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Supplementary Figure S4

Supplementary Figure S4.  Analysis of specific transcript changes caused by mutation or overexpression of AtWAKL10 
during natural leaf senescence. For all three genotypes, rosette leaves 6 and 7 with 20% leaf area from leaf tip yellowing 
were collected. The relative transcript levels of genes encoding key enzymes and components of JA, ABA and ethylene 
signaling as well as members of WAKs and WAKLs were determined. Data were presented as means ± SE of biological 
troplicates. Significant differences for wakl10 mutant and OE2 line compared with the wild type (Col-0) were determined 
by Student’s t-test (*p < 0.05; **p < 0.01 and ***p < 0.001). 


