTT 
CGGTAGCAGCACAGAAATATTGGC 

miR-206-3p MIMAT0000879 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

CCACACACTT 
TGGAATGTAAGGAAGTGTGTGG 

miR-320-3p MIMAT0000903 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

TCGCCCTCTC 
AAAAGCTGGGTTGAGAGGGCGA 

miR-378a-3p MIMAT0003379 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

CCTTCTGACT 
ACTGGACTTGGAGTCAGAAGG 

RNU6 NR_004394.1 
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAG

AAAATATGGAACG 
CAAATTCGTGAAGCGTTCCA 
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