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Figure S1. Endogenous CP2b exists in both nucleus and cytosol. Cytosolic lysate and nuclear
lysate were subjected to western blots by using specific antibodies against CBP complex proteins.
Lamin B1 was employed as a nuclear protein control.



Tfns: Flag-CP2c, EGFP-CP2b, HA-Pias1
' g—| Pull down )
293T cells + Biotin-DNA probes ——————» Sequential Westemn blot
Streptavidin
B Flag (CP2c)
O
Hba-a2 promoter WT o EGEP (CP3n) _
(B—cneg CNRG] CNRG] CNRG] Fag © HA (Pias1) =
Probe sl ot VB 230 417016 M g
X T | [w—] g (CP2) 220 $
T S5 | [FESSSSSIECGFP (CP2b) | 1 o B
70 S| [SSSSae] HA (Pias1) T fooM B
Output Input w S
(PD: streptavidin) [Probe] (nM) [Probe] (nM)
C
Hba-a2 promoter Mut 1 - Flag (CP2c) - Total
o EGFP (CP2h) - & [C4]
B) CNRG] ENRG] CNRG) g‘m @ HA (Fias1) £ 100, " [C2B2P2)
Probe — _— 230 10.55 + 0.79 nM g a0
ﬁ] Seee| [E======|Flag (CP2c) Eﬂ] £ %
T == =] [s====®s]|EGFP (CP2b) ' 1p 2010=1650M 8 g [T~y
704 BN [e======|HA (Pias1) S 0 2037+1620M & R
Output Input w 20 80 1 S 0 20 4D 60 80 100
(PD: streptavidin) [Probe] (nM) [Probe] (nM)
D Hba-a2 promoter Mut 1/4 .
® CHRG———JoNRG) £ 40, o Flag (CP2c) § 100 o [c4
=] = B0
Probe — - § 2 &0
HH:LJ B | —— T ] = i 40
104 | [E=—=——==| EGFP (CP2b) % 2437:3810M & 20
as E 0 1
70 Outout ll—l " | HA (Pias1) L 0 2040608100 S O 20 40 60 80 100
(PD: |um| idin) np [Probe] (nM) [Probe] (nM)
E
Hba-a2 promoter Mut 1/2 _
B TG e £ 40, o Flag (CP20) §1$ - [c4]
@ £
Probe ol el W5 5 3 &
%] _ | [#==s===]Flag (CP2c) £ i 40
1 | E=msm=w= | EGFP (CP2b) %1 450340 3 20
-*n.; E n
70- Outout I nout [ HA (Pias1) L 0 20 40 60 80100 S 0 20 40 60 80 100
(PD: stu;mvidh] P [Probe] (nM) [Probe] (nM)

Figure S2. [C4] shows synergism to both [C4] and [C2B2P2], for target DNA binding. (A)
Experimental scheme to identify the binding efficiency of CP2c complex proteins in vitro by South-
Western analysis. Immunoblots and quantified DNA binding efficiency with estimated Kd in the Hba-

a2 promoter probes with WT (B), Mut 1 (C), Mut 1/4 (D), and Mut 1/2 (E).



Table S1. Oligonucleotides

name
for Plasmid construction

sequence

CP2 BS probe_F

51

GCT AGC GAT CCC AAG TTT TAC TCG GTA GAG CAA GCA CAA ACC AGG-3'

CP2 BS probe_R

5'- CTC GAG CCT GGT TTG TGC TTG CTC TAC CGA GTA AAA CTT GGG ATC-3'

Gatal WT enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CCC AGA GCA GGC CAG AGC TGG CGT AAG CCC CAG -3'
Gatal WT enhancer R 5' - CTC GAG CTG GGG CTT ACG CCA GCT CTG GCC TGC TCT GGG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG -3'
Gatal Mut 1/3 enhancer F 5' -GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CAC AGA GCA GGT AAG AGC TGG CGT AAG CCC CAG - 3'
Gatal Mut 1/3 enhancer R 5' - CTC GAG CTG GGG CTT ACG CCA GCT CTT ACC TGC TCT GTG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'
Gatal Mut 2/4 enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC AGC AGC CCC AGA TTG AGC CAG ATT GAG CGT AAG CCC CAG -3'
Gatal Mut 2/4 enhancer R 5' - CTC GAG CTG GGG CTT ACG CTC AAT CTG GCT CAA TCT GGG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'
Gatal Mut 1-4 enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CAC AGA TTG AGT AAG ATT GAG CGT AAG CCC CAG - 3'
Gatal Mut 1-4 enhancer R 5' - CTC GAG CTG GGG CTT ACG CTC AAT CTT ACT CAA TCT GTG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'
for Chromatin immunoprecipitation quantitative PCR (ChIP-gPCR)

MRE HS26-2_F 5'-CCA CTG TGG GAT CTA TGG AG-3'

MRE HS26-2_R 5'-CTT TCT GAC TCT GTA CCC CC-3'

MRE HS21-2_F 5'-GCA CCT ATG CTC ACC TAT CT-3'

MRE HS21-2_R 5'-CTT CCC TCA CTG AGA ATG TCT-3'

MRE HS21-4_F 5'-TGG AGG CAG CTG GAA CAG AA-3'

MRE HS21-4_R 5'-GCC TGG AAG TCC TGT GGT A-3'

Hba-a2 upstream_F 5'-GTC ACC AAA ACC AGC TCA GA-3'

Hba-a2 upstream_R 5'-GCC AGA CTC CTC CTT CAG AC-3'

Hba-a2 promoter_F 5’- GAT CCC AAG TTT TAC TCG GTA GAG CAA GCA CAA ACC AGG-3'

Hba-a2 promoter_R 5/- GAT CCC TGG TTT GTG CTT GCT CTA CCG AGT AARA ACT TGG -3’

LCRHS2_F 5'-AGG GTG TGT GGC CAG ATG TT-3'

LCRHS2_R 5'-ACC CAG ATA GCA CTG ATC AGT CAC-3'

Hbb-b1 promoter_F 5'-GCT TCT GAC ATA GTT GTG TTG ACT CA-3'

Hbb-b1 promoter_R 5'-CAG CAG CCT TCT CAG CAT CA-3'

Gatal enhancer F 5'-CGA GTC CAT CTG ATA AGA CT-3'

Gatal enhancer R 5'-CTG CAG GCC ACC TCT ATG AA-3'

Nfe2_promoter_F 5'-GGT ARA GGT CCA GTG TCT CC-3'

Nfe2_promoter_R 5'-GTG ATA GCA ACC CTT CCC TC-3'

for DSP crosslinking (western blot and titration assay)

CP2 WT BS probe_F (Bio) 5'-/5Biosg/GAT CCC AAG TTT TAC TCG GTA GAG CAAR GCA CAA ACC AGG-3'

CP2 WT BS probe_R (Bio) 5'-/5Biosg/CCT GGT TTG TGC TTG CTC TAC CGA GTA AAA CTT GGG ATC-3'

CP2 Mutl BS probe_F (Bio) 5'-/5Biosg/GAT CCA AAG TTT TAC TCG GTA GAG CAAR GCA CAA ACC AGG-3'

CP2 Mutl BS probe_R (Bio) 5'-/5Biosg/CCT GGT TTG TGC TTG CTC TAC CGA GTA AAA CTT TGG ATC-3'

CP2 Mutl/2 BS probe_F (Bio) |[5'-/5Biosg/GAT CCA AAG TTT TAT TCG GTA GAG CAAR GCA CAA ACC AGG-3'

CP2 Mut1/2 BS probe_R (Bio) |5'-/5Biosg/CCT GGT TTG TGC TTG CTC TAC CGA ATA ARA CTT TGG ATC-3'

CP2 Mut1/4 BS probe_F (Bio) |5'-/5Biosg/GAT CCA AAG TTT TAC TCG GTA GAG CAA GCA CAA ATC AGG-3'

CP2 Mut1/4 BS probe_R (Bio) |5'-/5Biosg/CCT GAT TTG TGC TTG CTC TAC CGA GTA ARA CTT TGG ATC-3'

CP2 Mut4 BS probe_F (Bio) 5'-/5Biosg/GAT CCC AAG TTT TAC TCG GTA GAG CAA GCA CAA ATC AGG-3'

CP2 Mut4 BS probe_R (Bio) 5'-/5Biosg/CCT GAT TTG TGC TTG CTC TAC CGA GTA AAA CTT GGG ATC-3'

CP2 Mut3/4 BS probe_F (Bio) |5'-/5Biosg/GAT CCC AAG TTT TAC TCG GTA GAG TAA GCA CAA ATC AGG-3'

CP2 Mut3/4 BS probe_R (Bio) |5'-/5Biosg/CCT GAT TTG TGC TTA CTC TAC CGA GTA ARA CTT GGG ATC-3'

Gata WT enhancer F (Bio) 5'-/5Biosg/CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CCC AGA GCA GGC CAG AGC TGG CGT AAG CCC CAG-3'
Gata WT enhancer R (Bio) 5'-/5Biosg/CTG GGG CTT ACG CCA GCT CTG GCC TGC TCT GGG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG-3'
Gata Mutl1/3 enhancer F (Bio) 5'-/5Biosg/CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CAC AGA GCA GGT AAG AGC TGG CGT AAG CCC CAG-3'
Gata Mutl1/3 enhancer R (Bio)  |5'-/5Biosg/CTG GGG CTT ACG CCA GCT CTT ACC TGC TCT GTG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG-3'
for DNA-immunoprecipitation (DNA-IP)

CP2 WT BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAC TCG GTA GAG CAA GCA CAA ACC AGG-3'

CP2 WT BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTG CTC TAC CGA GTA AAA CTT GGG ATC-3'

CP2 Mutl BS probe_F 5'- GCT AGC GAT CCA AAG TTT TAC TCG GTA GAG CAA GCA CAA ACC AGG-3'

CP2 Mutl BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTG CTC TAC CGA GTA AAA CTT TGG ATC-3'

CP2 Mut2 BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAT TCG GTA GAG CAA GCA CAA ACC AGG-3'

CP2 Mut2 BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTG CTC TAC CGA ATA AAA CTT GGG ATC-3'

CP2 Mut3 BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAC TCG GTA GAG TAA GCA CAA ACC AGG-3'

CP2 Mut3 BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTA CTC TAC CGA GTA AAA CTT GGG ATC-3'

CP2 Mut4 BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAC TCG GTA GAG CAA GCA CAA ATC AGG-3'

CP2 Mut4 BS probe_R 5'- CTC GAG CCT GAT TTG TGC TTG CTC TAC CGA GTA AAA CTT GGG ATC-3'

CP2 Mut1/2 BS probe_F 5'- GCT AGC GAT CCA AAG TTT TAT TCG GTA GAG CAA GCA CAA ACC AGG-3'

CP2 Mut1/2 BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTG CTC TAC CGA ATA ARA CTT TGG ATC-3'

CP2 Mutl/3 BS probe_F 5'- GCT AGC GAT CCA AAG TTT TAC TCG GTA GAG TAR GCA CAA ACC AGG-3'

CP2 Mutl/3 BS probe_R 5'- CTC GAG CCT GGT TTG TGC TTA CTC TAC CGA GTA AAA CTT TGG ATC-3'

CP2 Mut1/4 BS probe_F 5'- GCT AGC GAT CCA AAG TTT TAC TCG GTA GAG CAA GCA CAA ATC AGG-3'

CP2 Mut1/4 BS probe_R 5'- CTC GAG CCT GAT TTG TGC TTG CTC TAC CGA GTA AAA CTT TGG ATC-3'

CP2 Mut2/4 BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAT TCG GTA GAG CAAR GCA CAA ATC AGG-3'

CP2 Mut2/4 BS probe_R 5'- CTC GAG CCT GAT TTG TGC TTG CTC TAC CGA ATA ARA CTT GGG ATC-3'

CP2 Mut3/4 BS probe_F 5'- GCT AGC GAT CCC AAG TTT TAC TCG GTA GAG TAAR GCA CAA ATC AGG-3'

CP2 Mut3/4 BS probe_R 5'- CTC GAG CCT GAT TTG TGC TTA CTC TAC CGA GTA ARA CTT GGG ATC-3'

Gatal WT enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CCC AGA GCA GGC CAG AGC TGG CGT AAG CCC CAG -3'

Gatal WT enhancer R

5t

- CTC GAG CTG GGG CTT ACG CCA GCT CTG GCC TGC TCT GGG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG -3'

Gatal Mutl/3 enhancer F

51

-GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CAC AGA GCA GGT ARG AGC TGG CGT AAG CCC CAG - 3'

Gatal Mutl/3 enhancer R 5' - CTC GAG CTG GGG CTT ACG CCA GCT CTT ACC TGC TCT GTG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'
Gatal Mut2/4 enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC AGC AGC CCC AGA TTG AGC CAG ATT GAG CGT AAG CCC CAG -3'
Gatal Mut2/4 enhancer R 5' - CTC GAG CTG GGG CTT ACG CTC AAT CTG GCT CAA TCT GGG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'
Gatal Mutl-4 enhancer F 5' - GCT AGC CGA GTC CAT CTG ATA AGA CTT ATC TGC TGC CAC AGA TTG AGT AAG ATT GAG CGT AAG CCC CAG - 3'
Gatal Mutl-4 enhancer R 5' - CTC GAG CTG GGG CTT ACG CTC AAT CTT ACT CAA TCT GTG GCA GCA GAT AAG TCT TAT CAG ATG GAC TCG - 3'




