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AtWAKL10 kCATAAATCACCTTGTACACCGITATATAATATCGTACACCTTCACCTATTGTGTACACCTCATATTCAAAAGATAAAACC 80
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AtWAKL10 TGATGGTGTACACCATTATATTTTTATTAATTTATGAACAATTATTATTTTATTTTATAAATATGAGATAAATAGAAATA 520
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AtWAKL10 TTTTAGAAGATATGTATAAART GIAT i€ TINTAAGTGTTAGTGTACAAAACTATGTTTTAATGCTGGTGTACGAGAAT 400
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AtWAKL10 TATAATTAAAAACATATAAATCATCTTGTTTTTGGAAGAAGAAATTATTTTTTAAAAATAATTTATTTTTATAAAATTCA 480
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AtWAKL10 AAAAGATGAATATGAAAAAAAAAATAACTATAATATAATAAAAATAGTTCTAAATAGTTAAATAATATAAAAAGTTTGAC 560
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AtWAKL10  CCATRTETETEEATATAAAGT T AN T’ T T TGACATATTTTTTGTCTTTTAGCTTATTACACATAACCTCT 640
SALK_132887 ----ICHCHCHNe----------] ccllelecele - - -———----—————— - 97
AtWAKL10 ~ ATTTCACAAAAAAAGTAAAAAAAGTGTCTATTTCACAAATTTCTAAAAAAACTACCTACTTCTCAAATTACTTTTTAAAA 720
SALK 132887 === === === oo 97

AtWAKL10 ~ AGTGTCTACTATTCTAATAAGCCTNVVIGNGIAR GCTAGATTCACHEC TRITAHGHT TRRTECETTCATGCGTGTG 800
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AtWAKL10 ~ TCTACAGATACTTGTTCTCT TRTNEA ISR TNNEVACECACE T TR TA¥SICAGAGTCGGATTGTGATAGTTACAGTGGAA 960
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AtWAKL10 ATTTCTCCTCGCGACC GTCACGTTTTGATATTTTTCTTTTTTCTCGTAAATAAATGGAGGAATIATH NWNT 1040
SALK_132887 —---=-------- e Ao ifNsic 218

insertion site
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AtWAKL10 GAAAATATGAAAGCGAAATTCAAAGATGAAGACTTATGATTCATTGCTGGGTCAAACTAAACACAAGATTTTTCCTTCGC P}
SR QKPR YA GAAAATATGAAAGCGAAATTCAAAGATGAAGACTTATGATTCATTGCTGGGTCAAACTAAACACAAGATTTTTCCT TCGCRE]S
AtWAKL10 TCTTGAGCAGATFATAAACAGAAAACATTAA'IE%&AGCTCTAATT 2280
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RP start codon

AtWAKL10 GTAGTTGTTCTCTT 1294
SALK_132887 —------------- 391

Supplementary Figure S2. Screening of homozygous atwak/10 mutants and determination of the T-DNA insertion site.
Homozygous mutant plants were confirmed by PCR-based genotyping with the LP (left primer) and RP (right primer). The
PCR product was sent for sequencing. Sequence alignment was carried out using the Sequence Manipulation Suite.



