Supplementary Table S1. Characteristics of patients (n=30) grouped by type of systemic anti-psoriatic treatment.

Methotrexate Adalimumab Secukinumab Ustekinumab

(n=11) (n=8) (n=6) (n=5)
Age, years 61.0 (58.5-64.0) 60.5 (57.5-63.3) 59.5 (55.0-70.0) 64.0 (58.0-66.0)

Sex, male, n (%) 6 (54.5) 6 (75.0) 3 (50.0) 3 (60.0)

PASI 1.2(0.3-1.8) 0.9 (0.0-2.0) 0 (0.0-0.9) 0 (0.0-0.6)

BMI (kg/nr) 31.4 (28.6-32.7) 34.9 (29.6-38.3) 29.5(27.9-35.5) 30.0 (27.9-30.8)

Medically treated diabetes, n (%) 6 (54.5) 4 (50.0) 1(16.7) 1 (20.0)

PsA verified by rheumatologist, n (%) 5 (45.5) 2 (25.0) 4 (66.7) 0 (0)

Data are reported as median (IQR) for continuous variables. PASI, psoriasis area and severity index; BMI, body mass
index; PsA, psoriatic arthritis.



CVDII (92)

BMP-6, ANGPT1, ADM, CD40-L,
SLAMF7, PGF, ADAM-TS13,
BOC, IL-4RA, SRC, IL-1ra,
TNFRSF10A, STK4, IDUA,
TNFRSF11A, PAR-1, TRAIL-R2,
PRSS27, TIE2, TF, IL1RL2, PDGF
subunit B, IL-27, IL-17D, LOX-1,
Gal-9, GIF, PIgR, RAGE, SOD2,
CTRC, SPON2, GH, FS, GLO1,
CD84, PAPPA, SERPINA12, REN,
DECR1, MERTK, KIM1, THBS2,
TM, VSIG2, AMBP, PRELP, HO-
1, XCL1, IL16, SORT1,
CEACAMBS, PTX3, PSGL-1,
CCL17, MMP7, IgG Fc receptor
Il-b, ITGB1BP2, DCN, Dkk-1,
LPL, PRSS8, AGRP, HB-EGF,
GDF-2, FABP2, THPO, MARCO,
GT, BNP, MMP12, ACE2, PD-L2,
CTSL1, hOSCAR, TNFRSF13B,
TGM2, LEP, CA5A, HSP 27, CD4,
NEMO, VEGFD, PARP-1, HAOX1
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Inflammation (92)

IL8, VEGFA, CD8A, MCP-3,
GDNF, CDCP1, CD244, 1.7,
LAP TGF-beta-1, IL-17C, IL-
17A, CXCL11, AXIN1, TRAIL,
IL-20RA, CXCL9, CST5, IL-2RB,
IL-1 alpha, OSM, IL2, TSLP,
CCL4, CD6, SLAMF1, TGF-
alpha, MCP-4, CCL11,
TNFSF14, IL-10RA, FGF-5,
MMP-1, LIF-R, CCL19, IL-
15RA, IL-10RB, IL-22 RA1, IL-
18R1, PD-L1, Beta-NGF,
CXCL5, TRANCE, HGF, IL-12B,
IL-24, 1L13, ARTN, MMP-10,
IL10, TNF, CCL23, CD5, FIt3L,
CXCL6, CXCL10, 4E-BP1, IL-
20, SIRT2, CCL28, DNER, EN-
RAGE, CD40, L33, IFN-
gamma, FGF-19, IL4, LIF,
NRTN, MCP-2, CASP-8,
CCL25, CX3CL1, TNFRSF9, NT-
3, TWEAK, CCL20, ST1A1,
STAMBP, IL5, ADA, TNFB,
CSF-1

(82)
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uPA
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CVDIII (92)

TNFRSF14, LDL receptor, ITGB2,
IL-17RA, TNF-R2, MMP-9,
EPHB4, IL2-RA, ALCAM, TFF3,
SELP, CSTB, CD163, Gal-3, GRN,
NT-proBNP, BLM hydrolase,
PLC, LTBR, Notch 3, TIMP4,
CNTN1, CDH5, TLT-2, FABP4,
TFPI, PAI, CCL24, TR,
TNFRSF10C, GDF-15, SELE,
AZU1, DLK-1, SPON1, MPO,
CXCL16, IL-6RA, RETN, IGFBP-1,
CHIT1, TR-AP, GP6, PSP-D, PI3,
Ep-CAM, AP-N, AXL, IL-1RT1,
MMP-2, FAS, MB, TNFSF13B,
PRTN3, PCSK9, U-PAR, OPN,
CTSD, PGLYRP1, CPA1, JAM-A,
Gal-4, IL-1RT2, SHPS-1, CCL15,
CASP-3, CPB1, CHI3L1, ST2, t-
PA, SCGB3A2, EGFR, IGFBP-7,
CD93, IL-18BP, COL1A1, PON3,
CTSZ, MMP-3, RARRES2, ICAM-
2, KLK6, PDGF subunit A, TNF-
R1, IGFBP-2, vWF, PECAM-1,
MEPE, CCL16

(89)

Remove when 40% of samples

are lower than LOD:

GDNF, IL-20RA, IL-2RB, IL-1 alpha,
IL2, TSLP, FGF-23, IL-10RA, FGF-5, IL-
22 RA1, Beta-NGF, IL-24, IL13, ARTN,
IL-20, IL33, IL4, LIF, NRTN, IL5

(20)

Inflammation (72)

Supplementary Figure S1. Olink CVDII, CVDIIl and Inflammation protein panels.



Supplementary Figure S2. Pearson correlation scatter plots between selected differentially expressed proteins and PASI for all

patients (n=84).
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Pearson correlation coefficients R are shown with associated p-values, and y-axis shows protein NPX values.



rY L]
* R=046
p=0.0033

e

X

o0
o

a n=45, no CVD
2.51 ol 101
@ 2.0 IS ~ 99
a q 81 ha
g 8 3 81 .
1'5'. ® e Re0.48 7',. R=055 ) SR=034
104%. *p=0.00093 6l° ¢ p=9.6x10"0 79e% °e pg0.022
0 5 10 15 20 25 0 5 10 15 20 25 0 5 10 15 20 25
PASI PASI PASI
#1 R=0.33
| w =0.026
s @ 31 P
= o
< 0
= & 2
4o s .R=037 &
‘. p=0.013
0 5 10 15 20 25 0 5 10 15 20 25 0 5 10 15 20 25
PASI PASI PASI

CCL17

0 10 20 30
PASI

EN-RAGE

no CVD
41+ n=45 4y n=a1
< 31 < 31
N~ ~
[} I
= 5l = 21
2 . ' R=044
4T p=oo02s H p=9.3x107
0 5 10 15 20 25 0 5 10 15 20 25
PASI PASI
n=45. n=38
: L]
. R=-0.063
g Es p=0.71
T T . o °
Sy = 6 s
... ..
a o e —
0 5 10 15 20 25 0 5 10 15 20 25
PASI PASI
10.01s n=45 10.0{ n=35
75_5: R=-041 751 R=0.15
. : p=00053 p=0.4
L L 501
= = . .
2.5 {pa—ptqwv—r—
0.0
0 5 10 15 20 25 0 5 10 15 20 25
PASI PASI
d CVD
n=39 n=36
5{°. 5{ .
R=-0.0035 R=0.2
<4 <?
<. p=0.98 <7l . p=0.24
T 31 3
= = L8
2 2
11 IR
0 5 10 15 20 25
PASI
n=35
94 9-
R=0.15
8 81 0.39
p=0.
7 &74,
L6 és'ﬁ'l'.‘
51 54 ¢% .: .
44 4, -
0 5 10 15 20 25
PASI
n=37
75 751 R=-0.049
p=0.77
L 5.0 L 5.0
= = .
25] 25 | rpheitpmd
0.0 0.0
0 10 20 30 0 5 10 15 20 25
PASI PASI

Supplementary Figure S3. Pearson correlation scatter plots between selected differentially expressed proteins and PASI.

Pearson correlation coefficients R are shown with associated p-values, and y-axis shows protein NPX values for a. Patients without CVD (n=45). b.
Patients without CVD (n=45, left panel) compared to adjusted groups after exclusion of patients receiving anti-IL-17A (n=4), anti-IL-12/23 (n=7) and
anti-TNF (n=10), respectively (right panel). c. Patients with CVD (n=39), d. Patients with CVD (n=39, left panel) compared to adjusted groups after
exclusion of patients receiving anti-IL-17A (n=3), anti-IL-12/23 (n=4) and anti-TNF (n=2), respectively (right panel).



	Supplementary Table 1
	pso.PASI.treatment.v19 supplementary



