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Supplementary Figure S5. Further confirmation of the relative expression levels of genes encoding cell expansins

and those involved in defense responses in senescent leaves of AtWAKL10 OE1 line. Leaves 6 and 7 with less than
20% leaf area yellowing were collected from wild type, wak/10 mutant and both AtWAKL10 OE lines for transcriptional
expression analysis. The relative expression levels of tested transcripts in AtWAKL10 OE1 line showed a similar trend
as that in AfWAKL10 OEZ2 line. Data were averages of biological triplicates. Significant differences for OE7 compared
with the wild type were indicated by asterisks and determined by Student’s t-test (*p < 0.05; **p < 0.01 and ***p < 0.001).



