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Table S1 The sequences of CrHsp20 protein, genomic DNA, CDS, and promoter region DNA, and 

the sequence information for the AtsHsps used in this study. 

Table S1.xlsx

 

Table S2 Primer sequences used in this study. 
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Table S3 Summary of the cis-regulatory elements identified in the promoter regions of CrHsp20 

genes. 
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Table S4 The FPKM values of CrHsp20s for RNA-Seq assay of C. rosea tissues in this study. 
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