
Table S1. Expression level of twelve HCC-specific lincRNAs in HepG2 and normal tissues (Fig. 1A). 
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Table S2. Primer table. 

Gene Forward primer Reverse primer 

Gapdh TGTTGCCATCAATGACCCCTT CTCCACGACGTACTCAGCG 

NONHSAT226968.1 TTTTAGACATTGTATGAGGCAGCATTGT TAGACTCGCATCTCAAGATCCGA 

NONHSAT013026.2 CTTGGGGCAGATGGCTTCCTG ATGAGGCTTAGGGAGAAGGCT 

NONHSAT250607.1 GGCCATGGAGAGAGAACACC ATTTCCTCCACCGACAGAGC 

NONHSAT115455.2 TGCGTGCTGTTTATTGGAGC TGTCCCAAAAGGAGGACCTG 

NONHSAT168790.1 CCCACTCAGTTCCACTTCCC TCCGGAGCCTGAGACTTACA 

 

Table S3. Potential phosphorylation sites of Linc013026-68AA. 

 
Position in 

Linc013026-
68AA 

Sequence 
in 

Linc013026-
68AA 

Corresponding motif 
described in the 

literature 
(phosphorylated 
residues in red) 

Features of 
motif 

described in 
the 

literature 

Link to 
original 
article 

describing 
the motif 

Tyrosin 
phosphorylation 

20-23 PEYS X[E/D]pYX 
EGFR kinase 

substrate 
motif 

[1] 

21-22 EY [E/D/Y]pY 

TC-PTP 
phosphatase 

substrate 
motif 

[2] 

22-23 YS pY[A/G/S/T/E/D] 
Src kinase 
substrate 

motif 
[3] 

Serine and 
Threonine 

phosphorylation 

15-20 LSWLRP X[pS/pT]XXX[A/P/S/T] 

G protein-
coupled 
receptor 
kinase 1 

substrate 
motif 

[4] 

22-24 YSQ XpSQ 

DNA 
dependent 

Protein 
kinase 

substrate 
motif 

[5] 

23-24 SQ pSQ 
ATM kinase 
substrate 

motif 
[3] 

23-25 SQT pSX[E/pS*/pT*] 

Casein 
Kinase II 

substrate 
motif 

[6] 

27-30 EIDT [E/D]XX[pS/pT] 

Casein 
Kinase I 

substrate 
motif 

[7] 



29-33 DTWCQ [E/D][pS/pT]XXX 

b-
Adrenergic 
Receptor 

kinase 
substrate 

motif 

[4] 

37-40 EPPS [E/D]XX[pS/pT] 

Casein 
Kinase I 

substrate 
motif 

[7] 

39-41 PSW P[pS/pT]X 

DNA 
dependent 

Protein 
kinase 

substrate 
motif 

[8] 

44-47 DSLS [E/D]XX[pS/pT] 

Casein 
Kinase I 

substrate 
motif 

[7] 

44-48 DSLSV [E/D][pS/pT]XXX 

b-
Adrenergic 
Receptor 

kinase 
substrate 

motif 

[4] 

45-47 SLS pSX[E/pS*/pT*] 

Casein 
Kinase II 

substrate 
motif 

[6] 

65-68 QPSP XXpSP 

GSK-3, 
ERK1, ERK2, 

CDK5 
substrate 

motif 

[9] 

66-68 PSP X[pS/pT]P 

GSK-3, 
ERK1, ERK2, 

CDK5 
substrate 

motif 

[9] 

66-68 PSP P[pS/pT]X 

DNA 
dependent 

Protein 
kinase 

substrate 
motif 

[5] 

67-68 SP pSP 

ERK1, ERK2 
Kinase 

substrate 
motif 

[9] 

* indicates the residue that has to phosphorylated already for the enzyme to recognize the motif 

 



 

Figure S1. Replicate of polysome profiling experiment. 



 



Figure S2. ChIP-seq of H3K4me3 and H3K27Ac and transcription factors that potentially initiate gene 

transcription of HCC-specific lncRNAs in HepG2 cells. 

 

Figure S3. RNA expression level of transcription factors that potentially initiate gene transcription of 

HCC-specific lncRNAs in normal liver and primary HCC retrieved from TCGA data. 
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