
Supplementary Figure S1. Mean methylation
differences between fast-growing (dark grey) 
and slow-growing (light grey) tumors for each
CG in given assay by DNA bisulfite
pyrosequencing. 
The obtained p values were assigned with 
asterisks, as follows: * p ≤ 0.05; ** p ≤ 0.01; 
*** p ≤ 0.001; **** p ≤ 0.0001.
N/A - CpG dinucleotide not annotated in 
GRCh37/hg19 database 
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CpG1 - cg06748470 CpG2 - N/A CpG3 - cg09774749 CpG4 - cg15208832 CpG5 - cg00600454

CpG1 - cg09310348 CpG2 - N/A CpG1 - cg14066163 CpG2 - cg18455472

CpG1 - cg19930657CpG1 - N/A CpG2 - N/A CpG3 - cg10121788 ASSAY 5



Supplementary Figure S2. ROC curves
for individual CpGs in all 5 assays. 
AUC values are provided. N/A - CpG
dinucleotide not annotated in 
GRCh37/hg19 database 
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