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Supplementary figures

Figure S1. Embryos genotyping for Rbm31 gene. Numbers (consecutive embryos); M1 (mass
marker 100-1000 kb); F- female; M- male.

Figure S2. The negative controls for A) immunohistochemical and immunofluorescence
stainings of B) 4-day-old pups and C) embryos. Representative images, magnification 400x,

scale bar 30 um for A and C. magnification 250x, scale bar 40 um for B.
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Figure S3. The workflow for the quantitative analysis of protein expression of IHC images.
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