Table S5 Experimental validated of predicted miR408 targets in plants

Species Sequences References
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Vertical arrows indicate the 5’ termini of miRNA-guided cleavage products, as identified by 5°’-RACE,

with the frequency of clones shown. Perfect base pairing is shown as vertical dashes, whereas G:U

wobble pairing is indicated by circles. PLC, plantacyanin, UCC, Uclacyanin, LAC, laccase, DSHCT,
DOB1/SK12/helY-like DEAD-box Helicase, LOC_Os11 g07500, IbKCS, 3-ketoacyl-CoA synthase 4;
IbPCL, Plantacyanins; IbGAUT, galacturonosyltransferase 7-like, TaTOCI, Triticum aestivum TIMING
OF CABEXPRESSION 1.



