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Supplementary Figure S1: Amino acid sequence alignment of fungal ABC transporters 
(PDR subfamily) and mammalian ABCG subfamily.  
The multiple sequence alignments (MSA) were conducted using BioEdit and ClustalX2. 
Conserved residues are highlighted with the conservation scale as the height of gray bars at the 
bottom. Conserved motifs in the NBDs are highlighted in the red boxes, including A-loop, Walker 
A, Q-loop, hot spot helix, Signature loop, Pro-loop, Walker B, D-loop and H-loop, respectively. 
The putative conserved motifs in the TMDs are highlighted in color boxes, the elbow helix 
(pink), TMH1-TMH6 (yellow), ICL (orange), re-entry helix (blue) and ECL (violet), respectively. 
Ca: Candida albicans, Cg: Candida glabrata, Caur: Candida auris, Cd: Candida dubliniensis, Ct: 
Candida tropicalis, Cn: Cryptococcus neoformans, Sc: Saccharomyces cerevisiae, Sp: 
Schizosaccharomyces pombe. 


