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Suppl. Fig. 1 

Supplementary figure 1. Physiological characteristics over the course of the treatment. To monitor the welfare and possible 
differences between groups, body weight (A), food intake (B), and water intake (C) were followed over the course of 
21 days of treatment. Data are presented as mean ± SEM of 10 animals per group. Symbols on the graphs are as 
follows: Ctl, control; OE, PGC‐1α overexpressing mice; Simv, simvastatin; WT, wild type 
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Suppl. Fig. 2 

 

Supplementary figure 2. Expression of PGC-1α mRNA in skeletal muscle. Switch from glycolytic to oxidative 
metabolism is regulated by PGC‐1α, which leads to increase in mitochondria number, and increase in fatty acid 
uptake and metabolism. We assessed the muscle mRNA expression of peroxisome proliferator activated receptor 
gamma coactivator 1 alpha (Ppargc1a). Data are presented as mean ± SEM of 8 animals per group. After two‐way 
ANOVA analysis, the treatment factor, the animal model factor, and the interaction between treatment and animal 
model was significant. Symbols on the graphs are as follows: * p < .05 simvastatin‐treated vs. respective water‐treated 
(control) mice; and # P < .05 PGC‐1α OE vs. WT mice of the same treatment group (water or simvastatin). Ctl, control; 
OE, PGC‐1α overexpressing mice; Simv, simvastatin; WT, wild type 
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Suppl. Fig. 3 

 

Supplementary figure 3. mRNA expression of lipoprotein lipase (Lpl) in skeletal muscle. Lipoprotein lipase hydrolyzes 
triglycerides from circulating low or very low‐density lipoproteins. Data are presented as mean ± SEM of 8 animals 
per group. After two‐way ANOVA analysis, the animal model factor was significant. Symbols on the graphs are as 
follows: *P < .05 between simvastatin‐treated and respective control mice; and # P < .05 PGC‐1α OE vs. WT mice of the 
same treatment group (water or simvastatin). Ctl, control; OE, PGC‐1α overexpressing mice; Simv, simvastatin; WT, 
wild type 

 


