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tr|Q8NJSS|CDR1_CdAYEAST
tr|Q8NJS4 |CDR2_CAYEAST
sSp|EER33788 |CDR1_CtYEAST
tr|Q8X023|AFR1_CnYEAST
sp|P33302| PDRS_SCYEAST
sp|P51533| PDR10_ScYEAST
sp|P40550 | PDR11_ScYEAST
sp1Q02785| PDR12_SCYEAST
sp1Q04182 | PDR15S_SCYEAST
sSp|PS3756| PDR18_SCYEAST
sp1Q08409 |AUS1_SCYEAST
sp|P32568 | SNQ2_SCYEAST
sp|P41820|BFR1_SpPYEAST
sSp|P45844 |ABCG1_HUMAN

sSp | Q9UNQO | ABCG2_HUMAN
sSplQ99P81 | ABCG3_MOUSE
SpIQ9H172 | ABCG4_HUMAN
Sp|Q9H222 | ABCGS_HUMAN
Sp|Q9H221 | ABCGS_HUMAN
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TMD2

TMD2

TMD2

sp|P43071|CDR1_CaYEAST
sp|P78595|CDR2_CaYEAST
sp|042690|CDR3_CaYEAST
tr|AOA1DS8PCM6 | CDR6_CaYEAST
tr|AOA1DE8PK1S |CDR11_CaYEAST
SpIQ6FK23 |CDR1_CgYEAST
$p1074208 | PDH1_CGYEAST
tr|Q6FUR1 |AUS1_CQYEAST
SpIQ6FQN3 | SNQ2_CQYEAST
sp|PIS57142|CDR1_CaurYEAST
tr|Q8NJSS|CDR1_CAYEAST
tr|Q8NJS4 |CDR2_CAYEAST
Sp|EER33788 |CDR1_CtYEAST
tr|1Q8X023 |AFR1_CnYEAST
sp|P33302| PDRS_ScCYEAST
sp|P51533| PDR10_ScYEAST
sp|P40550 | PDR11_ScCYEAST
sp1Q02785| PDR12_SCYEAST
sp1Q04182 | PDR1S_SCYEAST
sp|P53756| PDR18_SCYEAST
splQ08409|AUS1_SCYEAST
SpIP32568 | SNQ2_SCYEAST
sp|P41820|BFR1_SpYEAST
sp|P45844 |ABCG1_HUMAN
Sp|QIUNQO | ABCG2_HUMAN
sSp|Q99P81|ABCG3_MOUSE
SpIQ9H172 | ABCG4_HUMAN
Sp|Q9H222 | ABCGS_HUMAN
Sp|Q9H221 |ABCGS8_HUMAN
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splP43071|CDR1_CaYEAST
sp|P78595|CDR2_CaYEAST
spl042690|CDR3_CaYEAST
tr|AOA1DS8PCME | CDR6_CaYEAST
tr|AOA1DE8PK1S |CDR11_CaYEAST
sp|Q6FK23 | CDR1_CQYEAST
spl1074208 | PDH1_CQYEAST
tr|Q6FURL |AUS1_CQYEAST
SpIQ6FQN3 | SNQ2_CQYEAST
Sp|PIS57142|CDR1_CaurYEAST
tr|Q8NJSS |CDR1_CAYEAST
tr|Q8NJS4 |CDR2_CAYEAST
Sp|EER33788 |CDR1_CtYEAST
triQ8X023|AFR1_CnYEAST
sp|P33302 | PDRS_SCYEAST
sp|P51533| PDR10_ScYEAST
sp|P40550 | PDR11_SCYEAST
sp1Q02785| PDR12_SCYEAST
spl1Q04182 | PDR1S_SCYEAST
Sp|P53756| PDR18_SCYEAST
splQ08409|AUS1_SCYEAST
Sp|P32568|SNQ2_SCYEAST
splP41820|BFR1_SpYEAST
sSp|P45844 |ABCG1_HUMAN

sp | QIUNQO | ABCG2_HUMAN
sp|Q99P81|ABCG3_MOUSE
SpIQ9H172 | ABCG4_HUMAN
sp|Q9H222 | ABCGS_HUMAN
Sp|Q9H221 |ABCGS8_HUMAN
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sp|P43071|CDR1_CaYEAST
sp|P78595|CDR2_CaYEAST
spl042690 | CDR3_CaYEAST
tr|AOA1DBPCM6 | CDR6_CaYEAST
tr|AOA1DS8PK1S|CDR11_CaYEAST
sp|Q6FK23 | CDR1_CGYEAST
sp1074208 | PDH1_CGYEAST
tr|Q6FURL |AUS1_CgYEAST
Sp|Q6FQN3 | SNQ2_CgYEAST
SpIPIS57142|CDR1_CaurYEAST
tr|Q8NJSS|CDR1_CAYEAST
tr|Q8NJIS4 | CDR2_CAYEAST
sp|EER33788 | CDR1_CtYEAST
tr|Q8X023|AFR1_CnYEAST
sp|P33302| PDRS_SCYEAST
sp|P51533| PDR10_SCYEAST
sp|P40550 | PDR11_SCYEAST
sp1Q02785| PDR12_SCYEAST
sp1Q04182| PDR1S_SCYEAST
sp|P53756| PDR18_SCYEAST
sp1Q08409 | AUS1_SCYEAST
sp|P32568 | SNQ2_SCYEAST
sp|P41820 | BFR1_SPYEAST
Sp|P45844 |ABCG1_HUMAN
Sp | QIUNQO | ABCG2_HUMAN
sp|Q99P81 | ABCG3_MOUSE
SpIQ9H172 |ABCG4_HUMAN
sp|Q9H222 | ABCGS_HUMAN
Sp|Q9H221 | ABCGS_HUMAN

=

FIETHC B G

R KK

3
[ ]
)

x‘tlvriﬂalxivw-
|s1rNKIRNTRfKKO-
Bx17678




Supplementary Figure S1: Amino acid sequence alignment of fungal ABC transporters
(PDR subfamily) and mammalian ABCG subfamily.

The multiple sequence alignments (MSA) were conducted using BioEdit and ClustalX2.
Conserved residues are highlighted with the conservation scale as the height of gray bars at the
bottom. Conserved motifs in the NBDs are highlighted in the red boxes, including A-loop, Walker
A, Q-loop, hot spot helix, Signature loop, Pro-loop, Walker B, D-loop and H-loop, respectively.
The putative conserved motifs in the TMDs are highlighted in color boxes, the elbow helix
(pink), TMH1-TMH®6 (yellow), ICL (orange), re-entry helix (blue) and ECL (violet), respectively.
Ca: Candida albicans, Cg: Candida glabrata, Caur: Candida auris, Cd: Candida dubliniensis, Ct:
Candida tropicalis, Cn: Cryptococcus neoformans, Sc: Saccharomyces cerevisiae, Sp:
Schizosaccharomyces pombe.



