Table S1. The full list of 3202 identified unique proteins at global 1% FDR.

Unused | Total
No. %Cov | %Cov(50) | %Cov(95) Accession Name Species | Peptides(95%)
Score | score
Uncharacterized protein OS=Cavia porcellus
1 263.3 263 | 47.22 42.08 33.73 tr IHOV2COIHOV2C0_CAVPO CAVPO 133
GN=DYNC1H1 PE~=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2 22933 | 229 | 6424 59.55 56.87 trIHOVEL7 IHOVEL7_CAVPO CAVPO 127
porcellus GN=SPTAN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3 216.89 | 218 | 65.08 61.97 56.46 tr IHOVI20 | HOVI20_CAVPO CAVPO 116
porcellus GN=SPTBN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
4 179.52 | 180 | 58.34 56.71 56.23 trIHOV7951HOV795_CAVPO CAVPO 127
GN=MAPI1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
5 161.37 | 161 50.7 42.93 42.48 trIHOVAM7 |HOVAM7_CAVPO CAVPO 92
GN=CROCC PE=4 SV=1
Clathrin heavy chain OS=Cavia porcellus
6 150.06 | 150 | 56.42 54.33 52.3 tr IHOV5M6 | HOVSM6_CAVPO CAVPO 109
GN=CLTC PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
7 116.68 | 117 | 40.83 36.22 31.87 trI[HOVTF11HOVTF1_CAVPO CAVPO 63
porcellus GN=ABCA4 PE=3 SV=1
S-antigen OS=Cavia porcellus GN=Sag PE=2
8 108.95 | 109 94.8 92.08 90.35 tr| A4L9L41A419L4 CAVPO V-1 CAVPO 206
Uncharacterized protein OS=Cavia porcellus
9 107.96 | 108 | 45.77 39.35 33.23 trIHOV2D11HOV2D1_CAVPO CAVPO 58
GN=MYHI10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
10 | 10597 | 106 | 21.66 14.4 8.301 tr IHOVH85 I HOVH85_CAVPO CAVPO 45
porcellus GN=MACF1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
11 105.46 | 105 | 42.59 35.04 28.85 tr [HOUY83 |HOUY83_CAVPO CAVPO 54
GN=FASN PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
12 | 105.05 | 105 54.6 51.4 46.11 trIHOVJR7 |IHOVJR7_CAVPO CAVPO 61
porcellus GN=AGL PE=4 SV=1




Pyruvate kinase OS=Cavia porcellus GN=PKM

13 | 10226 | 103 | 82.49 75.89 73.82 trIHOVDN8 I HOVDNS_CAVPO CAVPO 130
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
14 96.97 97 75.58 71.21 65.21 tr IHOUXJ8 | HOUX]J8_CAVPO CAVPO 90
GN=HSP90AA1 PE=3 5V=1
DNA topoisomerase 2 (Fragment) OS=Cavia
15 96.78 | 96.9 | 44.99 41.73 36.03 trIHOVTB2IHOVTB2_CAVPO CAVPO 53
porcellus GN=TOP2B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
16 95.74 | 958 | 91.78 91.78 89.86 tr IHOW3T8 I HOW3T8_CAVPO CAVPO 184
porcellus GN=ALDOC PE=4 SV=1
Vimentin OS=Cavia porcellus GN=Vim PE=2
17 94.08 | 94.1 | 89.01 87.93 84.91 trIB5A9S31B5A9S3_CAVPO V-1 CAVPO 141
Uncharacterized protein OS=Cavia porcellus
18 89.57 | 89.6 | 36.84 30.38 25.05 tr IHOV8]7 1 HOV8]7_CAVPO CAVPO 44
GN=SNRNP200 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
19 89.07 | 89.1 | 37.56 26.98 21.41 trIHOVGR9 |HOVGR9_CAVPO CAVPO 42
GN=PRPF8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
20 8744 | 874 | 564 55.59 50.23 tr IHOVHR6 | HOVHR6_CAVPO CAVPO 49
GN=ACLY PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
21 8726 | 873 | 548 49.65 47.18 trIHOVH73 1 HOVH73_CAVPO CAVPO 60
porcellus GN=Atpla3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
22 86.07 | 86.1 | 82.47 79.78 78.88 tr [HOVKEO |HOVKEQ_CAVPO CAVPO 139
GN=TUBB4B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
23 85.98 | 86.7 | 66.46 58.51 53.92 tr IHOVKT6 | HOVKT6_CAVPO CAVPO 59
GN=EPB41L2 PE=4 5V=1
Glyceraldehyde 3-phosphate dehydrogenase
24 84.88 85 88.59 87.99 87.99 trIBSAN231B5AN23_CAVPO CAVPO 208
OS=Cavia porcellus GN=Gapdh PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
25 83.53 | 83.7 | 37.14 26.67 21.4 tr IHOV7C5IHOV7C5_CAVPO CAVPO 39
GN=TLN2 PE=4 SV=1
Alpha-enolase OS=Cavia porcellus GN=Enol
26 83.46 | 83.6 | 94.93 92.4 89.63 trlA9YWS91 A9YWS9_CAVPO CAVPO 175

PE=2 SV=1




Uncharacterized protein OS=Cavia porcellus

27 82.48 | 825 | 67.07 58.4 56.42 tr IHOVK93HOVK93_CAVPO CAVPO 48
GN=ACTN4 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
28 81.83 | 81.8 | 52.69 52.58 49.18 tr [HOW2R8 |HOW2R8_CAVPO CAVPO 46
GN=PDE6B PE=4 SV=1
Reticulon (Fragment) OS=Cavia porcellus
29 80.28 | 80.3 | 60.37 58.44 57.86 tr[HOV091 |HOV091_CAVPO CAVPO 49
GN=RTN4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
30 78.99 79 93.35 92.46 92.24 trIHOW9T4 1 HOW9T4_CAVPO CAVPO 142
porcellus GN=TUBA1B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
31 7754 | 77.6 | 388 30.41 27.76 trIHOVDA8SIHOVDAS_CAVPO CAVPO 43
porcellus GN=NUMA1 PE=4 SV=1
Microtubule-associated protein OS=Cavia
32 76.68 | 76.7 | 46.68 37.26 32.78 tr IHOVCTOIHOVCTO_CAVPO CAVPO 48
porcellus GN=MAP2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
33 75.97 76 54.54 52.08 48.11 tr IHOUZR6 | HOUZR6_CAVPO CAVPO 49
GN=UBA1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
34 7536 | 754 | 41.95 38.37 36.5 tr IHOUX20 | HOUX20_CAVPO CAVPO 40
GN=CAND1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
35 7524 | 752 | 52.37 47.52 42.99 trIHOV6T6 IHOV6T6_CAVPO CAVPO 44
porcellus GN=HK1 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
36 7449 | 745 | 54.07 50.12 49.07 trIHOVZ]J11HOVZ]1_CAVPO CAVPO 39
GN=DNM1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
37 71.87 | 719 | 65.13 64.62 62.18 trIHOVLW41HOVLW4_CAVPO CAVPO 42
GN=ACO2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
38 71.62 | 71.7 | 51.61 48.69 45.97 tr IHOUWJOIHOUWJ0_CAVPO CAVPO 36
GN=TF PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
39 7149 | 715 | 76.17 72.81 72.81 tr|[HOVBB2 |HOVBB2_CAVPO CAVPO 60
GN=DPYSL3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
40 71.06 | 71.1 | 65.14 61.04 59.93 trIHOVKG1IHOVKG1_CAVPO CAVPO 41

porcellus GN=VCP PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

41 69.97 70 46.74 41.16 37.71 trIHOUWT8 | HOUWTS_CAVPO CAVPO 37
GN=CADPS PE=4 SV=1
Phosphoglycerate kinase OS=Cavia porcellus
42 69.94 70 78.95 77.99 72.73 trIHOVYU4IHOVYU4_CAVPO CAVPO 75
GN=PGK1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
43 69.84 | 69.9 | 59.46 58.39 55.08 trIHOVQ721HOVQ72_CAVPO CAVPO 44
GN=MATR3 PE=4 SV=1
Phosphorylase OS=Cavia porcellus GN=PYGB
44 69.61 69.6 | 53.86 51.96 51.25 tr IHOWCW9 I HOWCW9_CAVPO CAVPO 39
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
45 69.1 69.1 | 60.79 59.95 58.52 tr IHOV2D0I1HOV2D0_CAVPO CAVPO 40
GN=HSPA4 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
46 67.73 | 67.7 | 72.84 68.62 62.94 tr IHOVDX5 |HOVDX5_CAVPO CAVPO 40
GN=CCT3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
47 67.49 67.9 | 41.27 36.24 31.28 trIHOV178 I HOV178_CAVPO CAVPO 35
GN=EPRS PE=3 SV=1
Calcium-transporting ATPase OS=Cavia
48 66.93 | 66.9 | 43.67 38.58 36.08 tr IHOUZ89 |HOUZ89_CAVPO CAVPO 35
porcellus GN=ATP2A2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
49 66.64 | 66.7 | 64.51 63.52 60.86 trIHOV1C31HOV1C3_CAVPO CAVPO 45
GN=STXBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
50 66.28 | 66.3 | 59.39 55.27 54.2 trIHOVLM3 | HOVLM3_CAVPO CAVPO 45
porcellus GN=HSPA5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
51 65.87 | 659 | 62.39 60.88 59.7 trIHOVOG1IHOVOG1_CAVPO CAVPO 43
GN=CANX PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
52 65.41 65.5 | 42.46 40.61 35.09 trIHOVFS4 I HOVES4_CAVPO CAVPO 37
GN=DDB1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
53 63.94 | 63.9 | 54.21 50.93 48.71 tr IHOV823 |HOV823_CAVPO CAVPO 35
porcellus GN=NPEPPS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
54 63.32 | 63.3 51 429 40.9 tr IHOVGF4|HOVGF4_CAVPO CAVPO 35

GN=AP2B1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

55 63.2 63.2 | 46.74 42.8 41.3 tr|HOVIB5 | HOVIB5_CAVPO CAVPO 36
GN=AP2A2 PE=4 SV=1
Guanylate cyclase OS=Cavia porcellus
56 6244 | 625 | 47.56 39.96 38.07 tr [ HOUWB3 | HOUWB3_CAVPO CAVPO 35
GN=GUCY2D PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
57 61.7 61.7 | 54.25 53.9 50.95 trIHOVEJ31HOVE]3_CAVPO CAVPO 36
GN=LMNB2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
58 61.64 61.6 52.8 49.44 47.57 trIHOVKS81 IHOVK81_CAVPO CAVPO 50
GN=HNRNPU PE=4 S5V=1
Glucose-6-phosphate 1-dehydrogenase
59 61.58 | 61.6 | 81.94 80.39 77.48 tr IHOW6W1I1HOW6W1_CAVPO CAVPO 39
OS=Cavia porcellus GN=G6PD PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
60 61.52 | 61.5 | 63.21 59.32 57.21 trIHOVLR3 |HOVLR3_CAVPO CAVPO 37
GN=ATP6V1A PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
61 6142 | 615 | 46.84 4419 39.65 trIHOV6R2 I HOV6R2_CAVPO CAVPO 38
porcellus GN=ATP6AP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
62 61.08 | 66.1 | 65.63 64.24 60.53 tr IHOV2J11HOV2J1_CAVPO CAVPO 73
GN=Hspa8 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
63 60.66 | 60.7 | 52.22 49.36 47.64 trIHOVTY8 IHOVTY8_CAVPO CAVPO 37
porcellus GN=EEF2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
64 6025 | 604 | 327 25.1 14.78 tr IHOUZ34 |HOUZ34_CAVPO CAVPO 26
GN=FLNA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
65 60.02 | 60.1 | 86.88 86.61 82.94 trIHOVEV2IHOVEV2_CAVPO CAVPO 87
GN=CKB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
66 59.21 74.6 | 53.02 50.93 45.12 tr [HOUXF3 |HOUXF3_CAVPO CAVPO 43
GN=PDE6A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
67 59.14 | 59.2 | 47.07 43.96 41.84 tr IHOVC90IHOVC90_CAVPO CAVPO 33
GN=HSP90B1 PE=3 SV=1
Alanine--tRNA ligase, cytoplasmic OS=Cavia
68 59.12 | 59.2 | 50.1 46.69 38.33 trIHOUYE7 |HOUYE?7_CAVPO CAVPO 31

porcellus GN=AARS PE=3 SV=1




Alanine--tRNA ligase, cytoplasmic OS=Cavia

69 59.12 | 59.2 | 50.1 46.69 38.33 trIHOUYEZ |HOUYE7_CAVPO CAVPO 31
porcellus GN=AARS PE=3 SV=1
L-lactate dehydrogenase (Fragment) OS=Cavia
70 59.04 | 59.1 | 90.83 81.66 77.51 tr|[HOVKBO | HOVKB0_CAVPO CAVPO 78
porcellus GN=LDHA PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
71 58.86 | 58.9 80 78.4 75.47 tr|[HOVKP1 IHOVKP1_CAVPO CAVPO 86
GN=ACTG1 PE=3 SV=1
T-complex protein 1 subunit alpha OS=Cavia
72 58.18 | 58.2 | 65.11 63.31 60.25 trIHOUWR?7 [HOUWR7_CAVPO CAVPO 34
porcellus GN=LOC100714101 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
73 57.72 579 | 28.84 22.46 16.12 tr IHOWA32IHOWA32_CAVPO CAVPO 30
GN=TPR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
74 57.67 | 583 | 64.36 63.09 60.73 tr IHOVEJ5IHOVE]5_CAVPO CAVPO 34
porcellus GN=CCT8 PE=3 SV=1
Phosphorylase OS=Cavia porcellus GN=PYGL
75 57.34 68 52.41 45.12 42.19 trIHOV7331HOV733_CAVPO CAVPO 37
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
76 5719 | 57.4 | 498 42.65 42.51 trIHOVEI7 IHOVEI7_CAVPO CAVPO 36
porcellus GN=Nsf PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
77 5716 | 57.2 | 43.55 43.55 42.49 tr IHOV3P6 IHOV3P6_CAVPO CAVPO 42
porcellus GN=NCAM1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
78 56.97 | 613 | 57.38 53.18 49.46 trIHOV8F41HOV8F4_CAVPO CAVPO 37
porcellus GN=HSPA4L PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
79 56.36 | 56.5 | 43.09 37.31 33.57 tr IHOVM20 I HOVM20_CAVPO CAVPO 32
GN=DCTN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
80 56.33 | 56.4 | 43.2 40.91 37.8 trIHOV1E2 |[HOV1E2_CAVPO CAVPO 32
GN=GANAB PE=4 SV=1
6-phosphofructokinase OS=Cavia porcellus
81 56.18 | 56.2 | 51.52 48.23 46.59 trIHOUW67 IHOUW67_CAVPO CAVPO 34
GN=PFKP PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
82 56.09 | 56.6 | 58.41 56.56 55.08 tr [HOUXK6 |HOUXK6_CAVPO CAVPO 31

GN=CCT5 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

83 55.95 | 66.5 | 44.74 40.09 38.77 tr[HOV335IHO0V335_CAVPO CAVPO 38
GN=EPB41L3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
84 55.83 | 559 | 66.33 65.49 55.11 tr|HOUT421 HOUT42_CAVPO CAVPO 38
porcellus GN=TKT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
85 5536 | 57.4 | 65.61 54.99 54.99 trIHOVNL4 | HOVNL4_CAVPO CAVPO 41
porcellus GN=LMNB1 PE=3 SV=1
Calcium-transporting ATPase OS=Cavia
86 55.12 | 553 | 34.67 32.46 27.46 trIHOVTK1 I[HOVTK1_CAVPO CAVPO 28
porcellus GN=ATP2B1 PE=3 SV=1
Protein disulfide-isomerase OS=Cavia
87 55.06 | 55.1 | 67.33 65.54 65.54 tr IHOVBS1 | HOVBS1_CAVPO CAVPO 35
porcellus GN=PDIA3 PE=3 SV=1
Glucose-6-phosphate isomerase OS=Cavia
88 54.8 54.9 | 56.99 53.41 51.97 tr IHOVCM3 | HOVCM3_CAVPO CAVPO 59
porcellus GN=GPI PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
89 54.63 | 54.7 | 66.17 62.8 59.25 tr[HOVMF2 |[HOVMF2_CAVPO CAVPO 28
porcellus GN=CCT2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
90 5433 | 544 | 47.74 46.5 45.13 tr IHOVKO1 IHOVKO01_CAVPO CAVPO 33
porcellus GN=DDX17 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
91 53.78 | 53.8 | 43.11 38.81 32.45 tr IHOVOP6 IHOVOP6_CAVPO CAVPO 29
GN=OGDH PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
92 53.3 53.7 | 26.67 21.93 16.97 trIHOVB36 | HOVB36_CAVPO CAVPO 27
porcellus GN=MYOS5A PE=4 SV=1
ATP synthase subunit beta OS=Cavia porcellus
93 52.77 | 52.8 | 64.22 58.76 57.44 trIHOVZD9IHOVZD9_CAVPO CAVPO 58
GN=ATP5B PE=3 SV=1
Protein disulfide-isomerase OS=Cavia
94 5224 | 523 | 67.78 65.03 60.51 trIHOVL04 | HOVL04_CAVPO CAVPO 31
porcellus GN=P4HB PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
95 5213 | 522 | 3691 34.44 25.41 trI[HOVEF41 HOVEF4_CAVPO CAVPO 28
porcellus GN=SF3B1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
96 51.73 | 51.7 | 47.79 46.69 45.72 tr THOV5Q8 1HOV5Q8_CAVPO CAVPO 28

GN=NDUEFS1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

97 51.61 54 31.68 24.42 16.63 trIHOW917 |THOW917_CAVPO CAVPO 25
porcellus GN=MAP1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
98 51.42 | 51.4 | 38.85 28.44 27.58 tr|HOV943 | HOV943_CAVPO CAVPO 30
GN=MYO6 PE=4 SV=1
Beta-transducin OS=Cavia porcellus GN=Gnb1
99 50.52 | 50.6 | 78.82 77.35 74.41 tr | A9LS481 A9LS48_CAVPO CAVPO 71
PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
100 | 50.41 50.4 | 40.7 37.96 33.46 trIHOVD65 I HOVD65_CAVPO CAVPO 27
GN=CNTN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
101 | 49.77 | 498 | 684 68.2 55.4 trIHOV3J6 1 HOV3]6_CAVPO CAVPO 25
GN=DARS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
102 | 49.69 | 49.7 | 4045 34.64 34.64 trIHOVPE3 |HOVPE3_CAVPO CAVPO 28
porcellus GN=ILF3 PE=4 SV=1
Structural maintenance of chromosomes
103 | 49.64 | 49.7 | 3574 31.04 25.2 trIHOVEX7 |THOVEX7_CAVPO protein OS=Cavia porcellus GN=SMC1A PE=3 | CAVPO 26
Sv=1
Uncharacterized protein OS=Cavia porcellus
104 49.6 49.7 | 41.08 32.46 25.88 tr IHOVDK8 I HOVDK8_CAVPO CAVPO 25
GN=SMC3 PE=4 SV=1
ATP synthase subunit alpha OS=Cavia
105 | 4954 | 49.6 | 53.45 53.09 50.36 tr IHOVM26 | HOVM26_CAVPO CAVPO 38
porcellus GN=ATP5A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
106 | 49.51 50.1 | 41.39 40.36 39.57 trlHOVOD8 |HOVODS8_CAVPO CAVPO 26
GN=PDCD6IP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
107 | 49.31 62.3 | 33.12 28.05 19.1 trIHOUY16 | HOUY16_CAVPO CAVPO 31
porcellus GN=MYH14 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
108 49.3 493 | 61.21 61.03 59.61 tr[HOVCN9 |HOVCN9_CAVPO CAVPO 32
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
109 | 4916 | 56.3 | 63.99 59.62 57.87 tr IHOVF18 |HOVF18_CAVPO CAVPO 42
GN=CRMP1 PE=4 SV=1
110 48.73 49 60.92 55.6 51.15 trIHOW1Z7 | HOW1Z7_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 33




GN=HSPD1 PE=3 SV=1

Sodium/potassium-ATPase alpha-subunit

111 48.57 80.9 | 49.61 46.19 44.63 tr | B3S106 | B35106_CAVPO isoform 1 splice-variant a OS=Cavia porcellus | CAVPO 53
GN=atplal PE=2 SV=2
Uncharacterized protein OS=Cavia porcellus
112 | 48.44 | 486 | 319 28.03 20 trIHOUTE6 | HOUTE6_CAVPO CAVPO 25
GN=LRPPRC PE=4 SV=1
Aspartate aminotransferase OS=Cavia
113 48.3 48.3 | 73.12 67.55 66.1 trIHOVCS7 IHOVCS7_CAVPO CAVPO 30
porcellus GN=GOT1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
114 | 4821 | 56.2 | 3048 21.56 15.43 trIHOWOA9 | HOW0A9_CAVPO CAVPO 28
porcellus GN=SPTB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
115 | 48.08 | 524 | 525 46.68 39.7 tr[HOVONS |HOVON5_CAVPO CAVPO 28
GN=EPB41 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
116 | 48.01 | 48.1 | 44.23 36.51 33.8 trIHOV7T7 IHOV7T7_CAVPO CAVPO 28
GN=HYOU1 PE=3 SV=1
Inosine-5'-monophosphate dehydrogenase
117 | 47.93 48 53.59 49.56 47.99 trIHOV7E1IHOV7E1_CAVPO CAVPO 28
OS=Cavia porcellus GN=IMPDH1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
118 | 47.89 | 479 | 54.99 52.45 49.58 trIHOVSR9IHOVSR9_CAVPO CAVPO 31
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
119 | 47.87 | 49.7 | 76.61 66.14 63 trIHOVS82 |HOVS82_CAVPO CAVPO 36
GN=DPYSL4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
120 | 47.81 | 479 | 37.98 30.66 27.76 trIHOV2B7 IHOV2B7_CAVPO CAVPO 25
GN=GTF2I PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
121 | 4753 | 47.6 | 5524 50.23 43.82 trIHOVFG8 |IHOVFG8_CAVPO CAVPO 25
porcellus GN=DDX1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
122 | 4741 | 485 | 43.03 35.51 29.18 tr IHOVTU7 IHOVTU7_CAVPO CAVPO 25
GN=Parpl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
123 | 4722 | 473 | 44.04 35.74 33.66 trIHOVBZ6 |HOVBZ6_CAVPO CAVPO 25

porcellus GN=KIF5B PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

124 | 46.92 47 64.77 64.58 58.12 trIHOUWY1IHOUWY1_CAVPO CAVPO 28
GN=ATP6V1B2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
125 46.4 464 | 705 68.82 68.59 tr[HOUUROIHOUURO_CAVPO CAVPO 32
GN=CALR PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
126 | 46.16 | 46.2 | 59.11 58.21 55.89 trIHOVBVZ7 | HOVBV7_CAVPO CAVPO 28
GN=DPYSL5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
127 | 46.04 | 46.1 | 22.06 16.12 12.66 tr [HOVF88 |HOVE88_CAVPO CAVPO 24
GN=SRRM2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
128 | 4585 | 459 | 51.39 46.21 43.99 tr IHOUZM9 | HOUZM9_CAVPO CAVPO 29
porcellus GN=STIP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
129 | 4568 | 45.7 | 31.21 31.21 27.97 tr IHOVS]51 HOVS]5_CAVPO CAVPO 23
porcellus GN=SLC12A5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
130 | 4534 | 454 | 4458 44.58 40.42 trIHOVRX2 | HOVRX2_CAVPO CAVPO 25
porcellus GN=SLC25A12 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
131 | 4525 | 534 | 4442 38.02 33.49 tr IHOV2T6 |IHOV2T6_CAVPO CAVPO 31
porcellus GN=PDE6C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
132 | 45.07 | 45.1 | 30.68 24.91 24.91 tr [IHOW5M5 IHOW5M5_CAVPO CAVPO 26
GN=ACIN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
133 | 45.03 | 451 | 47.46 44.03 40.92 trIHOVF40 1 HOVF40_CAVPO CAVPO 25
GN=Hnrnpr PE=4 SV=1
Triosephosphate isomerase OS=Cavia
134 | 4492 | 449 | 77.19 74.74 70.88 trIHOVL82|HOVL82_CAVPO CAVPO 75
porcellus GN=TPI1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
135 | 44.85 | 449 | 43.66 40.08 38.28 trIHOUZN6 |HOUZN6_CAVPO CAVPO 23
porcellus GN=CTNNB1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
136 | 44.61 | 44.6 | 51.24 45.39 44.33 trIHOVNVOIHOVNVO0_CAVPO CAVPO 25
GN=GRK1 PE=3 SV=1
Coatomer subunit alpha OS=Cavia porcellus
137 445 448 | 35.13 30.15 22.88 trIHOVS53 | HOVS53_CAVPO CAVPO 22

GN=COPA PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

138 | 4343 | 434 | 5857 57.66 52.35 tr IHOW6C9 | HOW6C9_CAVPO CAVPO 41
GN=Fam169a PE=4 SV=1
Aspartate aminotransferase OS=Cavia
139 | 4321 | 432 | 69.68 69.44 68.06 trIHOVE02 IHOVE02_CAVPO CAVPO 39
porcellus GN=GOT2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
140 | 43.15 | 432 | 50.88 45.58 41.74 tr IHOUYD9 | HOUYD9_CAVPO CAVPO 35
GN=HSPA9 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
141 42.77 428 | 59.74 56.39 45.21 trIHOV4S0 1 HOV4S0_CAVPO CAVPO 30
GN=KHSRP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
142 42.35 424 | 5241 49.31 48.28 trIHOVZZ51HOVZZ5_CAVPO CAVPO 27
GN=PGM1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
143 | 4213 | 422 | 40.38 36.6 27.17 trIHOV7U8 I HOV7U8_CAVPO CAVPO 21
GN=DHX15 PE=4 SV=1
Leukotriene A(4) hydrolase OS=Cavia
144 | 42.09 | 421 | 545 50.08 47.3 tr IHOVMU9 |[HOVMU9_CAVPO CAVPO 25
porcellus GN=Lta4h PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
145 | 41.93 42 55.29 53.62 52.32 tr IHOW4A6 | HOW4A6_CAVPO CAVPO 25
porcellus GN=CCT7 PE=3 SV=1
Protein disulfide-isomerase A4 OS=Cavia
146 | 41.88 | 419 | 4441 38.51 38.51 tr IHOV2B9 |HOV2B9_CAVPO CAVPO 25
porcellus GN=PDIA4 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
147 | 41.83 | 419 | 3498 32.45 29.45 tr[HOV]J49 | HOV]49_CAVPO CAVPO 23
GN=ATP6V0A1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
148 | 41.66 | 543 | 66.08 65.2 63.09 trIHOW6391 HOW639_CAVPO CAVPO 53
GN=DPYSL2 PE=4 SV=1
Dolichyl-diphosphooligosaccharide--protein
149 | 41.62 | 41.7 | 55.85 50.25 47.28 tr|[HOV2D51HOV2D5_CAVPO glycosyltransferase subunit 1 OS=Cavia CAVPO 25
porcellus GN=RPN1 PE=3 SV=1
Coatomer subunit beta OS=Cavia porcellus
150 | 41.49 | 416 | 46.59 40.4 27.49 trIHOVSV2IHOVSV2_CAVPO CAVPO 20
GN=COPBI1 PE=3 SV=1
151 41.21 41.3 | 39.38 36.87 30.59 trIHOV8301HOV830_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 21




GN=KPNB1 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

152 | 41.18 | 413 | 4829 41.21 40.16 trIHOV6P11HOV6P1_CAVPO CAVPO 22
GN=HADHA PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
153 | 41.18 | 60.7 | 87.09 85.44 81.04 trIHOVA391HOVA39_CAVPO CAVPO 85
GN=ALDOA PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
154 | 41.16 | 416 | 36.71 28.24 23.69 trIHOVRS6 I HOVRS6_CAVPO CAVPO 23
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
155 | 40.85 | 409 | 53.69 52.96 51.48 trIHOVZW31HOVZW3_CAVPO CAVPO 24
GN=EIF4A3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
156 | 4059 | 40.7 | 51.94 46.83 39.44 trIHOUUL3|HOUUL3_CAVPO CAVPO 22
porcellus GN=HNRNPUL2 PE=4 SV=1
Glutamine synthetase OS=Cavia porcellus
157 | 40.43 | 405 | 76.68 71.85 68.9 tr IHOVEQ9 I HOVEQ9_CAVPO CAVPO 68
GN=GLUL PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
158 | 40.38 | 40.5 | 36.08 28.28 25.18 trIHOVY86 | HOVY86_CAVPO CAVPO 23
GN=UPF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
159 | 40.28 | 54.8 | 4526 44.06 35.01 trIHOVE10/HOVE10_CAVPO CAVPO 28
GN=HK2 PE=3 SV=1
Alpha-transducin OS=Cavia porcellus
160 | 4024 | 40.3 74 72 68.29 tr| A9LS491 A9LS49_CAVPO CAVPO 50
GN=Gnatl PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
161 | 40.23 | 403 | 35.83 29.9 29.56 trIHOVE17IHOVE17_CAVPO CAVPO 20
porcellus GN=PSMD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
162 | 40.08 | 402 | 31.82 27.27 22.81 tr IHOUU89 |HOUU89_CAVPO CAVPO 20
GN=SF3B3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
163 | 40.07 | 403 | 57.25 54.24 53.11 tr[HOV927 |HOV927_CAVPO CAVPO 25
GN=CCT6A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
164 | 39.76 | 399 | 46.68 44.55 43.84 tr IHOUXN2 |HOUXN2_CAVPO CAVPO 22

GN=S5YT1 PE=4 5V=1




Elongation factor 1-alpha OS=Cavia porcellus

165 | 39.72 | 39.8 | 59.31 59.31 56.28 trIHOV2B31HOV2B3_CAVPO CAVPO 29
GN=EEF1A1 PE=3 SV=1
T-complex protein 1 subunit delta OS=Cavia
166 | 39.67 | 43.7 | 54.17 51.95 45.64 tr [HOUXQ5 IHOUXQ5_CAVPO CAVPO 24
porcellus GN=CCT4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
167 | 39.47 | 50.6 | 52.85 49.31 49.31 tr [HOWBX1IHOWBX1_CAVPO CAVPO 35
porcellus GN=LOC100717205 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
168 | 39.42 | 395 | 62.11 61.26 59.37 tr IHOV3G6 | HOV3G6_CAVPO CAVPO 22
GN=Cndp2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
169 | 39.38 | 415 | 54.33 48.69 47.08 tr [HOWIMS IHOWIM5_CAVPO CAVPO 27
GN=Nefl PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
170 | 39.05 | 39.1 | 4691 46.68 46.45 tr [HOWBQ8 I HOWBQS8_CAVPO CAVPO 24
GN=EEF1G PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
171 | 3897 | 39.1 | 33.64 28.57 23.78 tr IHOVJP8 |HOV]P8_CAVPO CAVPO 22
GN=AP3B2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
172 | 3889 | 395 | 682 58.6 55 tr IHOUTG9 IHOUTG9_CAVPO CAVPO 23
GN=ABAT PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
173 | 38.86 39 40.83 36.56 29.65 tr IHOVIN2 IHOVIN2_CAVPO CAVPO 20
porcellus GN=VPS35 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
174 | 38.72 | 409 | 36.23 32.71 29.19 trIHOVBK1 |HOVBK1_CAVPO CAVPO 21
GN=Hnrnpull PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
175 | 38.67 | 782 | 64.8 62.79 59.48 trIHOVIW9IHOVIW9_CAVPO CAVPO 55
GN=HSP90AB1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
176 | 3853 | 40.1 | 66.45 61.79 58.14 trIHOVE35IHOVE35_CAVPO CAVPO 36
porcellus GN=SLC25A5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
177 | 38.49 39 41.31 32.88 27.47 tr IHOVI49 |HOVI49_CAVPO CAVPO 21
GN=SART3 PE=4 S5V=1
Ubiquitin carboxyl-terminal hydrolase
178 | 38.43 | 385 | 42.82 40.79 32.66 trIHOVL76 | HOVL76_CAVPO CAVPO 22

OS=Cavia porcellus GN=USP5 PE=3 S5V=1




6-phosphofructokinase OS=Cavia porcellus

179 | 3835 | 44.1 | 43.71 38.31 32.9 tr IHOVC58 | HOVC58_CAVPO CAVPO 23
GN=PFKM PE=3 SV=1
Elongation factor Tu OS=Cavia porcellus
180 | 38.28 40 65.49 58.41 58.41 tr|[HOVH39 |HOVH39_CAVPO CAVPO 21
GN=TUFM PE=3 S5V=1
Glutamate dehydrogenase OS=Cavia porcellus
181 | 3826 | 383 | 4991 46.04 44.75 trIHOV4U2 1 HOV4U2_CAVPO CAVPO 24
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
182 | 3824 | 383 | 2348 17.98 12.22 tr IHOVCI4 1 HOVCI4_CAVPO CAVPO 18
porcellus GN=CHD4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
183 | 38.06 | 383 | 41.77 35.8 24.49 tr IHOVH65 | HOVH65_CAVPO CAVPO 18
GN=EFTUD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
184 | 3791 38 59.02 56.12 55.01 tr [HOUWB2 | HOUWB2_CAVPO CAVPO 25
GN=HNRNPH1 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
185 | 37.77 56 75.28 74.83 70.56 trIHOVNS2HOVNS2_CAVPO CAVPO 35
GN=GDI2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
186 | 37.66 | 37.8 | 41.32 26.89 20.28 tr IHOVZM6 | HOVZM6_CAVPO CAVPO 18
GN=SUGP2 PE=4 SV=1
Isocitrate dehydrogenase [NADP] OS=Cavia
187 | 37.43 | 375 | 5845 57 51.93 tr IHOVP28 IHOVP28_CAVPO NADP 19
porcellus GN=IDH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
188 | 37.39 | 392 | 126 10.14 4.543 tr[HOV4J41HOV4J4_CAVPO CAVPO 17
GN=HUWEI PE=4 SV=1
tRNA-splicing ligase RtcB homolog OS=Cavia
189 | 3734 | 374 | 46.14 44.55 42.97 trIHOVR32 1 HOVR32_CAVPO CAVPO 20
porcellus GN=RTCB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
190 | 3732 | 374 | 5435 46.74 39.49 tr[HOVUK3 |HOVUK3_CAVPO CAVPO 23
GN=MPP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
191 37.31 373 | 29.75 29.75 25.93 trIHOUWU9 | HOUWU9_CAVPO CAVPO 22
porcellus GN=SNAP91 PE=4 SV=1
WD repeatl protein OS=Cavia porcellus PE=2
192 | 3727 | 374 | 61.72 54.95 47.19 tr|Q8R4Z81Q8R4Z8_CAVPO CAVPO 19

Sv=1




Uncharacterized protein (Fragment) OS=Cavia

193 | 3718 | 37.2 | 49.83 44.58 41.96 trIHOVM]J6 | HOVMJ6_CAVPO CAVPO 24
porcellus GN=PABPC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
194 | 3698 | 42.7 | 56.35 51.8 46.76 tr IHOUX23 |HOUX23_CAVPO CAVPO 41
GN=Ckmtla PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
195 | 36.72 | 36.7 | 63.57 60.63 60.63 tr IHOVSD7 IHOVSD7_CAVPO CAVPO 25
porcellus GN=SFPQ PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
196 | 36.67 | 36.8 | 544 47.2 47.2 tr IHOWCA5 THOWCA5_CAVPO CAVPO 21
porcellus GN=CKAP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
197 | 36.64 | 36.7 | 54.94 50.84 43.86 tr IHOVOMS5 | HOVOMS5_CAVPO CAVPO 23
GN=5sb PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
198 36.6 371 | 52.84 38.12 37.06 tr IHOVF09 |HOVF09_CAVPO CAVPO 19
GN=YARS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
199 | 36.54 | 36.6 | 5553 55.29 53.18 trIHOUYB6 | HOUYB6_CAVPO CAVPO 21
GN=DDX39B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
200 | 3645 | 499 | 34.69 23.21 16.68 tr IHOUTQ3 | HOUTQ3_CAVPO CAVPO 27
GN=MYH9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
201 36.1 36.1 | 56.33 56.33 49.56 tr IHOUYL6 |IHOUYL6_CAVPO CAVPO 19
GN=FKBP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
202 | 35.88 | 359 | 66.04 60.62 59.17 trIHOV2S51HOV2S5_CAVPO CAVPO 31
GN=UQCRC1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
203 | 35.88 | 359 | 80.28 77.51 77.51 tr I HOVQ28 1 HOVQ28_CAVPO CAVPO 20
GN=PPA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
204 | 3583 | 359 | 65.75 63.39 61.02 tr IHOV8Q61HOV8Q6_CAVPO CAVPO 46
GN=PGAM1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
205 | 3549 | 355 | 8295 80.18 79.72 tr[HOVAX0IHOVAX0_CAVPO CAVPO 31
GN=LOC100731896 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
206 | 3548 | 355 | 30.17 26.44 26.44 trIHOUVA7 IHOUVA7_CAVPO CAVPO 20

GN=NCL PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

207 | 3545 | 50.7 | 54.34 49.04 45.34 trIHOV9E4IHOV9E4_CAVPO CAVPO 30
porcellus GN=DDX5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
208 | 3523 | 353 | 43.67 39.44 33.56 trIHOVI64 | HOVI64_CAVPO CAVPO 19
GN=CCAR2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
209 | 3522 | 353 | 31.12 27.62 23.11 tr IHOUY46 |HOUY46_CAVPO CAVPO 19
GN=NNT PE=4 SV=1
Ubiquitin carboxyl-terminal hydrolase
210 35.2 35.3 | 32.26 28.76 19.54 tr IHOUZS5 I HOUZS5_CAVPO (Fragment) OS=Cavia porcellus GN=USP7 CAVPO 16
PE=3 SV=1
Histone H2A OS=Cavia porcellus GN=H2AFY
211 | 35.03 35 58.33 55.65 55.65 tr IHOUTZ2 | HOUTZ2_CAVPO CAVPO 21
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
212 | 35.03 | 351 | 506 47.4 45.8 trIHOVBD5IHOVBD5_CAVPO CAVPO 22
porcellus GN=FSCN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
213 | 34.95 35 69.21 60.59 57.88 tr IHOV]J131HOV]J13_CAVPO CAVPO 19
GN=PSMC5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
214 | 34.95 35 45.38 42.69 38.08 tr IHOVT52 | HOVT52_CAVPO CAVPO 21
GN=ALDH9A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
215 34.8 34.8 | 80.68 78.31 72.88 trIHOVHA7 IHOVHA7_CAVPO CAVPO 18
GN=NAPA PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
216 | 3475 | 348 | 2217 16.38 14.11 trIHOVJA5IHOVJA5_CAVPO CAVPO 17
GN=UGGT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
217 | 34.68 | 34.8 | 45.63 40.29 38.2 tr IHOWCIS IHOWCI8_CAVPO CAVPO 21
GN=DLG4 PE=4 SV=1
Lon protease homolog, mitochondrial
218 | 34.66 | 34.8 | 32.61 30.01 22.01 tr[HOW9B7 IHOW9B7_CAVPO CAVPO 18
OS=Cavia porcellus GN=LONP1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
219 | 3451 | 42.6 | 48.07 42.23 34.79 tr[HOWBB5 |HOWBB5_CAVPO CAVPO 25
porcellus GN=PFKL PE=3 SV=1
220 34.5 34.7 | 46.85 41.18 31.99 trIHOVC111HOVC11_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 19




GN=SF3B2 PE=4 5V=1

Uncharacterized protein (Fragment) OS=Cavia

221 34.4 344 | 40.75 34.99 31.77 trIHOVLA9IHOVLA9_CAVPO CAVPO 17
porcellus GN=IMMT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
222 | 3439 | 344 | 35.89 33.73 25.21 trIHOV673 HOV673_CAVPO CAVPO 18
porcellus GN=Trim28 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
223 34.37 344 | 3473 28.9 24.84 trIHOV7D21HOV7D2_CAVPO CAVPO 19
GN=SND1 PE=4 SV=1
L-lactate dehydrogenase OS=Cavia porcellus
224 | 34.33 | 385 | 62.87 60.18 54.49 tr[HOV9E8 IHOV9ES_CAVPO CAVPO 33
GN=LDHB PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
225 | 3432 | 344 | 58.82 48.53 48.53 tr IHOVM96 | HOVM96_CAVPO CAVPO 19
porcellus GN=ATIC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
226 | 3431 | 347 | 40.04 30.92 23.39 trIHOVML?7 |THOVML7_CAVPO CAVPO 17
GN=IARS2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
227 | 3428 | 343 | 798 79.8 78.79 trIHOVWRO |HOVWR9_CAVPO CAVPO 36
GN=RCVRN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
228 34.2 34.2 | 49.38 46.6 45.06 trlHOV2Q91HOV2Q9_CAVPO CAVPO 27
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
229 | 34.16 | 342 | 53.58 53.24 52.05 trIHOVAL1IHOVAL1_CAVPO CAVPO 34
GN=HNRNPL PE=4 SV=1
Adenosylhomocysteinase (Fragment)
230 | 34.15 | 342 | 43.75 41.44 41.44 trI[HOVRQ8 | HOVRQ8_CAVPO CAVPO 18
0OS=Cavia porcellus GN=AHCY PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
231 | 33.87 | 381 | 42.69 38.97 34.67 tr IHOWCDO | HOWCDO_CAVPO CAVPO 24
GN=NEFM PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
232 | 33.83 36 55.16 54.73 46.81 trIHOVGH4 1 HOVGH4_CAVPO CAVPO 21
GN=Nono PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
233 | 3376 | 33.8 | 72.94 69.02 68.63 trIHOVBD11HOVBD1_CAVPO CAVPO 30

porcellus GN=YWHAE PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

234 | 3374 | 339 | 44.85 40.15 32.5 tr|HOV014 HOV014_CAVPO CAVPO 18
GN=HSPA12A PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
235 | 33.68 | 33.8 | 50.65 48.05 39.9 tr [HOVIT7 IHOVIT7_CAVPO CAVPO 17
porcellus GN=TOMM?70A PE=4 SV=1
Malate dehydrogenase OS=Cavia porcellus
236 | 33.63 | 337 | 70.71 67.16 65.09 tr IHOW7Y9 | HOW7Y9_CAVPO CAVPO 27
GN=Mdh2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
237 | 3337 | 334 | 5181 49.4 49.4 trIHOVLM1IHOVLM1_CAVPO CAVPO 20
porcellus GN=SEPT7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
238 | 33.31 344 | 3553 34.43 32.1 tr IHOVOP2 |IHOVOP2_CAVPO CAVPO 21
GN=ADD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
239 | 3331 33.5 | 27.09 23.38 21.01 tr IHOV5Q7 1HOV5Q7_CAVPO CAVPO 20
GN=Csell PE=4 SV=1
Citrate synthase (Fragment) OS=Cavia
240 | 3326 | 334 | 515 43.78 43.78 tr IHOVS46 |HOVS46_CAVPO CAVPO 20
porcellus GN=CS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
241 | 3319 | 333 | 51.73 48.96 46.88 tr IHOVS89 IHOVS89_CAVPO CAVPO 19
porcellus GN=SUCLA2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
242 | 33.08 | 332 | 387 30.03 23.17 tr IHOVIMO |HOVIM9_CAVPO CAVPO 16
GN=ACO1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
243 | 33.08 | 352 | 433 32.82 28.69 trIHOV2V2IHOV2V2_CAVPO CAVPO 20
porcellus GN=EZR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
244 | 3277 | 328 | 43.12 35.82 30.22 trIHOVMZ41HOVMZ4_CAVPO CAVPO 16
GN=FARSB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
245 | 3275 | 32.8 | 2529 23.13 20.16 trIHOV2V7IHOV2V7_CAVPO CAVPO 18
porcellus GN=AP3D1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
246 | 32.67 | 32.8 | 46.82 46.25 43.63 trIHOVBP7 [HOVBP7_CAVPO CAVPO 19
GN=EHD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
247 | 3257 | 331 | 1842 8.175 4.206 trIHOVB93 |HOVB93_CAVPO CAVPO 16

GN=PLEC PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

248 | 3253 | 32,6 | 29.62 26.39 17.46 trIHOV5Q11HOV5Q1_CAVPO CAVPO 19
porcellus GN=AKAP12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
249 | 3253 | 326 | 222 19.01 14.7 tr IHOVC791HOVC79_CAVPO CAVPO 16
GN=CYFIP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
250 | 31.94 32 45.1 33.56 27.52 trIHOVSZ21HOVSZ2_CAVPO CAVPO 16
porcellus GN=DNM1L PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
251 | 31.89 | 319 | 44.39 43.46 40.19 trIHOWAS6 | HOWAS6_CAVPO CAVPO 24
GN=LOC100718808 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
252 | 31.83 | 31.8 | 56.35 56.35 52.79 tr IHOVS10 I HOVS10_CAVPO CAVPO 16
GN=Pa2g4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
253 | 31.81 33.1 | 53.21 47.39 45.98 tr IHOW278 | HOW278_CAVPO CAVPO 18
porcellus GN=LOC100728538 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
254 | 3158 | 31.6 | 60.51 57.96 54.14 tr IHOVT90 I HOVT90_CAVPO CAVPO 22
porcellus GN=GNAO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
255 | 3143 | 42.6 | 47.95 42.16 36.25 tr IHOVLO02 IHOVL02_CAVPO CAVPO 23
GN=EPB41L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
256 | 3142 | 315 | 32.64 24.84 17.44 tr IHOVIN3 | HOVIN3_CAVPO CAVPO 17
GN=PITPNM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
257 | 3141 314 | 6l.64 59.91 44.4 tr[HOV894 | HOV894_CAVPO CAVPO 16
GN=NDUFV1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
258 | 3141 315 | 439 42.37 33.9 tr IHOVNX9 I HOVNX9_CAVPO CAVPO 20
porcellus GN=PTPN11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
259 | 3135 | 314 | 67.08 65.84 53.09 trIHOUT17 1 HOUT17_CAVPO CAVPO 24
GN=PDC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
260 31.3 313 | 67.14 67.14 62.38 tr IHOW9D3 | HOW9D3_CAVPO CAVPO 31
porcellus GN=GSTP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
261 3125 | 314 | 20.85 16.54 14.84 tr IHOVJVZ7 THOV]V7_CAVPO CAVPO 16

GN=NFASC PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

262 31.2 312 | 4873 41.49 41.49 tr|HOVNO4 | HOVN04_CAVPO CAVPO 19
GN=ALDH7A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
263 | 31.02 | 31.1 86.1 79.92 74.9 trIHOVB711HOVB71_CAVPO CAVPO 62
GN=CA2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
264 | 31.01 31.1 | 35.96 29.7 23.84 trIHOVEC8 |[HOVEC8_CAVPO CAVPO 16
GN=GPRIN1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
265 | 30.86 | 30.9 | 44.99 39.89 39.89 trIHOV4N2 | HOV4N2_CAVPO CAVPO 22
GN=PSIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
266 | 30.84 | 309 | 542 46.56 37.98 tr IHOV2J8 1 HOV2]8_CAVPO CAVPO 16
GN=PAK2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
267 | 30.81 309 | 23.72 17.6 12.63 trIHOVKV1IHOVKV1_CAVPO CAVPO 16
GN=SYNJ1 PE=4 SV=1
Synaptosomal-associated protein (Fragment)
268 | 30.73 | 30.8 | 72.33 71.84 68.45 trIHOUZK2 |HOUZK2_CAVPO CAVPO 23
OS=Cavia porcellus GN=SNAP25 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
269 | 30.69 | 36.6 | 50.1 43.06 41.61 tr [HOV286 1 HOV286_CAVPO CAVPO 24
GN=INA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
270 | 30.68 | 30.9 | 18.38 14.82 9.593 tr IHOVQH3 IHOVQH3_CAVPO CAVPO 15
GN=HCFC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
271 | 30.67 | 30.8 | 642 62.35 59.26 tr[HOVMU3 IHOVMU3_CAVPO CAVPO 17
porcellus GN=MAPK1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
272 | 30.62 | 30.7 49 42.68 35.59 trIHOVDG4 |HOVDG4_CAVPO CAVPO 17
porcellus GN=SDHA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
273 | 30.62 | 30.7 | 44.06 38.75 33.59 tr[HOVH45 | HOVH45_CAVPO CAVPO 16
GN=UBAZ2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
274 30.6 30.6 | 61.35 57.84 52.7 trIHOUVB7 IHOUVB7_CAVPO CAVPO 19
GN=PPID PE=4 SV=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
275 | 3059 | 30.7 | 84.85 77.58 73.94 tr [HOUZ02 | HOUZ02_CAVPO CAVPO 49

porcellus GN=PPIA PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

276 30.5 30.6 | 31.19 29.2 21.13 trIHOVNL9 |HOVNL9_CAVPO CAVPO 18
GN=CTNNA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
277 | 3047 | 30.6 | 31.86 29.11 26.37 tr [HOUTX6 | HOUTX6_CAVPO CAVPO 17
porcellus GN=PSMD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
278 | 30.44 31 60.91 56.94 55.95 trIHOWDA2 |[HOWDA2_CAVPO CAVPO 17
GN=PRPF19 PE=4 SV=1
Annexin (Fragment) OS=Cavia porcellus
279 30.41 30.7 | 45.78 39.56 27.26 trIHOV525HOV525_CAVPO CAVPO 13
GN=ANXA6 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
280 | 30.25 | 304 | 50.85 42.77 31.06 tr IHOWSI2 IHOWSI2_CAVPO CAVPO 14
porcellus GN=RUVBL2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
281 | 30.21 30.6 | 57.31 57.31 51.54 tr IHOUTU2 |HOUTU2_CAVPO CAVPO 17
GN=PSPC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
282 | 30.17 | 30.3 | 56.87 52.64 49.68 tr IHOUZD4 |1 HOUZD4_CAVPO CAVPO 19
porcellus GN=DNPEP PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
283 | 30.16 | 304 | 61.26 56.21 43.16 tr IHOVSE7 IHOV5E7_CAVPO CAVPO 16
GN=HADHB PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
284 | 30.14 | 30.2 | 59.91 51.25 48.52 trIHOVBR1IHOVBR1_CAVPO CAVPO 18
porcellus GN=PSMC3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
285 | 30.13 | 30.2 | 56.97 54.73 51.24 trIHOVMG4 1 HOVMG4_CAVPO CAVPO 15
GN=DCTN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
286 | 30.05 | 30.1 | 46.77 44.4 42.46 trIHOVLR4 I HOVLR4_CAVPO CAVPO 21
porcellus GN=MECP2 PE=4 SV=1
Eukaryotic translation initiation factor 3
287 | 2999 | 30.2 | 30.49 24.8 13.16 trIHOVSS2 1 HOVSS2_CAVPO subunit A OS=Cavia porcellus GN=EIF3A CAVPO 12
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
288 | 2995 | 30.1 | 31.67 28.33 17.96 tr[HOV416 |HOV416_CAVPO CAVPO 15
porcellus GN=IPO5 PE=4 SV=1
289 29.91 30.2 | 32.88 30.04 27.35 trIHOVBE1 |IHOVBE1_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 17




GN=RBM14 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

290 | 29.88 30 67.69 65.23 58.77 tr[HOVM25IHOVM25_CAVPO CAVPO 15
GN=AKR1A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
291 29.8 438 | 73.73 71.66 70.05 trIHOVDC5IHOVDC5_CAVPO CAVPO 53
GN=ENO2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
292 | 29.78 30 43.48 36.82 26.97 trIHOV9Z5I1HO0V9Z5_CAVPO CAVPO 15
GN=RARS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
293 29.7 30.1 | 84.76 80.95 80 trIHOV]X4 HOV]X4_CAVPO CAVPO 23
porcellus GN=HDGF PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
294 | 29.69 | 298 | 653 63.41 58.04 tr IHOVF29 |HOVF29_CAVPO CAVPO 20
GN=RLBP1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
295 | 29.63 | 29.7 | 657 62.79 56.98 trIHOVCZ6 1 HOVCZ6_CAVPO CAVPO 18
porcellus GN=GNB2L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
296 | 2939 | 295 | 257 20.79 20.09 tr [ HOUWX2 |[HOUWX2_CAVPO CAVPO 16
GN=SRRT PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
297 | 2924 | 51.1 | 38.34 35.07 29.55 trIHOV4P11HOV4P1_CAVPO CAVPO 27
GN=AP2A1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
298 | 2922 | 294 | 62.33 52.91 47.98 tr |HOW4K9 |HOW4K9_CAVPO CAVPO 17
GN=SCLY PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
299 | 29.02 | 29.1 | 58.19 49.9 37.96 trIHOVLV4|HOVLV4_CAVPO CAVPO 17
GN=LAP3 PE=3 SV=1
Rhodopsin OS=Cavia porcellus GN=Rho PE=2
300 29 29.1 | 43.39 39.37 39.37 trl A4L9L31 A4L9L3_CAVPO V-1 CAVPO 65
Uncharacterized protein OS=Cavia porcellus
301 | 2898 | 31.2 | 43.79 41.57 36.83 tr IHOW7]5 I HOW7]5_CAVPO CAVPO 19
GN=FUBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
302 | 28.95 29 51.3 49.74 47.14 trIHOV665 IHOV665_CAVPO CAVPO 25

porcellus GN=CADM1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

303 | 2891 29.1 | 28.17 20.43 17.22 tr IHOWC63 | HOWC63_CAVPO CAVPO 15
porcellus GN=TJP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
304 28.9 29 34.58 30.94 22.64 trIHOVKLO |HOVKLO_CAVPO CAVPO 14
GN=USO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
305 | 28.88 | 289 | 63.38 63.1 60.85 tr|HOV4H8 |HOV4HS_CAVPO CAVPO 27
GN=Hnrnpk PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
306 | 28.82 | 289 | 50.79 46.86 38.22 trIHOVFT3 | HOVFT3_CAVPO CAVPO 15
GN=ATP6V1C1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
307 | 2875 | 28.8 | 69.38 62.08 55.62 tr IHOVNW7 IHOVNW7_CAVPO CAVPO 19
GN=PCBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
308 | 28.71 28.8 | 78.41 70.04 70.04 tr [HOVIES |HOVIE5S_CAVPO CAVPO 19
porcellus GN=PRDX6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
309 | 2871 32.6 | 48.02 36.59 32.32 tr IHOVPO3 |HOVP03_CAVPO CAVPO 19
porcellus GN=DDX3X PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
310 | 28.65 | 287 | 91.98 91.98 89.84 tr IHOW1E7 |IHOW1E7_CAVPO CAVPO 21
GN=PEBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
311 | 2863 | 642 | 794 76.62 73.84 tr IHOUYF4 I HOUYF4_CAVPO CAVPO 90
porcellus GN=TUBB3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
312 28.6 28.6 | 7491 73.5 70.67 tr |HOW405 | HOW405_CAVPO CAVPO 27
GN=Vdacl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
313 | 2856 | 28.7 | 24.36 21.61 16.64 trIHOVQW6 I HOVQW6_CAVPO CAVPO 15
porcellus GN=GLG1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
314 | 2855 | 28.6 | 54.58 51.86 51.86 trIHOUWA3IHOUWA3_CAVPO CAVPO 22
GN=LOC100713856 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
315 28.5 28.6 | 20.82 17.35 10.2 trIHOWB17IHOWB17_CAVPO CAVPO 14
GN=CPNE1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
316 | 28.41 28.6 | 25.33 17.25 13.33 trIHOVH]2 | HOVH]2_CAVPO CAVPO 17

porcellus GN=KIF21A PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

317 | 2836 | 334 | 44.85 44.85 42.16 tr|HOVIL8 |HOVIL8_CAVPO CAVPO 19
GN=EIF4A2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
318 | 2831 285 | 39.22 33.99 27.94 trIHOVS65 I HOVS65_CAVPO CAVPO 15
porcellus GN=GUCY1B3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
319 | 2823 | 283 | 51.75 51.75 44.96 trIHOVEU3IHOVEU3_CAVPO CAVPO 16
GN=RUVBL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
320 28.22 284 | 4941 46.85 36.81 tr [ HOUUQ7 ITHOUUQ7_CAVPO CAVPO 15
GN=FARSA PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
321 | 28.15 | 283 | 41.83 34.77 26.41 tr[HOW6X4 | HOW6X4_CAVPO CAVPO 17
GN=SEC23A PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
322 | 2813 | 282 | 48.79 43.27 41.06 tr IHOV8C7 |HOV8C7_CAVPO CAVPO 17
GN=UQCRC2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
323 | 2812 | 283 60 58.44 41.11 tr IHOVCQ11HOVCQ1_CAVPO CAVPO 18
GN=LANCL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
324 | 2811 28.2 | 42.86 41.24 35.02 trIHOUV63 I HOUV63_CAVPO CAVPO 14
GN=CMAS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
325 28.1 28.1 | 59.94 58.68 58.68 tr IHOUVQ5IHOUVQ5_CAVPO CAVPO 16
porcellus GN=PRKAR2A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
326 | 28.05 | 283 | 26.28 23.62 15.85 trlHOVU24 1 HOVU24_CAVPO CAVPO 14
GN=THRAP3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
327 | 28.01 28.3 | 50.63 41.59 23.37 tr IHOVM53 | HOVM53_CAVPO CAVPO 14
porcellus GN=ACSL6 PE=4 SV=1
Transaldolase OS=Cavia porcellus
328 | 2795 | 30.1 | 51.99 48.01 45.26 tr IHOUXA8 I HOUXA8_CAVPO CAVPO 19
GN=TALDO1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
329 | 2791 281 | 25.07 23.45 22.64 trIHOVGG4 | HOVGG4_CAVPO CAVPO 18
GN=SV2A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
330 | 27.89 28 49 37.03 25.56 trIHOUV42 |1 HOUV42_CAVPO CAVPO 14

GN=CDC5L PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

331 | 27.88 28 34.88 27.15 18.21 trIHOVRK1IHOVRK1_CAVPO CAVPO 14
porcellus GN=COPB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
332 | 2766 | 277 | 50.69 49.31 49.31 tr [HOUXR9 |HOUXR9_CAVPO CAVPO 17
GN=STX1B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
333 | 27.64 | 282 | 2323 16.97 9.804 trlHOV2Q41HOV2Q4_CAVPO CAVPO 13
porcellus GN=MAP3K5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
334 | 27.63 28 18.78 15.71 14.1 tr lHOVQQ2 I HOVQQ2_CAVPO CAVPO 20
GN=CNGBI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
335 | 2754 | 27.7 | 5212 48.43 39.96 trIHOVLY5IHOVLY5_CAVPO CAVPO 20
porcellus GN=GLS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
336 | 27.47 32 57.11 52.53 48.43 tr [HOWOE9 IHOWOE9_CAVPO CAVPO 19
porcellus GN=HNRNPF PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
337 | 2744 | 275 | 52.96 52.66 50.59 tr IHOVT791HOVT79_CAVPO CAVPO 19
porcellus GN=SH3GL2 PE=4 SV=1
Mutifunctional protein2 OS=Cavia porcellus
338 | 2736 | 275 | 39.05 34.69 31.16 tr10705291070529_CAVPO CAVPO 14
PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
339 | 2727 | 274 | 367 32.39 25.26 tr IHOVEQ3 I HOVEQ3_CAVPO CAVPO 15
porcellus GN=PADI2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
340 | 27.17 | 275 | 31.95 28.07 20.18 trIHOV]D7 IHOVJD7_CAVPO CAVPO 15
porcellus GN=AMPD?2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
341 | 27.17 | 273 | 34.85 32.48 26.28 trIHOVN93 | HOVN93_CAVPO CAVPO 13
porcellus GN=NARS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
342 | 27.12 | 403 | 4545 41.73 33.38 trIHOVN69 | HOVN69_CAVPO CAVPO 21
porcellus GN=SLC25A13 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
343 | 2712 | 272 | 31.69 24.37 22.73 tr[HOW4K7 |IHOW4K7_CAVPO CAVPO 15
GN=SAFB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
344 | 27.06 | 272 | 50.55 47.63 38.32 tr[HOVHS80 | HOVHS80_CAVPO CAVPO 15

porcellus GN=MYEF2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

345 | 2691 27 | 40.76 36.01 27.31 trIHOUUH1 I HOUUH1_CAVPO CAVPO 14
GN=DPP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
346 | 2687 | 269 | 53.8 51.58 49.68 trIHOUVV9IHOUVV9_CAVPO CAVPO 15
GN=AKR1B1 PE=4 SV=1
Pyruvate dehydrogenase E1 component
347 | 26.82 27 60.51 56.92 50.26 trIHOVE97 |IHOVE97_CAVPO subunit alpha OS=Cavia porcellus GN=Pdhal | CAVPO 16
PE=3 SV=1
Eukaryotic translation initiation factor 3
348 | 2674 | 269 | 34.26 28.19 22.63 trIHOVLN9|HOVLN9_CAVPO | subunit B OS=Cavia porcellus GN=EIF3B PE=3 | CAVPO 16
Sv=1
Uncharacterized protein OS=Cavia porcellus
349 | 26.67 | 268 | 41.46 41.46 37.25 tr IHOVF701 HOVF70_CAVPO CAVPO 14
GN=CCBL2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
350 | 26.66 | 26.7 | 40.26 32.18 27.23 tr [HOUX41 |HOUX41_CAVPO CAVPO 14
porcellus GN=RAP1GDS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
351 | 2665 | 26.8 | 23.13 17.04 14.4 tr IHOV1J8 I HOV1J8_CAVPO CAVPO 13
GN=SYNM PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
352 | 2665 | 268 | 31.85 24.79 21.06 tr [HOV562 1 HOV562_CAVPO CAVPO 15
GN=CTNND1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
353 | 2665 | 267 | 43.14 31.81 27.42 tr IHOVHG4 I HOVHG4_CAVPO CAVPO 13
GN=SCP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
354 | 2661 | 271 | 381 35.02 28.11 trIHOUYX2 | HOUYX2_CAVPO CAVPO 15
GN=RNPEP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
355 | 2653 | 26,6 | 21.71 19.3 14.81 trIHOVKW4|HOVKW4_CAVPO CAVPO 14
porcellus GN=UBE20O PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
356 | 2651 | 266 | 43.14 42.14 28.57 trIHOVZW2IHOV7W2_CAVPO CAVPO 13
porcellus GN=C2CD2L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
357 | 2646 | 26,6 | 31.82 28.03 21.02 trIHOVW42|HOVW42_CAVPO CAVPO 15

porcellus GN=THOP1 PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

358 | 2641 26,5 | 31.2 25.19 14.44 tr[HOV]J011HOV]J01_CAVPO CAVPO 12
GN=DDX46 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
359 | 2626 | 263 | 67.01 59.38 59.38 trIHOUUF6 |IHOUUF6_CAVPO CAVPO 15
porcellus GN=PNP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
360 | 2624 | 30.7 50 40.37 35.74 tr IHOVTMO |HOVIM9_CAVPO CAVPO 19
GN=MPP6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
361 | 2623 | 263 | 64.78 61.01 59.12 trIHOVR33 1 HOVR33_CAVPO CAVPO 17
GN=APEX1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
362 | 2623 | 263 | 25.58 19.12 14.9 trIHOVSS11HOVSS1_CAVPO CAVPO 14
GN=CLASP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
363 | 2616 | 262 | 56.44 54.1 52.69 tr IHOVC99 |HOVC99_CAVPO CAVPO 17
porcellus GN=CTBP2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
364 | 2616 | 263 | 39.09 33.04 23.46 tr IHOVRD6 |HOVRD6_CAVPO CAVPO 14
GN=SF3A1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
365 | 26.09 | 262 | 50.76 50.54 41.04 tr IHOVL]J1IHOVL]J1_CAVPO CAVPO 17
GN=NDUFS2 PE=3 SV=1
Histone H4 (Fragment) OS=Cavia porcellus
366 | 2609 | 262 | 67.31 67.31 63.46 tr IHOW865 I HOW865_CAVPO CAVPO 38
GN=LOC100736110 PE=3 SV=1
Glutathione S-transferase subunit gYc
367 26 324 | 76.61 76.61 76.61 trlQ91Y831Q91Y83_CAVPO CAVPO 22
OS=Cavia porcellus GN=Gstm?2 PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
368 | 2597 | 261 | 442 35.45 30.68 tr [HOUXV8 | HOUXV8_CAVPO CAVPO 17
porcellus GN=TTLL12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
369 | 2597 | 262 | 41.06 31.92 23.94 trIHOVFT4  HOVEFT4_CAVPO CAVPO 15
GN=QARS PE=3 SV=1
Malate dehydrogenase (Fragment) OS=Cavia
370 | 25.97 26 54.19 47.6 47.6 trIHOVHLZ7 l[HOVHL?7_CAVPO CAVPO 26
porcellus GN=MDH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
371 | 25.97 26 53.17 53.17 44.08 tr IHOVMZ8IHOVMZ8_CAVPO CAVPO 18

GN=SYN1 PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

372 | 2589 | 259 | 518 46.4 46.4 tr IHOVKG9 |HOVKG9_CAVPO CAVPO 15
GN=PACSIN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
373 | 2588 | 261 | 14.72 10.67 8.611 trIHOVGT5 I HOVGT5_CAVPO CAVPO 14
GN=KIF1A PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
374 | 2583 | 273 | 29.12 19.98 13.23 tr IHOUY50 [ HOUY50_CAVPO CAVPO 12
GN=SMARCAJ5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
375 | 2576 | 27.3 | 63.61 56.46 56.46 trIHOUZAOIHOUZAO_CAVPO CAVPO 20
GN=VDAC2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
376 | 25.69 | 259 | 34.64 25.65 20.31 trIHOV5Z7 1 HOV5Z7_CAVPO CAVPO 14
porcellus GN=CUL3 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
377 | 25.66 | 25.8 | 44.65 34.9 31.71 tr|IHOV8G4 1 HOV8G4_CAVPO CAVPO 14
GN=PHGDH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
378 | 25.65 | 257 | 77.78 73.91 71.01 tr IHOVTSO | HOVTSO_CAVPO CAVPO 15
GN=RAB7A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
379 25.6 258 | 519 40.28 37.68 tr IHOV2G6 | HOV2G6_CAVPO CAVPO 17
GN=CAMK?2D PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
380 | 2557 | 257 | 48.59 46.29 36.32 tr IHOVKTS5 IHOVKT5_CAVPO CAVPO 14
GN=RBMX PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
381 | 2552 | 257 | 21.17 17.74 12.22 trIHOVEQ7 | HOVEQ7_CAVPO CAVPO 11
GN=TBCD PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
382 | 2549 | 25.6 | 56.58 53.33 33.69 tr IHOVJK1IHOVJK1_CAVPO CAVPO 13
porcellus GN=TMPO PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
383 | 2549 | 25.6 | 56.58 53.33 33.69 trIHOV]JK1IHOV]JK1_CAVPO CAVPO 13
porcellus GN=TMPO PE=4 SV=1
Transcription elongation factor SPT5 OS=Cavia
384 | 2545 | 25.7 | 29.53 22.54 18.12 tr lTHOVJ051HOV]J05_CAVPO CAVPO 14
porcellus GN=SUPT5H PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
385 | 2543 | 27.8 | 57.04 46.24 41.08 trIHOVKA3 IHOVKA3_CAVPO CAVPO 15

GN=SEPT6 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

386 | 25.31 29.5 | 60.14 58.78 53.38 trIHOVWR2 | HOVWR2_CAVPO CAVPO 35
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
387 25.2 252 | 51.27 49.01 45.07 tr|HOUUJ41 HOUUJ4_CAVPO CAVPO 12
GN=GNAZ PE~=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
388 | 2516 | 252 | 61.22 57.41 57.41 trI[HOUUBZ |HOUUB7_CAVPO CAVPO 17
GN=CALB1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
389 | 2512 | 252 | 43.35 36.24 36.24 trIHOVLH9 |HOVLH9_CAVPO CAVPO 14
porcellus GN=AP2M1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
390 | 25.11 251 | 33.99 33.6 33.6 tr IHOUZ00 | HOUZ00_CAVPO CAVPO 17
GN=PCYOX1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
391 | 25.09 | 252 | 29.62 24.76 18.86 tr[HOV163 |HOV163_CAVPO CAVPO 14
GN=ANK?2 PE=4 SV=1
Protein arginine N-methyltransferase 5
392 | 25.03 | 251 | 3155 25.12 24.02 trIHOVQ411HOVQ41_CAVPO CAVPO 13
OS=Cavia porcellus GN=PRMT5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
393 | 24.99 25 49.86 47.09 45.43 tr [HOV3931HOV393_CAVPO CAVPO 15
GN=ADK PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
394 | 2495 | 257 56 46.13 41.6 tr IHOVT29 HOVT29_CAVPO CAVPO 14
porcellus GN=IDH3B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
395 | 2494 | 251 | 26.28 24.06 16.35 trIHOUW16  HOUW16_CAVPO CAVPO 15
porcellus GN=FAM120A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
396 | 2494 | 293 | 69.39 69.39 68.98 trIHOVW15IHOVW15_CAVPO CAVPO 31
GN=YWHAZ PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
397 | 2482 | 272 | 28.63 22.42 19.22 tr[HOVBES IHOVBES_CAVPO CAVPO 21
GN=NEFH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
398 | 2476 | 248 | 75.88 71.36 70.85 tr [ HOWOH7 IHOWOH7_CAVPO CAVPO 17
GN=TAGLN3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
399 24.7 249 | 18.87 17.64 11.65 trIHOVBA1IHOVBA1_CAVPO CAVPO 13

GN=SEC31A PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

400 | 24.68 | 247 | 61.44 47.46 47.46 tr IHOV]X7 IHOV]X7_CAVPO CAVPO 14
GN=5SRSF1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
401 | 24.67 | 247 | 43.89 35.74 35.74 trIHOV7V6IHOV7V6_CAVPO CAVPO 14
porcellus GN=AMPH PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
402 | 24.65 | 24.7 | 55.99 50.14 42.34 tr IHOV8FOIHOV8FO_CAVPO CAVPO 17
GN=PDHB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
403 | 2456 | 24.7 | 52.84 47.16 36.49 tr IHOVFE3 |HOVFE3_CAVPO CAVPO 12
GN=PSMD11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
404 24.54 247 | 35.94 31.45 24.93 trIHOVIA6 | HOVIA6_CAVPO CAVPO 13
GN=GUCY1A3 PE=3 SV=1
Platelet-activating factor acetylhydrolase IB
405 | 2452 | 258 | 55.85 54.63 41.46 trI[HOVRI4 | HOVRI4_CAVPO subunit alpha OS=Cavia porcellus CAVPO 12
GN=PAFAHI1B1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
406 | 24.51 246 | 48.16 48.16 43.48 tr IHOW5T5 I HOW5T5_CAVPO CAVPO 12
GN=PHB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
407 | 2448 | 246 | 44.28 39.4 38.09 tr IHOUSZ7 |HOUSZ7_CAVPO CAVPO 16
GN=ALDH6A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
408 | 2445 | 245 | 653 58.74 58.74 tr IHOUWHS8 |HOUWHS_CAVPO CAVPO 22
GN=IDH3A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
409 | 2445 | 24.6 | 4846 39.96 35.26 tr IHOVRF5 I HOVRF5_CAVPO CAVPO 13
GN=PUF60 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
410 | 2432 | 244 | 39.92 36.9 27.42 trIHOV1B4|HOV1B4_CAVPO CAVPO 13
porcellus GN=TOM1L2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
411 | 2427 | 243 | 34.84 31.12 31.12 trIHOVYB6 |HOVYB6_CAVPO CAVPO 14
GN=AGPAT3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
412 | 2415 | 242 | 69.31 68.81 68.32 tr IHOVQC2 I HOVQC2_CAVPO CAVPO 21
porcellus GN=PRDX1 PE=4 SV=1
413 24.14 24.8 | 43.97 41.38 40.52 tr I HOVKU4 | HOVKU4_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 17




GN=ATP6V1H PE=4 SV=1

Histone H2A OS=Cavia porcellus

414 24.12 28.2 | 50.54 50.54 46.77 tr I HOV7J41HOV7]4_CAVPO CAVPO 16
GN=H2AFY2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
415 24.04 241 | 55.32 48.14 46.01 tr[HOVIE4 I HOVIE4_CAVPO CAVPO 13
GN=ACTR1A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
416 24.02 24 27.24 25 22.15 tr IHOUUDOIHOUUDO_CAVPO CAVPO 24
GN=SLC2A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
417 | 23.97 24 60 55.28 50 trIHOVZ7F8 |HOV7F8_CAVPO CAVPO 14
GN=PPPIR7 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
418 | 23.95 26 16.17 15.04 13.44 trIHOVE70IHOVE70_CAVPO CAVPO 16
GN=GNAS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
419 | 2391 | 262 | 305 24.45 20.14 trIHOVA451 HOVA45_CAVPO CAVPO 15
GN=HSPH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
420 | 23.88 24 57.82 52.79 50.28 trI[HOVPBO|HOVPBO_CAVPO CAVPO 13
GN=RBM4B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
421 | 2387 | 26.1 | 36.12 32.29 28.05 trIHOV4E3HOV4E3_CAVPO CAVPO 14
GN=TRAP1 PE=3 S5V=1
Acetyltransferase component of pyruvate
422 | 23.84 | 239 | 33.18 31.61 27.7 trIHOVJUSIHOVJUS_CAVPO dehydrogenase complex OS=Cavia porcellus | CAVPO 15
GN=DLAT PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
423 | 23.83 | 239 | 35.84 25.78 24.36 trIHOVT81IHOVT81_CAVPO CAVPO 14
GN=ADD3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
424 | 2382 | 239 | 533 50.82 46.7 tr|HOW6EO IHOW6EO_CAVPO CAVPO 15
porcellus GN=VAT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
425 23.7 23.8 | 49.42 49.42 49.42 tr IHOWC55 I HOWC55_CAVPO CAVPO 19
GN=PRPH2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
426 | 23.69 | 23.7 | 4447 42.75 42.75 trIHOVCH6 IHOVCH6_CAVPO CAVPO 15

GN=CTSD PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

427 | 23.69 | 237 | 68.81 68.81 63.86 tr IHOVUX6 |HOVUX6_CAVPO CAVPO 15
porcellus GN=GUK1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
428 | 23.66 | 23.7 | 4837 41.3 41.3 tr|HOUU43 | HOUU43_CAVPO CAVPO 16
porcellus GN=ADHS5 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
429 | 23.66 | 23.8 | 69.59 61.15 61.15 tr[HOV3Y51HOV3Y5_CAVPO CAVPO 14
porcellus GN=LOC100723257 PE=3 SV=1
Adenylyl cyclase-associated protein OS=Cavia
430 | 23.63 | 23.7 | 38.58 37.07 30.39 trIHOV674 1 HOV674_CAVPO CAVPO 12
porcellus GN=CAP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
431 | 23.61 23.7 | 36.96 36.96 35.02 trIHOV8Z11HOV8Z1_CAVPO CAVPO 15
GN=SCRN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
432 | 23.51 23.6 | 30.22 28.71 25.54 trIHOV6J11HOV6]J1_CAVPO CAVPO 13
porcellus GN=EIF3L PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
433 | 2349 | 23.6 | 54.63 51.42 41.4 tr IHOVIMZ7 |HOVIM7_CAVPO CAVPO 14
porcellus GN=PTBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
434 | 2346 | 235 | 48.92 43.61 39.04 trIHOVBM4 | HOVBM4_CAVPO CAVPO 14
GN=APMAP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
435 | 2345 | 235 | 59.19 54.86 51.62 tr [HOV2691HOV269_CAVPO CAVPO 14
GN=NSFL1C PE=4 SV=1
Proteasome subunit alpha type (Fragment)
436 | 23.41 23.4 | 56.18 54.31 46.82 trIHOVSV5IHOVSV5_CAVPO CAVPO 12
OS=Cavia porcellus GN=Psmal PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
437 | 23.41 29.7 | 72.94 68.53 68.53 tr IHOW2W3 T HOW2W3_CAVPO CAVPO 21
GN=GNB3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
438 23.4 26.1 | 67.25 63.76 60.7 trIHOVEL1IHOVEL1_CAVPO CAVPO 16
porcellus GN=GSTM3 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
439 | 2336 | 234 | 65.61 65.08 65.08 trIHOV8R3 I HOV8R3_CAVPO CAVPO 19
GN=PARK? PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
440 | 2332 | 234 | 39.44 30.85 20.14 trIHOVLASIHOVLAS_CAVPO CAVPO 12

GN=PREP PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

441 | 2332 | 237 | 38.84 38.66 31.94 tr IHOVNCOIHOVNCO0_CAVPO CAVPO 13
porcellus GN=GRK? PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
442 | 23.31 24.3 | 55.27 51.41 40.62 trIHOWAK4 I HOWAK4_CAVPO CAVPO 12
GN=LOC101788057 PE=3 SV=1
Inosine-5'-monophosphate dehydrogenase
443 | 2327 | 253 | 34.56 30.87 30.87 tr IHOVES3 I HOVFS3_CAVPO (Fragment) OS=Cavia porcellus GN=IMPDH2 | CAVPO 14
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
444 23.24 235 | 51.45 45.41 38.89 trIHOVAM2 I HOVAM2_CAVPO CAVPO 13
porcellus GN=VATIL PE=4 SV=1
Proteasome subunit alpha type OS=Cavia
445 | 2323 | 233 | 67.07 65.45 52.44 tr [HOV034 |HOV034_CAVPO CAVPO 13
porcellus GN=PSMAG6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
446 | 2319 | 234 | 20.11 12.13 6.984 tr [IHOV983 |HOV983_CAVPO CAVPO 12
GN=CKAPS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
447 23.18 23.4 | 44.47 38.83 32.1 trIHOVDDO |HOVDDO_CAVPO CAVPO 14
porcellus GN=RNH1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
448 | 23.07 | 232 | 74.32 74.32 74.32 tr IHOVKVOIHOVKV0_CAVPO CAVPO 33
porcellus GN=Calm1 PE=4 SV=1
Isocitrate dehydrogenase [NADP] OS=Cavia
449 23 25.4 | 48.01 45.8 29.87 tr IHOVCH1 IHOVCH1_CAVPO NADP 14
porcellus GN=IDH2 PE=3 SV=1
Malic enzyme OS=Cavia porcellus GN=ME2
450 | 2299 | 231 | 464 32.36 21.23 trIHOVLR8 |HOVLR8_CAVPO CAVPO 11
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
451 | 2297 23 36.18 36.18 36.18 tr IHOVD811HOVD81_CAVPO CAVPO 21
GN=Anp32a PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
452 | 2293 23 65.74 65.12 63.58 trIBSABI3 IB5ABI3_CAVPO CAVPO 15
GN=YB1 PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
453 | 22.87 | 229 | 51.12 50.37 45.66 trIHOUUS6 |HOUUS6_CAVPO CAVPO 12
porcellus GN=ACTR3 PE=3 SV=1
454 | 22.84 229 | 52.35 45.13 42.6 tr[HOW9R6 |HOW9R6_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 12




GN=IMPA1 PE=4 5V=1

Uncharacterized protein OS=Cavia porcellus

455 22.81 229 | 51.45 4791 42.44 trIHOV6151HOV615_CAVPO CAVPO 12
GN=NAPG PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
456 | 2278 | 22.8 | 45.15 38.5 36.57 trIHOVJK3 | HOVJK3_CAVPO CAVPO 20
GN=SLC25A3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
457 22.77 229 | 31.62 20.29 17 trIHOVA86 [ HOVA86_CAVPO CAVPO 11
GN=CUL4A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
458 | 2273 | 22.8 | 33.93 27.78 27.78 trIHOVKG3 |HOVKG3_CAVPO CAVPO 12
GN=API5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
459 | 2273 | 22.8 | 2245 18.3 16.28 tr IHOVP57 I HOVP57_CAVPO CAVPO 12
GN=IPO7 PE=4 5V=1
6-phosphogluconate dehydrogenase,
460 | 22.63 | 22.7 | 54.46 54.46 51.49 trIHOVZ241HOVZ24_CAVPO decarboxylating (Fragment) OS=Cavia CAVPO 13
porcellus GN=PGD PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
461 | 22,62 | 23.1 | 56.19 53.65 42.86 trIHOVOK2 |HOVOK2_CAVPO CAVPO 12
GN=EIF251 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
462 | 2252 | 22.6 | 34.83 29.96 23.03 trIHOVSM1I1HOVSM1_CAVPO CAVPO 10
GN=PSMD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
463 | 2245 | 22.6 | 47.56 37.04 29.82 trIHOV7AO0IHOV7A0_CAVPO CAVPO 13
GN=SMU1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
464 | 2236 | 224 | 54.04 54.04 51.55 trIHOV9K1 IHOV9K1_CAVPO CAVPO 13
porcellus GN=PDXK PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
465 | 2235 | 56.6 | 46.16 40.51 35.5 tr|HOV545 HOV545_CAVPO CAVPO 30
GN=AP1B1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
466 | 2231 | 224 | 515 45.96 34.64 trIHOVW72IHOVW72_CAVPO CAVPO 13
GN=PSMC2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
467 223 22.3 | 40.67 40.67 31.91 tr IHOVHQ8 |IHOVHQ8_CAVPO CAVPO 12

porcellus GN=PDIA6 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

468 223 224 | 31.57 26.29 22.14 trIHOVWP6 I HOVWP6_CAVPO CAVPO 11
porcellus GN=CAPN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
469 | 2229 | 225 | 23.74 17.04 14.78 tr|HOV2GO I HOV2G0_CAVPO CAVPO 14
GN=CCARI1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
470 | 2222 | 223 | 31.53 28.83 28.83 tr IHOW767 |THOW767_CAVPO CAVPO 13
porcellus GN=RANBP3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
471 | 2218 | 222 | 43.11 37.11 37.11 trIHOV542 |HOV542_CAVPO CAVPO 12
porcellus GN=Gsr PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
472 | 2216 | 223 | 33.83 28.8 23.04 tr IHOVMWS5 [ HOVMW5_CAVPO CAVPO 15
GN=RGS9 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
473 | 2213 | 223 | 72.02 67.49 52.67 tr IHOV3NS5 |HOV3N5_CAVPO CAVPO 11
GN=Rps3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
474 22.08 222 | 47.59 44.48 4391 trlHOW9511HOW951_CAVPO CAVPO 13
GN=PRMT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
475 | 22.04 | 232 | 50.64 46.8 36.83 tr [HOV659 1 HOV659_CAVPO CAVPO 12
GN=Csnk2al PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
476 | 22.03 22 70.83 65.83 65.83 tr IHOVZK8 I HOVZKS8_CAVPO CAVPO 12
porcellus GN=DDAH1 PE=4 SV=1
Serine/threonine-protein phosphatase
477 22 22 54.05 51.13 51.13 tr[HOV4U3 |1 HOV4U3_CAVPO CAVPO 13
0OS=Cavia porcellus GN=PPP2CA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
478 22 221 | 43.55 39.52 36.69 trIHOW1D6 | HOW1D6_CAVPO CAVPO 12
GN=TPM3 PE=3 SV=1
Interphotoreceptor retinoid binding protein
479 21.94 22 63.21 43.63 37.74 trlQ8KIW31Q8K1W3_CAVPO | (Fragment) OS=Cavia porcellus GN=irbp PE=4 | CAVPO 12
Sv=1
Uncharacterized protein (Fragment) OS=Cavia
480 | 21.86 | 219 | 63.76 63.76 63.3 tr[HOUYR4 | HOUYR4_CAVPO CAVPO 12
porcellus GN=HPRT1 PE=4 SV=1
481 21.84 22 30.98 25.84 19.26 tr[HOVKJ2 | HOVK]J2_CAVPO Lysine--tRNA ligase OS=Cavia porcellus CAVPO 11




GN=KARS PE=3 SV=1

Uncharacterized protein (Fragment) OS=Cavia

482 | 21.82 | 219 | 4742 41.8 33.03 trIHOVA43 1 HOVA43_CAVPO CAVPO 12
porcellus GN=ERO1L PE=4 SV=1
Serine hydroxymethyltransferase OS=Cavia
483 21.8 225 | 49.38 41.94 33.26 tr [HOV3HOIHOV3HO_CAVPO CAVPO 12
porcellus GN=SHMT1 PE=1 SV=1
Uncharacterized protein OS=Cavia porcellus
484 21.8 219 | 31.36 31.36 28.14 trIHOVU301 HOVU30_CAVPO CAVPO 13
GN=NT5C2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
485 | 21.79 | 222 | 57.64 53.38 34.84 trIHOVEM1IHOVEM1_CAVPO CAVPO 16
GN=LANCL1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
486 | 21.77 | 219 | 34.33 24.84 18.35 tr IHOWOW4 I HOW9W4_CAVPO CAVPO 13
porcellus GN=RRBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
487 21.7 21.8 | 36.76 24.87 18.86 tr IHOV5X7 |HOV5X7_CAVPO CAVPO 12
GN=DDX42 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
488 | 21.69 | 21.7 | 31.49 31.23 30.98 trIHOVNZ8 I HOVNZ8_CAVPO CAVPO 13
GN=NPTN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
489 | 21.67 22 73.16 65.81 50 tr IHOUTX5IHOUTX5_CAVPO CAVPO 12
GN=PHB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
490 | 21.67 | 21.7 | 41.87 34.52 32.94 trIHOVQT4 1 HOVQT4_CAVPO CAVPO 13
porcellus GN=HDAC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
491 | 21.62 | 21.8 | 49.65 45.41 42.35 tr IHOVT57 |HOVT57_CAVPO CAVPO 15
GN=Rbbp4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
492 21.6 21.8 | 20.02 15.64 10.51 tr|HOV477 1 HOV477_CAVPO CAVPO 10
porcellus GN=Nomol PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
493 | 2157 | 216 | 747 65.06 65.06 trIHOVBHO|HOVBHO_CAVPO CAVPO 12
porcellus GN=CFL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
494 | 2142 | 215 | 3241 28.01 26.71 trIHOVP14 1 HOVP14_CAVPO CAVPO 12

GN=AIFM1 PE=4 SV=1




Mitochondrial Rho GTPase OS=Cavia

495 | 21.41 21.6 | 28.84 24.43 21.02 trIHOVB69 |IHOVB69_CAVPO CAVPO 12
porcellus GN=RHOT1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
496 | 2136 | 21.4 | 53.85 47.93 47.93 tr IHOW737 |THOW737_CAVPO CAVPO 14
GN=COX4I1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
497 | 2135 | 214 | 34.69 33.39 29.7 trIHOV1J11HOV1J1_CAVPO CAVPO 12
GN=TERF2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
498 | 2135 | 214 | 43.19 35.73 30.85 tr IHOV759 |HOV759_CAVPO CAVPO 11
GN=PSMD6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
499 | 2133 | 214 | 1598 14.83 12.16 tr IHOVZ7Q61HOV7Q6_CAVPO CAVPO 10
GN=NRCAM PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
500 | 21.31 21.5 | 46.77 38.75 23.87 tr IHOW849 | HOW849_CAVPO CAVPO 9
porcellus GN=ARCN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
501 | 2126 | 214 | 22.35 18.16 12.68 tr IHOVO0S3 | HOV0S3_CAVPO CAVPO 10
GN=SEC24C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
502 | 21.23 | 21.3 | 49.04 41.4 41.4 tr IHOV4G6 | HOV4G6_CAVPO CAVPO 12
GN=SLC25A11 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
503 21.2 213 | 187 14.52 11.7 tr IHOVFP3 | HOVFP3_CAVPO CAVPO 12
porcellus GN=XPO5 PE=4 SV=1
Capping protein (Actin filament) muscle
504 | 21.18 | 21.3 | 71.68 69.58 63.64 trQ07E101Q07E10_CAVPO Z-line, alpha 2 OS=Cavia porcellus CAVPO 12
GN=CAPZA2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
505 | 21.17 | 21.2 | 24.01 21.01 19.24 tr IHOVPQ2 I HOVPQ2_CAVPO CAVPO 11
GN=LSS PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
506 | 21.16 | 21.2 | 46.48 44.79 40 trIHOVG68 | HOVG68_CAVPO CAVPO 10
GN=NDUFA10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
507 | 21.16 | 21.2 | 3597 3291 3291 trIHOVKBZ7 |HOVKB7_CAVPO CAVPO 11
GN=Luc712 PE=4 SV=1
508 21.14 21.2 | 20.26 14.92 11.46 trIHOVD57 ITHOVD57_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 12




GN=NUP155 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

509 | 21.07 | 211 50 50 46.75 tr[HOV181HOV181_CAVPO CAVPO 11
GN=BPNT1 PE=4 SV=1
Adenosylhomocysteinase OS=Cavia porcellus
510 | 21.03 | 234 | 35.09 31.32 20.94 tr IHOVJKO I HOVJKO_CAVPO CAVPO 11
GN=AHCYL1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
511 | 20.97 23 51.66 51.29 46.13 trIHOVGS0IHOVGS0_CAVPO CAVPO 20
GN=CALB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
512 | 2095 | 21.1 | 45.29 34.86 29.26 trIHOUZY7 1 HOUZY7_CAVPO CAVPO 13
GN=MAP2K1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
513 | 20.93 21 57.06 52.35 45.15 trIHOVPASIHOVPAS_CAVPO CAVPO 13
porcellus GN=SEPT2 PE=3 SV=1
Catalase OS=Cavia porcellus GN=Mip PE=3
514 | 20.92 21 44.21 38.14 28.27 trIHOVLR7 IHOVLR7_CAVPO V-1 CAVPO 12
Uncharacterized protein OS=Cavia porcellus
515 | 2091 21 39.71 37.8 32.3 tr |[HOW5L8 |IHOW5L8_CAVPO CAVPO 12
GN=SERPINH1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
516 20.9 209 | 32.37 32.37 32.37 tr[HOV2JOIHOV2J0_CAVPO CAVPO 11
porcellus GN=NCEH1 PE=4 SV=1
Serine/threonine-protein phosphatase
517 | 20.84 | 209 | 36.38 34.32 31.12 trIHOVFI7 IHOVFI7_CAVPO (Fragment) OS=Cavia porcellus GN=PPP3CA | CAVPO 13
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
518 | 20.77 | 20.8 | 70.83 65.1 65.1 tr[HOV534 | HOV534_CAVPO CAVPO 11
porcellus GN=AK1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
519 | 20.71 | 20.8 | 47.15 47.15 47.15 trIHOVH33 | HOVH33_CAVPO CAVPO 12
porcellus GN=ERP29 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
520 | 20.69 | 209 | 24.84 12.82 11.39 trIHOV7G7 ITHOV7G7_CAVPO CAVPO 11
GN=HDLBP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
521 | 20.69 | 20.8 | 49.59 39.84 39.84 trIHOVCJOIHOVCJ0_CAVPO CAVPO 12

GN=BCAP31 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

522 | 20.68 | 20.8 | 36.53 35.13 28.54 tr IHOVCU8 I HOVCU8_CAVPO CAVPO 13
GN=SF3A3 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
523 | 20.65 | 30.8 | 32.54 30.74 28.35 trIHOV4A51HOV4A5_CAVPO CAVPO 19
porcellus GN=LOC100724384 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
524 | 20.64 | 21.7 | 272 21.54 19.93 tr|[HOUXL7 |HOUXL7_CAVPO CAVPO 13
GN=BAG6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
525 | 20.63 | 20.8 | 22.68 19.95 13.3 tr IHOV7I9 |HOVZ7I9_CAVPO CAVPO 10
porcellus GN=PC PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
526 | 2059 | 20.8 | 31.22 25.34 18.55 trIHOV7G51HOV7G5_CAVPO CAVPO 12
porcellus GN=GBE1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
527 | 2057 | 20.7 30 24.86 16.62 tr IHOV4I3 | HOV4I3_CAVPO CAVPO 12
GN=DCLK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
528 20.5 20.6 | 49.53 47.35 42.99 tr IHOUWE9 |HOUWE9_CAVPO CAVPO 12
GN=SLC25A22 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
529 20.5 20.5 | 55.99 55.99 55.99 tr IHOVP58 IHOVP58_CAVPO CAVPO 12
GN=COPE PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
530 | 2048 | 21.6 | 25.75 18.35 11.26 tr [HOUUX4 | HOUUX4_CAVPO CAVPO 11
GN=VARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
531 | 2048 | 20.5 | 80.47 72.56 66.98 tr IHOV8C8IHOV8C8_CAVPO CAVPO 14
GN=RAB14 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
532 | 2047 | 225 | 64.16 55.2 53.18 tr IHOV7P51HOV7P5_CAVPO CAVPO 13
GN=HNRNPH3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
533 | 2044 | 205 | 29.7 28.04 26.75 tr[HOV5]J41HOV5J4_CAVPO CAVPO 11
porcellus GN=IGF2BP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
534 | 2043 | 20.6 | 21.05 14.86 9.677 trIHOVL70/HOVL70_CAVPO CAVPO 9
porcellus GN=LARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
535 | 2041 20.5 | 39.27 33.2 28.54 tr[HOVNS8 |HOVNSS_CAVPO CAVPO 11

GN=GPHN PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

536 | 20.39 | 206 | 7.271 2.698 1.772 tr IHOVC35IHOVC35_CAVPO CAVPO 11
porcellus GN=SYNE1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
537 | 2036 | 20.5 | 33.83 32.15 28.97 tr|[HOUUF3IHOUUF3_CAVPO CAVPO 12
GN=TROVE2 PE=4 S5V=1
Putative monoamine oxidase A (Fragment)
538 | 2036 | 205 | 3221 28.46 26.88 tr[Q9INASIQIINAS_CAVPO CAVPO 12
OS=Cavia porcellus GN=MAO-A PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
539 | 2035 | 20.5 | 36.89 31.77 23.45 trIHOV8741HOV874_CAVPO CAVPO 11
GN=RUFY3 PE=4 SV=1
Microtubule-associated protein (Fragment)
540 | 2035 | 204 | 32.58 25.44 20.56 tr IHOVMS?7 IHOVMS7_CAVPO CAVPO 12
OS=Cavia porcellus GN=MAPT PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
541 | 2029 | 20.5 | 37.82 32.63 23.21 tr IHOW345 1 HOW345_CAVPO CAVPO 13
GN=KLC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
542 | 2023 | 203 | 54.13 54.13 54.13 tr IHOW9AO I HOW9AO_CAVPO CAVPO 11
GN=RAB11B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
543 | 20.19 | 202 | 7445 72.99 69.34 tr IHOUWI7 IHOUWI7_CAVPO CAVPO 12
GN=CRABP1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
544 | 20.17 | 202 | 34.84 26.97 24.61 tr IHOVCE7 IHOVCE7_CAVPO CAVPO 10
porcellus GN=UGP2 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
545 | 20.15 | 203 | 19.62 14.99 10.72 tr IHOVK83 |HOVKS83_CAVPO CAVPO 10
porcellus GN=NCKAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
546 | 20.14 | 20.2 | 21.58 19.09 19.09 tr IHOW523 | HOW523_CAVPO CAVPO 19
GN=SLC16A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
547 | 20.09 | 20.2 | 33.07 28.84 23.82 trIHOVRW8 I HOVRWS8_CAVPO CAVPO 10
GN=DYNC1I2 PE=4 SV=1
Delta-aminolevulinic acid dehydratase
548 | 20.08 | 20.2 | 48.22 45.27 45.27 trIHOVA29 1 HOVA29_CAVPO (Fragment) OS=Cavia porcellus GN=ALAD CAVPO 13
PE=3 SV=1
549 20.07 20.1 | 56.97 56.97 50.82 trIHOUVY4IHOUVY4_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 10




GN=C14o0rf166 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

550 20 20 53.37 53.37 53.37 trIHOUYP7 IHOUYP7_CAVPO CAVPO 10
GN=HPCA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
551 20 20 66.03 66.03 66.03 tr[HOV278 |IHOV278_CAVPO CAVPO 12
GN=ATP5H PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
552 19.9 20 28.44 23.67 14 trIHOVMF11HOVMF1_CAVPO CAVPO 10
GN=MARS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
553 19.9 20 45.7 43.32 36.8 trIHOW1P5 I HOW1P5_CAVPO CAVPO 11
porcellus GN=PRKACA PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
554 | 19.88 | 19.9 | 43.52 37.72 31.91 trIHOVN31IHOVN31_CAVPO CAVPO 13
GN=SLC3A2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
555 | 19.84 | 19.9 | 50.48 46.03 45.4 tr IHOVGC8 |HOVGC8_CAVPO CAVPO 12
GN=Calu PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
556 | 19.84 | 199 | 33.97 30.53 24.81 tr IHOVJK8 |HOVJK8_CAVPO CAVPO 10
GN=DYNCILI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
557 | 19.84 20 53.96 37.13 34.16 trIHOW5111HOW511_CAVPO CAVPO 10
GN=COPS4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
558 | 19.82 | 199 | 56.2 45.74 45.74 trIHOVCY8IHOVCY8_CAVPO CAVPO 12
porcellus GN=Rpsa PE=3 S5V=1
Coatomer subunit gamma OS=Cavia porcellus
559 | 19.77 | 19.9 | 25.98 19.08 15.75 tr IHOVX701 HOVX70_CAVPO CAVPO 11
GN=COPGI1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
560 | 19.73 | 52.3 | 50.78 41.93 33.97 tr IHOUVG6 [HOUVG6_CAVPO CAVPO 26
GN=ACTN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
561 19.73 | 19.8 | 42.34 42.34 32.31 trIHOUVW8IHOUVWS8_CAVPO CAVPO 13
GN=NANS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
562 19.7 21.9 | 2845 28.45 20.17 trIHOV628 IHOV628_CAVPO CAVPO 11

GN=ADD2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

563 | 19.69 19.8 | 30.7 28.19 22.8 trIHOVA381 HOVA38_CAVPO CAVPO 10
GN=NT5DC2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
564 | 19.67 | 19.8 | 36.06 29.82 26.12 tr IHOVXYZ7 HOVXY7_CAVPO CAVPO 10
porcellus GN=PRKCSH PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
565 | 19.63 19.7 | 72.78 65.82 64.56 tr [HOWON2 |[HOWON2_CAVPO CAVPO 11
GN=CPLX3 PE=4 SV=1
Microtubule-associated protein (Fragment)
566 | 19.59 19.6 | 32.04 29.18 27.35 trIHOVUD6 |HOVUD6_CAVPO CAVPO 11
OS=Cavia porcellus GN=MAP4 PE=3 5V=1
Uncharacterized protein (Fragment) OS=Cavia
567 | 1957 | 19.6 | 54.46 52.92 51.08 tr IHOUV39 1 HOUV39_CAVPO CAVPO 11
porcellus GN=SFXN3 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
568 | 19.54 | 19.6 | 50.59 41.57 41.57 tr IHOVB82 | HOVB82_CAVPO CAVPO 10
GN=ETFB PE=4 SV=1
mRNA cap guanine-N7 methyltransferase
569 | 19.51 19.9 | 43.64 41.95 26.27 tr IHOV]251HOV]25_CAVPO CAVPO 10
OS=Cavia porcellus GN=RNMT PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
570 19.5 19.6 | 395 37.7 30.93 tr IHOVOW1 I HOVOW1_CAVPO CAVPO 11
GN=COPS2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
571 19.5 19.6 | 42.95 41.03 38.14 tr IHOVTB9 IHOVTB9_CAVPO CAVPO 10
GN=HSD17B12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
572 | 1948 | 30.6 | 40.23 24.87 18.7 trIHOW2U4 | HOW2U4_CAVPO CAVPO 15
GN=KIF5C PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
573 | 19.46 19.5 | 47.81 43.96 41.13 trIHOV6E6 IHOVOE6_CAVPO CAVPO 10
porcellus GN=ILF2 PE=4 S5V=1
Phosphomannomutase OS=Cavia porcellus
574 | 1943 19.6 | 56.5 53.25 46.75 trIHOUTH1 IHOUTH1_CAVPO CAVPO 12
GN=PMM2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
575 | 1943 | 25,5 | 55.93 55.93 55.93 tr IHOVIX2 |HOVIX2_CAVPO CAVPO 19
GN=YWHAQ PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
576 | 19.38 19.6 | 35.12 30.62 28.2 trIHOVFUOI|HOVFUO_CAVPO CAVPO 10

porcellus GN=DAK PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

577 | 19.37 | 225 | 28.27 21.5 20.68 tr[HOVHX8 T HOVHX8_CAVPO CAVPO 13
porcellus GN=DLG2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
578 | 19.36 19.5 | 52.13 49.65 42.2 tr|HOVIE3 | HOVIE3_CAVPO CAVPO 12
GN=ESD PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
579 19.3 193 | 453 45.3 45.3 tr IHOVX59 | HOVX59_CAVPO CAVPO 16
GN=ROM1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
580 | 19.29 19.5 | 23.81 15.87 11.11 tr IHOVQHO IHOVQHO_CAVPO CAVPO 10
GN=MYBBP1A PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
581 19.28 19.4 | 47.33 47.33 34.33 trIHOV6]J21 HOV6]2_CAVPO CAVPO 11
GN=TCEA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
582 | 19.26 19.4 | 35.12 30.77 21.4 tr IHOVT25IHOVT25_CAVPO CAVPO 10
porcellus GN=Nop56 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
583 | 19.19 19.3 | 65.31 52.03 40.22 tr IHOVL43 | HOVL43_CAVPO CAVPO 11
porcellus GN=PITPNB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
584 | 19.18 19.5 | 60.54 60.15 53.26 trIHOVEZ1I1HOVEZ1_CAVPO CAVPO 10
GN=HSD17B10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
585 | 19.18 19.3 | 53.45 49.45 46.18 trIHOVLY8 IHOVLY8_CAVPO CAVPO 11
GN=PROSC PE=1 SV=1
Uncharacterized protein OS=Cavia porcellus
586 | 19.18 193 | 38.07 34.26 33.5 trIHOVVNOIHOVVNO_CAVPO CAVPO 11
GN=ACTR2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
587 | 19.09 19.2 | 35.88 31.85 28.66 trIHOUUE7 |[HOUUE7_CAVPO CAVPO 10
GN=Eif2s3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
588 | 19.09 193 | 69.49 56.99 51.1 tr IHOUUTS | HOUUT5_CAVPO CAVPO 10
porcellus GN=Mtap PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
589 | 19.09 19.2 | 58.97 55.31 55.31 tr THOVJ50 1 HOV]50_CAVPO CAVPO 12
GN=C21o0rf33 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
590 | 19.08 19.2 | 45.85 34.97 32.9 trIHOVDC6 | HOVDC6_CAVPO CAVPO 10

porcellus GN=HIBCH PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

591 19.04 | 193 | 2455 19.55 17.61 tr IHOVKR9 |HOVKR9_CAVPO CAVPO 12
GN=WDR44 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
592 19 19.1 | 55.82 51 47.39 trIHOUUQ6 |HOUUQ6_CAVPO CAVPO 11
GN=PSME1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
593 | 18.98 19.1 | 29.92 26.06 26.06 trIHOVEH8 |HOVEH8_CAVPO CAVPO 11
porcellus GN=GSPT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
594 18.97 19.1 | 52.89 52.89 50.22 trIHOVR64 1 HOVR64_CAVPO CAVPO 13
GN=EEF1B2 PE=3 SV=1
Preproalbumin OS=Cavia porcellus GN=Alb
595 | 18.95 19.1 | 31.09 24.18 20.56 trlQ6WDN91Q6WDN9_CAVPO CAVPO 10
PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
59 | 18.94 19 32.14 32.14 22.22 tr IHOWON1IHOWIN1_CAVPO CAVPO 11
GN=PSMD5 PE=4 SV=1
40S ribosomal protein S3a OS=Cavia porcellus
597 | 18.85 189 | 51.89 46.21 43.18 tr IHOVIN3 IHOVTN3_CAVPO CAVPO 11
GN=RPS3A PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
598 | 18.83 19 44.55 39 31.05 trIHOVAG4 I HOVAG4_CAVPO CAVPO 12
GN=HNRNPLL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
599 | 18.83 18.9 | 49.55 46.59 41.25 tr IHOVQUS IHOVQU5_CAVPO CAVPO 11
GN=DCPS PE=4 SV=1
Proteasome subunit alpha type (Fragment)
600 | 18.77 | 189 | 58.24 48.28 48.28 tr IHOW5S7 [ HOW5S7_CAVPO CAVPO 11
OS=Cavia porcellus GN=PSMA4 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
601 18.73 18.9 | 33.71 32.12 28.7 trIHOVGN9 I HOVGN9_CAVPO CAVPO 10
GN=OAT PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
602 18.7 18.8 | 40.39 36.72 31.1 trlTHOVQ97 IHOVQ97_CAVPO CAVPO 9
GN=RMDN3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
603 | 18.68 18.7 | 29.7 27.79 27.79 trIHOUY79 |HOUY79_CAVPO CAVPO 12
GN=5t13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
604 | 18.68 18.8 | 10.49 6.444 5.108 tr IHOVJM9 I HOVIM9_CAVPO CAVPO 10

GN=MTOR PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

605 | 18.67 | 239 | 54.17 50.83 50.83 trIHOUYE6 |HOUYE6_CAVPO CAVPO 15
porcellus GN=PRKAR2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
606 | 18.65 18.7 | 3227 31.63 27.8 trIHOUTM4 | HOUTM4_CAVPO CAVPO 10
GN=RALY PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
607 | 18.64 | 187 | 53.99 43.56 38.96 tr IHOVM56 | HOVM56_CAVPO CAVPO 12
GN=RPRD1B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
608 | 18.62 18.7 | 21.79 16.09 14.08 tr[HOVDO03 |HOVDO03_CAVPO CAVPO 11
porcellus GN=DNAJC6 PE=4 SV=1
Eukaryotic translation initiation factor 3
609 | 18.58 18.8 | 32.81 29.66 25.17 trIHOV7E3IHOV7E3_CAVPO subunit E OS=Cavia porcellus GN=EIF3E PE=3 | CAVPO 12
Sv=1
Elongation factor 1-alpha OS=Cavia porcellus
610 | 1857 | 35.6 | 64.58 61.77 60.04 trIHOW617 |THOW617_CAVPO CAVPO 22
GN=EEF1A2 PE=3 SV=1
Dihydrolipoyl dehydrogenase OS=Cavia
611 18.56 18.6 | 34.77 27.9 26.13 tr IHOV559 |HOV559_CAVPO CAVPO 10
porcellus GN=DLD PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
612 | 1856 | 30.5 | 71.19 67.51 65.82 tr IHOVJC9 IHOVJC9_CAVPO CAVPO 24
GN=GNAT2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
613 | 18.52 18.7 | 55.79 53.96 43.29 trIHOVKD4 | HOVKD4_CAVPO CAVPO 13
GN=BUB3 PE=4 5V=1
614 | 18.51 18.6 | 39.42 30.69 28.84 trIB6V6851B6V685_CAVPO Serpin B6 OS=Cavia porcellus PE=2 SV=1 CAVPO 10
Uncharacterized protein (Fragment) OS=Cavia
615 18.5 20.6 | 60.07 54.51 54.17 tr IHOUX52 [HOUX52_CAVPO CAVPO 11
porcellus GN=DDAH2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
616 18.5 20.7 | 41.87 37.19 37.19 trIHOVC62 |HOVC62_CAVPO CAVPO 11
GN=ERP44 PE=4 SV=1
Branched-chain-amino-acid aminotransferase
617 | 1847 | 185 | 44.04 39.9 33.16 tr|[HOVOB4 | HOV0B4_CAVPO (Fragment) OS=Cavia porcellus GN=BCAT1 CAVPO 12

PE=1 SV=1




Proteasome subunit alpha type OS=Cavia

618 | 18.46 185 | 55.19 55.19 52.28 tr IHOVP94 1 HOVP94_CAVPO CAVPO 14
porcellus GN=PSMA5 PE=3 SV=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
619 | 18.42 18.7 | 61.57 50.46 46.3 tr IHOUTIS IHOUTI8_CAVPO CAVPO 11
porcellus GN=PPIB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
620 | 1841 18.6 | 16.26 11.96 6.854 trIHOVOV6 I HOVIV6_CAVPO CAVPO 9
GN=EIF4G1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
621 18.4 18.5 | 40.79 34.66 34.66 tr IHOVINS | HOVJNS_CAVPO CAVPO 10
GN=Rps2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
622 | 18.39 18.4 | 41.92 38.38 35.86 trIHOVNYOIHOVNY0_CAVPO CAVPO 11
GN=GNB5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
623 | 18.35 18.4 | 34.81 27.81 25.23 tr|[HOV8L1IHOV8L1_CAVPO CAVPO 10
porcellus GN=Aarsd1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
624 | 1833 | 20.7 | 61.98 51.71 49.43 tr|HOW454 1 HOW454_CAVPO CAVPO 10
GN=NAPB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
625 18.3 18.3 | 53.61 45.88 43.81 tr IHOW577 |THOWS577_CAVPO CAVPO 25
GN=BSG PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
626 | 1827 | 20.1 17.4 8.342 4.274 tr [HOUTT9 |THOUTT9_CAVPO CAVPO 11
GN=RANBP2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
627 | 1827 | 183 | 53.58 45.28 45.28 tr IHOW701 1 HOW701_CAVPO CAVPO 10
porcellus GN=PURA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
628 | 18.26 18.4 | 57.03 53.61 51.33 trIHOVGC1IHOVGC1_CAVPO CAVPO 11
porcellus GN=FBL PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
629 | 18.25 184 | 32.22 24.56 20.24 trIHOVE29HOVE29_CAVPO CAVPO 9
GN=HARS PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
630 | 18.21 18.3 | 50.29 46.29 45.71 tr [ HOUWBO | HOUWBO0_CAVPO CAVPO 17
porcellus GN=GYG1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
631 18.2 18.3 | 52.25 41.38 31.83 tr[HOVGD3 | HOVGD3_CAVPO CAVPO 13

GN=Ndufa9 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

632 | 1815 | 203 | 71.14 71.14 70.65 tr[HOVS12 | HOVS12_CAVPO CAVPO 14
GN=RAB1B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
633 18.1 182 | 42.64 39.02 32.04 tr|HOVHO1 |HOVHO1_CAVPO CAVPO 11
porcellus GN=SEPT5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
634 | 18.08 18.1 | 33.59 33.59 33.59 trlHOVQ68 I HOVQ68_CAVPO CAVPO 12
GN=ATP5F1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
635 | 18.04 | 181 | 71.98 70.88 68.13 trIHOVR44 | HOVR44_CAVPO CAVPO 12
porcellus GN=ARL3 PE=3 5V=1
Uncharacterized protein (Fragment) OS=Cavia
636 | 18.03 18.2 | 43.54 35.11 34.55 tr IHOWBZ0 I HOWBZ0_CAVPO CAVPO 11
porcellus GN=SAE1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
637 | 18.02 18.1 | 454 45.09 40.8 tr IHOV3QOIHOV3Q0_CAVPO CAVPO 11
porcellus GN=RCN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
638 18 18 37.37 37.15 37.15 tr IHOUWJ4 I HOUW]J4_CAVPO CAVPO 9
GN=U2AF2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
639 18 20 53.51 53.51 53.51 tr IHOW678 | HOW678_CAVPO CAVPO 14
porcellus GN=Rab3a PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
640 | 17.98 18.1 | 60.15 53.51 43.54 tr |IHOWBB9 | HOWBB9_CAVPO CAVPO 10
GN=OTUB1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
641 17.96 18.4 | 36.56 36.29 33.6 trIHOVFN3 I HOVEN3_CAVPO CAVPO 10
porcellus GN=CADM?2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
642 | 17.94 18 74.45 70.93 61.67 tr IHOVJK5 IHOVJK5_CAVPO CAVPO 9
GN=PCMT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
643 | 17.93 189 | 33.79 31.03 25.19 trIHOUT24 1 HOUT24_CAVPO CAVPO 11
GN=EEF1D PE=3 SV=1
E-FABP OS=Cavia porcellus GN=FABP5 PE=2
644 | 17.92 18 75.56 75.56 75.56 tr lA9QUC51 A9QUC5_CAVPO V-1 CAVPO 10
Uncharacterized protein OS=Cavia porcellus
645 | 17.92 18 52.66 52.66 52.66 tr[HOUY27 | HOUY27_CAVPO CAVPO 10

GN=RAB18 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

646 | 17.89 199 | 50.18 50.18 50.18 trIHOVBZ7 IHOVBZ7_CAVPO CAVPO 10
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
647 | 17.89 18 29.72 25.16 22.8 trIHOVNA7 IHOVNA7_CAVPO CAVPO 11
GN=RAD21 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
648 | 17.87 | 179 | 45.44 32.7 26.75 tr IHOW8JOIHOWS8J0_CAVPO CAVPO 10
porcellus GN=SELENBP1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
649 | 17.86 179 | 13.23 10.08 10.08 tr IHOVC49 | HOVC49_CAVPO CAVPO 13
GN=IMPG2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
650 | 17.85 18 49.89 37.31 26.05 tr IHOVEL8 IHOVEL8_CAVPO CAVPO 8
GN=NUCBI PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
651 17.8 179 | 37.7 33.23 30.35 tr IHOWB79 |HOWB79_CAVPO CAVPO 11
GN=HNRNPAB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
652 | 17.78 17.8 | 62.57 62.03 60.43 trIHOUVU1IHOUVU1_CAVPO CAVPO 13
porcellus GN=UCHL1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
653 | 17.78 17.9 | 20.88 18.24 15.22 tr IHOVB03 |HOVB03_CAVPO CAVPO 9
porcellus GN=PROM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
654 | 17.76 17.8 | 49.14 46.55 41.81 tr[HOV8161HOV816_CAVPO CAVPO 9
GN=FAM213A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
655 | 17.75 17.9 | 3447 34.47 28.18 tr[HOV435IH0V435_CAVPO CAVPO 12
GN=UBQLN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
656 | 17.72 17.8 | 34.61 31.5 28.64 tr ITHOUVQOIHOUVQO_CAVPO CAVPO 9
GN=PREB PE=4 SV=1
DNA-directed RNA polymerase OS=Cavia
657 | 17.72 17.9 | 1542 8.227 6.764 trIHOVRW6 |HOVRW6_CAVPO CAVPO 9
porcellus GN=Polr2a PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
658 | 17.65 17.8 | 38.95 35.08 32.04 tr IHOV5J31HOV5]3_CAVPO CAVPO 10
porcellus GN=PIP4K2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
659 | 17.64 | 17.8 | 39.89 37.61 37.61 trIHOVHZ41HOVHZ4_CAVPO CAVPO 10

GN=ATP6V0D1 PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

660 | 17.63 17.7 | 56.37 56.37 52.87 tr|HOW2M4 |[HOW2M4_CAVPO CAVPO 20
GN=CRYM PE=4 5V=1
Nucleoside diphosphate kinase A OS=Cavia
661 17.63 17.8 | 65.36 65.36 65.36 tr|Q99NI2Q99NI2_CAVPO CAVPO 12
porcellus GN=NDPK-A PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
662 | 17.61 17.7 | 21.11 18.69 17.12 trIHOVWT8 IHOVWT8_CAVPO CAVPO 10
porcellus GN=RAP1GAP PE=4 SV=1
ATP-dependent (5)-NAD(P)H-hydrate
663 17.6 17.7 | 5821 58.21 40.06 tr IHOW3Y8IHOW3Y8_CAVPO | dehydratase OS=Cavia porcellus GN=CARKD | CAVPO 10
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
664 | 17.58 17.8 | 31.14 25.88 24.12 trIHOV2791HOV279_CAVPO CAVPO 10
GN=PSMD12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
665 | 17.58 17.7 | 43.64 42.16 36.23 trIHOV2R8 |HOV2R8_CAVPO CAVPO 12
GN=Wars PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
666 | 17.57 | 17.7 | 42.14 40.13 38.13 tr[HOW149 1 HOW149_CAVPO CAVPO 10
GN=Rplp0 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
667 | 17.55 19.2 | 34.59 31.76 28.71 trIHOVHL2 | HOVHL2_CAVPO CAVPO 11
porcellus GN=PAICS PE=4 SV=1
Mannose-6-phosphate isomerase (Fragment)
668 | 17.55 179 | 38.77 38.53 32.39 trIHOVHT6 |HOVHT6_CAVPO CAVPO 11
OS=Cavia porcellus GN=MPI PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
669 | 17.53 17.6 | 50.89 50.89 47.32 trIHOVA50 HOVA50_CAVPO CAVPO 12
porcellus GN=RS1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
670 | 17.48 17.7 | 45.53 43.58 31.56 trIHOV190HOV190_CAVPO CAVPO 9
porcellus GN=PPME1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
671 17.48 17.6 | 21.26 19.2 19.2 trIHOVUV9IHOVUV9_CAVPO CAVPO 12
GN=NCDN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
672 | 1744 | 17.6 | 22.88 18.59 17.34 trIHOV1I4|HOV1I4_CAVPO CAVPO 10
GN=BBS2 PE=4 SV=1
673 17.41 17.5 | 46.46 4431 41.54 trIHOV853 HOV853_CAVPO Uncharacterized protein (Fragment) OS=Cavia | CAVPO 11




porcellus GN=AKR7A3 PE=4 SV=1

Uncharacterized protein (Fragment) OS=Cavia

674 | 17.39 | 26,5 | 58.71 57.64 51.47 tr[HOUV47 |HOUV47_CAVPO CAVPO 17
porcellus GN=PCBP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
675 | 17.37 | 17.5 | 62.62 62.62 50.97 tr [HOUW23 | HOUW23_CAVPO CAVPO 10
porcellus GN=LIN7A PE=4 SV=1
40S ribosomal protein S4 OS=Cavia porcellus
676 | 17.37 | 175 | 47.15 4411 34.98 tr IHOW953 | HOW953_CAVPO CAVPO 9
GN=RPS4X PE=3 SV=1
Histone H2B (Fragment) OS=Cavia porcellus
677 | 17.35 | 17.6 76 62.4 62.4 trIHOVUU3IHOVUU3_CAVPO CAVPO 37
GN=HIST1H2BM PE=3 SV=1
Serine/threonine-protein phosphatase
678 17.3 18.7 | 40.87 40.56 37.77 trIHOV629 | HOV629_CAVPO CAVPO 10
OS=Cavia porcellus GN=PPP1CC PE=3 SV=1
Probable tRNA N6-adenosine
679 17.28 17.4 | 43.17 43.17 40.06 trIHOVR311HOVR31_CAVPO threonylcarbamoyltransferase OS=Cavia CAVPO 9
porcellus GN=OSGEP PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
680 | 17.27 | 21.6 | 44.63 34.11 32 tr IHOVOMO |HOVOM9_CAVPO CAVPO 12
porcellus GN=SEPT8 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
681 1727 | 17.8 | 18.77 12.89 8.711 trIHOVR73 1 HOVR73_CAVPO CAVPO 11
porcellus GN=EEA1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
682 | 1726 | 174 | 43.09 36.97 36.7 trIHOV556 [HOV556_CAVPO CAVPO 11
GN=DEK PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
683 | 1723 | 19.5 | 57.78 57.78 57.78 trIHOV2K4|HOV2K4_CAVPO CAVPO 13
GN=PRDX4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
684 | 17.21 174 | 485 40.53 40.53 trIHOVYZ5IHOVYZ5_CAVPO CAVPO 11
GN=CYB5R3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
685 17.2 17.3 | 34.22 31.31 25 tr IHOW6Z1 | HOW6Z1_CAVPO CAVPO 10
GN=KIAA0513 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
686 | 17.19 | 173 | 16.01 13.11 12.99 tr I[HOUXZ0 1 HOUXZ0_CAVPO CAVPO 12

GN=PIP5K1A PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

687 | 17.19 174 | 24.79 16.48 15.37 trIHOVQ211HOVQ21_CAVPO CAVPO 11
porcellus GN=TARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
688 | 17.13 17.4 | 37.67 35 33.33 tr |[HOUXT3 | HOUXT3_CAVPO CAVPO 11
GN=ARPC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
689 | 17.13 17.3 50 42.01 42.01 tr[HOV8111HOV811_CAVPO CAVPO 11
GN=AHSA1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
690 | 17.12 17.2 | 66.89 58.28 58.28 tr IHOVS22 |HOVS22_CAVPO CAVPO 9
porcellus GN=MYL6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
691 17.11 176 | 17.53 10.82 8.247 trIHOVAH4 | HOVAH4_CAVPO CAVPO 9
GN=TNR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
692 17.1 17.5 | 11.14 7.625 3.092 trIHOVEU6 IHOVEU6_CAVPO CAVPO 7
porcellus GN=DMXL2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
693 17.1 175 | 21.62 13.41 8.333 tr IHOVQO11HOVQO1_CAVPO CAVPO 9
porcellus GN=IQGAP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
694 | 17.08 17.1 | 60.69 60.69 60.69 trIHOVQN1IHOVQN1_CAVPO CAVPO 13
porcellus GN=RAB2A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
695 | 17.05 17.1 | 56.34 56.34 56.34 tr IHOUUI9 |HOUUI9_CAVPO CAVPO 13
GN=Atp50 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
696 | 17.04 27 54.2 37.83 33.41 trIHOUUU6 IHOUUU6_CAVPO CAVPO 14
porcellus GN=DNM3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
697 | 17.03 17.1 | 59.92 50.61 4291 trIHOVQE7 |IHOVQEZ_CAVPO CAVPO 9
GN=PSMA?7 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
698 | 17.03 17.3 | 34.49 30.59 22.78 tr IHOW752 | HOW752_CAVPO CAVPO 9
porcellus GN=LOC100720949 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
699 | 17.02 17.2 | 58.76 55.47 45.99 trIHOUT251HOUT25_CAVPO CAVPO 10
GN=PYCRL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
700 | 16.96 18.5 | 49.62 41.31 41.31 trIHOUUO01 | HOUU01_CAVPO CAVPO 13

GN=DNAJA1 PE=3 SV=1




Ubiquitin carboxyl-terminal hydrolase

701 1693 | 17.1 | 35.56 26.46 26.46 tr IHOUV40 1 HOUV40_CAVPO (Fragment) OS=Cavia porcellus GN=USP14 CAVPO 11
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
702 | 1691 17 73.77 65.57 58.47 trIHOV7C21HOV7C2_CAVPO CAVPO 11
GN=ARF5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
703 | 16.88 17.1 | 49.39 41.77 38.11 trIHOVGU4IHOVGU4_CAVPO CAVPO 13
GN=NUDC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
704 | 16.85 17 41.01 33.6 28.31 tr [HOV834 |HOV834_CAVPO CAVPO 9
porcellus GN=ACADS8 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
705 | 16.83 17 24.04 16.98 10.36 tr IHOVDQ2 |HOVDQ2_CAVPO CAVPO 8
porcellus GN=EIF4G2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
706 | 16.83 17.3 | 16.85 13.75 10.55 tr IHOVMS1IHOVMS1_CAVPO CAVPO 8
GN=CP PE=4 SV=1
Proteasome subunit beta type (Fragment)
707 | 16.82 16.9 | 50.57 44.53 39.25 tr IHOVQ501 HOVQ50_CAVPO CAVPO 9
OS=Cavia porcellus GN=PSMB5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
708 | 16.79 169 | 625 62.5 62.5 tr IHOW7U7 |HOW7U7_CAVPO CAVPO 12
GN=HSPB1 PE=3 SV=1
Eukaryotic translation initiation factor 3
709 | 16.78 17.2 | 21.47 17.85 10.95 trIHOVAC1IHOVAC1_CAVPO | subunit C OS=Cavia porcellus GN=FEif3c PE=3 | CAVPO 8
Sv=1
Proteasome subunit alpha type OS=Cavia
710 | 16.74 | 16.8 | 45.88 45.1 45.1 tr[HOV7211HOV721_CAVPO CAVPO 11
porcellus GN=PSMA3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
711 16.72 19.1 31.7 21.24 16.56 trIHOVBJOIHOVBJO_CAVPO CAVPO 12
GN=BCLAF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
712 | 16.71 169 | 375 32.89 27.19 tr IHOUU39 | HOUU39_CAVPO CAVPO 9
GN=FKBP5 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
713 16.7 16.8 | 40.07 26.78 25.28 trIHOW6B9 |IHOW6B9_CAVPO CAVPO 11

GN=TULP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

714 | 16.67 18 36.69 30.8 23 trIHOVCS0IHOVCS0_CAVPO CAVPO 10
GN=SLC32A1 PE=4 SV=1
Signal transducer and activator of
715 16.65 17.8 | 18.15 13.87 11.78 trIHOVLZ0IHOVLZ0_CAVPO transcription OS=Cavia porcellus GN=STAT1 | CAVPO 12
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
716 | 16.64 | 23.7 | 48.56 46.26 42.24 tr IHOW3C3 I HOW3C3_CAVPO CAVPO 14
porcellus GN=CTBP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
717 | 16.63 16.8 | 14.64 12.16 7.522 trIHOVBV1IHOVBV1_CAVPO CAVPO 8
GN=WDR?7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
718 | 16.62 16.7 | 43.79 38.64 33.96 trIHOVSG3 I1HOVSG3_CAVPO CAVPO 9
GN=ACAT1 PE=3 SV=1
S-adenosylmethionine synthase OS=Cavia
719 16.6 16.8 | 38.73 35.95 33.67 tr IHOUWF4 I HOUWF4_CAVPO CAVPO 9
porcellus GN=MAT2A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
720 16.6 16.7 | 49.12 40.71 40.71 tr IHOVWF1IHOVWF1_CAVPO CAVPO 12
GN=ATP6V1E1 PE=3 SV=1
Signal recognition particle subunit SRP72
721 16.58 16.8 | 24.59 18.33 18.33 tr IHOUTF8 IHOUTF8_CAVPO CAVPO 10
OS=Cavia porcellus GN=SRP72 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
722 | 16.58 17.3 | 27.43 16.51 9.049 tr IHOUZYO0 I HOUZY0_CAVPO CAVPO 9
porcellus GN=TCERG1 PE=4 SV=1
NADPH--cytochrome P450 reductase
723 | 16.56 169 | 29.69 28.21 21.12 tr[HOV790 ' HOV790_CAVPO CAVPO 10
OS=Cavia porcellus GN=Por PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
724 | 1654 | 16.7 | 25.23 20.63 17.5 tr IHOVNU3 IHOVNU3_CAVPO CAVPO 9
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
725 | 1647 | 16.7 | 30.79 23.34 18.96 tr IHOVS40 | HOVS40_CAVPO CAVPO 8
porcellus GN=PRKCA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
726 | 1645 | 225 | 48.34 47.87 45.02 tr[HOV150 ' HOV150_CAVPO CAVPO 21
GN=HMGB2 PE=4 SV=1
727 | 1641 20.8 | 30.98 26.53 22.45 trIHOW9H4 | HOW9H4_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO 11




porcellus GN=BIN1 PE=4 S5V=1

Uncharacterized protein OS=Cavia porcellus

728 | 1639 | 165 | 45.74 41.13 37.59 tr[HOV183 HOV183_CAVPO CAVPO 9
GN=PSMD13 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
729 | 1639 | 164 | 50.88 41.81 34.5 tr IHOVL96 | HOVL96_CAVPO CAVPO 9
porcellus GN=MSI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
730 | 1637 | 834 | 83.15 80.45 80.22 tr IHOVMG5 IHOVMG5_CAVPO CAVPO 132
GN=TUBB2B PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
731 1634 | 22.6 | 76.61 69.27 56.88 tr IHOVQH5 IHOVQH5_CAVPO CAVPO 16
GN=GSTM2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
732 | 1633 | 164 | 57.89 57.89 53.29 trIHOVCN8 HOVCNS_CAVPO CAVPO 10
porcellus GN=LOC100727315 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
733 | 1631 16.6 | 28.19 28.19 19.24 tr[HOV3291HOV329_CAVPO CAVPO 10
porcellus GN=RANGAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
734 | 1627 | l64 | 48.84 46.84 43.85 trIHOVPV4|HOVPV4_CAVPO CAVPO 15
GN=CAPZB PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
735 | 1622 | 164 | 45.77 44.28 38.81 tr I HOUWR3 IHOUWR3_CAVPO CAVPO 10
porcellus GN=ACAT2 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
736 | 16.21 162 | 48.6 48.6 45.79 trIHOVTZ41HOVTZ4_CAVPO CAVPO 10
porcellus GN=SEC13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
737 16.2 164 | 29.37 18.03 14.34 tr[HOV]J48 | HOV]48_CAVPO CAVPO 10
GN=APEH PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
738 | 16.19 | 162 | 37.92 34.83 31.74 tr IHOVK]J11HOVK]J1_CAVPO CAVPO 9
GN=STOML2 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
739 | 16.19 | 16.2 | 20.85 17.49 16.62 tr IHOWC86 | HOWC86_CAVPO CAVPO 9
GN=CNGA1 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
740 | 16.17 | 16.5 | 60.22 59.68 56.99 trIHOW6D7 |HOW6D7_CAVPO CAVPO 10

GN=ARLS8B PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

741 16.15 16.3 | 39.11 29.38 20.82 trIHOVTZ8 I HOVTZ8_CAVPO CAVPO 8
GN=SARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
742 | 16.14 | 163 | 51.96 40.22 31.56 tr[HOUUR5 IHOUUR5_CAVPO CAVPO 8
GN=SLC9A3R1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
743 | 16.13 162 | 41.41 34.8 33.48 trIHOVEC4HOVEC4_CAVPO CAVPO 10
GN=DLST PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
744 | 16.13 16.2 | 7532 67.53 63.64 tr IHOVEM6 |IHOVEM6_CAVPO CAVPO 9
GN=EIF5AL1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
745 | 16.11 16.1 | 49.52 49.05 49.05 trIHOVRR4 |HOVRR4_CAVPO CAVPO 9
porcellus GN=CMPK1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
746 | 16.08 16.1 64.4 53.4 53.4 trIHOWBZ2 | HOWBZ2_CAVPO CAVPO 10
GN=Cdc42 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
747 | 1598 16.2 | 26.67 15.77 11.15 tr[HOV]64 1 HOV]64_CAVPO CAVPO 9
GN=CUL5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
748 | 15.92 16.1 | 15.49 11.38 6.886 tr IHOVOI8 |HOVOIS_CAVPO CAVPO 7
GN=PFAS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
749 | 1591 16 55.36 47.06 40.48 tr IHOVF98 |HOVF98_CAVPO CAVPO 8
GN=TXNL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
750 | 1591 16 24.7 24.7 24.7 tr[HOVJL3 1 HOVJL3_CAVPO CAVPO 8
GN=TARDBP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
751 15.9 16 54.83 48.97 45.86 trIHOVCV4IHOVCV4_CAVPO CAVPO 9
porcellus GN=NTM PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
752 | 15.87 16 37.33 26.43 26.43 tr THOVOQ6 IHOV0Q6_CAVPO CAVPO 8
GN=Sugtl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
753 | 15.87 16 43.15 37.5 37.5 tr IHOVPC7 [HOVPC7_CAVPO CAVPO 8
GN=ALYREF PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
754 | 15.85 16 51.41 51.41 41.37 trIHOVCG2IHOVCG2_CAVPO CAVPO 10

porcellus GN=NDUFV2 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

755 | 1584 | 159 | 47.35 44.88 44.88 trIHOVNA2IHOVNA2_CAVPO CAVPO 10
porcellus GN=CYC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
756 | 15.82 16 29.4 26.08 18.94 tr IHOVI33 | HOVI33_CAVPO CAVPO 9
GN=PPP2R5D PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
757 | 15.81 159 | 20.58 16.25 14.8 trIHOUWZ5 I HOUWZ5_CAVPO CAVPO 10
porcellus GN=Psap PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
758 | 15.77 16 47.16 42.79 28.38 tr IHOV3S4 | HOV354_CAVPO CAVPO 8
GN=AAK1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
759 | 15.73 15.8 | 70.56 66.67 66.67 trIHOVGO07 IHOVG07_CAVPO CAVPO 16
porcellus GN=GLO1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
760 | 15.66 159 | 185 16.84 10.38 trIHOVADOIHOVADO_CAVPO CAVPO 7
porcellus GN=GARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
761 15.64 | 158 | 32.29 24.34 21.93 tr IHOV9P2 |HOVIP2_CAVPO CAVPO 10
GN=5RSF4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
762 | 15.62 15.8 | 50.38 50.13 38.93 tr IHOV8U6 | HOV8U6_CAVPO CAVPO 8
GN=LOC100727448 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
763 | 1557 | 15.6 | 37.24 37.24 31.51 tr [IHOUUI2 |HOUUI2_CAVPO CAVPO 9
GN=Map4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
764 | 1553 18 73.87 61.81 57.79 trIHOW316 | HOW316_CAVPO CAVPO 17
porcellus GN=PRDX2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
765 15.5 15.6 | 53.73 53.73 41.42 tr IHOW6T7 ITHOW6T7_CAVPO CAVPO 8
GN=Maprel PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
766 | 1549 155 | 40.48 38.44 38.44 tr IHOVIS2 |HOVIS2_CAVPO CAVPO 10
GN=SDR39U1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
767 | 1548 15.7 | 27.11 17.09 11.84 trIHOVCD3 1 HOVCD3_CAVPO CAVPO 8
GN=NUP93 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
768 | 1544 | 157 | 20.72 13.92 10.41 trIHOVAB1IHOVAB1_CAVPO CAVPO 9

GN=PRPF6 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

769 | 1544 | 155 | 383 27.75 24.77 tr IHOVCC9IHOVCC9_CAVPO CAVPO 9
GN=PDK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
770 | 1542 | 154 | 35.29 34.9 34.9 tr[HOV664 | HOV664_CAVPO CAVPO 8
GN=SNRPA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
771 1542 | 155 | 17.67 14.59 14.59 tr|HOVBFOI HOVBFO_CAVPO CAVPO 11
GN=5SV2B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
772 | 1542 | 15.6 | 51.82 51.21 34.85 tr IHOVYI8 IHOVYIS_CAVPO CAVPO 10
GN=AIP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
773 | 1541 154 | 49.04 45.19 45.19 tr IHOW399 | HOW399_CAVPO CAVPO 9
GN=THEM6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
774 | 1538 | 155 | 21.36 14.29 12.82 tr IHOVLROIHOVLRO_CAVPO CAVPO 9
porcellus GN=NCBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
775 | 1537 | 154 | 39.49 33.12 30.89 trIHOUUD1IHOUUD1_CAVPO CAVPO 8
GN=SGTA PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
776 | 1535 | 25.5 | 40.75 39.25 29.17 tr IHOW1F5 | HOW1F5_CAVPO CAVPO 16
GN=CAMK?2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
777 | 1532 | 15.8 | 46.65 40.5 36.31 trIHOV3911HOV391_CAVPO CAVPO 10
GN=SNRNP40 PE=4 SV=1
ATP synthase subunit gamma (Fragment)
778 | 1532 | 154 | 41.73 29.86 29.86 trI[HOVH31IHOVH31_CAVPO CAVPO 8
OS=Cavia porcellus GN=ATP5C1 PE=3 SV=1
Aldose 1-epimerase OS=Cavia porcellus
779 15.3 155 | 49.13 44.19 41.57 tr[HOV804 |HOV804_CAVPO CAVPO 13
GN=GALM PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
780 15.3 154 | 36.46 36.46 36.46 tr [HOVHX0IHOVHX0_CAVPO CAVPO 10
porcellus GN=SNRPA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
781 1529 | 154 | 29.63 29.63 27.51 trIHOVAE5 |HOVAE5_CAVPO CAVPO 9
GN=CDC37 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
782 | 1528 | 153 | 47.83 42.61 42.17 trIHOVLZ7 IHOVLZ7_CAVPO CAVPO 8

porcellus GN=CACYBP PE=4 S5V=1




Uncharacterized protein (Fragment) OS=Cavia

783 | 15.26 154 | 38.12 34.9 23.02 tr|HOVDK5 I HOVDK5_CAVPO CAVPO 8
porcellus GN=Nr2e3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
784 | 1524 | 27.8 | 39.05 29.6 22.94 trIHOV9B7 IHOV9B7_CAVPO CAVPO 14
porcellus GN=MSN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
785 | 15.21 153 | 53.94 52.7 52.7 tr IHOW7R3 |HOW7R3_CAVPO CAVPO 9
GN=CLIC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
786 15.2 15.3 | 21.68 21.33 18.88 tr|HOV416 | HOV416_CAVPO CAVPO 9
GN=STX3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
787 15.18 26.8 | 54.11 47.21 47.21 tr [ HOVOF7 IHOVOF7_CAVPO CAVPO 14
porcellus GN=MAPK3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
788 | 15.15 15.3 | 33.33 23.12 12.16 tr IHOV7U5 I HOV7U5_CAVPO CAVPO 7
GN=XPNPEP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
789 | 1512 155 | 24.31 17.93 13.84 tr IHOVNC?7 [HOVNC7_CAVPO CAVPO 10
GN=GRIPAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
790 | 15.07 | 151 | 29.41 25.41 23.53 tr IHOWOW?7 THOWOW7_CAVPO CAVPO 8
GN=FAM98B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
791 15.07 | 152 | 33.42 32.64 32.64 tr IHOWDP3 | HOWDP3_CAVPO CAVPO 8
porcellus GN=ZNF385A PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
792 | 1506 | 22.8 | 63.82 60.16 56.1 trIHOVHQ9 |HOVHQ9_CAVPO CAVPO 17
GN=YWHAH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
793 | 15.06 15.2 | 45.81 36.53 32.63 trIHOVK04 | HOVK04_CAVPO CAVPO 9
GN=COPS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
794 | 1497 | 162 | 26.2 20.54 17.14 tr IHOVIY6 IHOVIY6_CAVPO CAVPO 8
GN=LETM1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
795 | 14.96 15 47.86 47.86 44.75 trIHOVA511HOVA51_CAVPO CAVPO 12
GN=PRDX3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
796 | 1494 | 151 | 5241 46.08 36.45 tr [HOW608 | HOW608_CAVPO CAVPO 9

GN=CHORDCI1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

797 | 14.92 15 40.6 38.59 33.89 trIHOUUD5 I HOUUD5_CAVPO CAVPO 7
GN=ISOC1 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
798 | 14.86 15 17.79 17.66 13.43 tr[HOV956 |IHOV956_CAVPO CAVPO 9
porcellus GN=IMPG1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
799 | 14.81 152 | 9.263 5.811 3.368 tr IHOVMTOIHOVMTO_CAVPO CAVPO 7
GN=CNOT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
800 | 14.79 149 | 3512 23.7 17.63 tr IHOVU80 I HOVU8S0_CAVPO CAVPO 8
GN=RPH3A PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
801 14.78 15.1 | 26.73 15.22 11.39 tr IHOVGTOIHOVGTO0_CAVPO CAVPO 8
porcellus GN=EPS15L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
802 | 14.78 148 | 234 17.88 15.56 tr IHOVLB8 |HOVLB8_CAVPO CAVPO 12
GN=CDH2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
803 | 14.77 | 149 | 40.33 31.65 19.71 tr IHOV]J11HOV]J1_CAVPO CAVPO 8
GN=GLYRI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
804 | 14.66 14.8 | 45.79 41.43 29.6 tr [IHOUT26 |HOUT26_CAVPO CAVPO 8
GN=TSTA3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
805 | 14.63 14.7 | 25.96 25.96 25.96 tr IHOWE19 |HOWE19_CAVPO CAVPO 9
GN=KHDRBS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
806 | 14.62 14.7 | 3592 33.62 33.62 tr IHOVCT5 I HOVCT5_CAVPO CAVPO 9
GN=GALE PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
807 14.6 14.8 | 14.92 8.305 5.085 trIHOVI14 | HOVI14_CAVPO CAVPO 8
porcellus GN=TJP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
808 | 1457 | 14.7 | 2458 22.36 14.72 tr [HOV2Q81HOV2Q8_CAVPO CAVPO 7
GN=ACSL3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
809 | 1457 | 14.6 | 42.01 42.01 32.29 trIHOV8G5 I HOV8G5_CAVPO CAVPO 8
porcellus GN=AIMP1 PE=4 SV=1
Clusterin (Fragment) OS=Cavia porcellus
810 | 14.56 146 | 26.89 24.44 24.44 trIHOVVP2IHOVVP2_CAVPO CAVPO 8

GN=CLU PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

811 14.55 147 | 1231 9.9 8.153 tr|HOV362 |HOV362_CAVPO CAVPO 8
GN=SLC4A7 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
812 | 1454 | 30.7 | 45.98 45.98 43.22 tr|HOV478 |[HOV478_CAVPO CAVPO 17
porcellus GN=EIF4A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
813 | 14.52 14.6 | 2554 22.66 22.66 tr IHOUY85IHOUY85_CAVPO CAVPO 10
GN=GPM6A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
814 14.51 147 | 31.72 28.57 20.8 tr [ HOUXI4 | HOUXI4_CAVPO CAVPO 8
porcellus GN=RABEP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
815 14.51 14.6 29.2 27.43 25.37 trIHOV7B3 IHOV7B3_CAVPO CAVPO 7
GN=ERLIN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
816 14.5 14.6 | 35.83 32.25 31.27 trIHOUZG2 1 HOUZG2_CAVPO CAVPO 10
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
817 | 14.49 14.6 | 49.83 47.39 31.71 tr IHOUZ78 |HOUZ78_CAVPO CAVPO 9
GN=GNPDA1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
818 | 14.49 16.6 | 33.26 30.37 24.17 tr IHOVH83 |HOVH83_CAVPO CAVPO 8
GN=Ddx6 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
819 | 1448 152 | 30.1 25.11 13.27 tr IHOVWN4 | HOVWN4_CAVPO CAVPO 7
porcellus GN=SART1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
820 | 14.46 14.7 | 18.94 15.51 8.826 tr [HOVHFOI HOVHF0_CAVPO CAVPO 9
GN=NRD1 PE=3 SV=1
Serine/threonine-protein phosphatase 2A 55
821 14.45 14.6 | 36.85 21.57 19.78 trIHOVUU6 I HOVUU6_CAVPO kDa regulatory subunit B (Fragment) CAVPO 8
OS=Cavia porcellus GN=PPP2R2A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
822 | 1444 | 145 | 30.06 30.06 26.59 tr [HOVGD6 | HOVGD6_CAVPO CAVPO 10
GN=Opnlsw PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
823 | 1443 145 | 50.39 50.39 50.39 tr IHOV5T6 IHOV5T6_CAVPO CAVPO 9
GN=SUB1 PE=4 SV=1
824 14.43 14.5 | 35.42 32.44 27.98 trIHOV826 [ HOV826_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 8




GN=VPS526B PE=4 S5V=1

Dolichyl-diphosphooligosaccharide--protein

825 14.42 14.5 | 27.87 21.35 20 tr[HOUZDO0IHOUZDO_CAVPO | glycosyltransferase 48 kDa subunit (Fragment) | CAVPO 8
OS=Cavia porcellus GN=DDOST PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
826 14.4 146 | 16.16 11.47 7.01 tr IHOUW78 | HOUW78_CAVPO CAVPO 8
GN=SUPT6H PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
827 14.4 14.5 83.9 83.9 77.97 trIHOW7H4 | HOW7H4_CAVPO CAVPO 8
porcellus GN=TCEB2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
828 | 14.38 | 158 | 36.81 36.81 34.89 tr IHOVP331HOVP33_CAVPO CAVPO 13
porcellus GN=PTPLAD1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
829 | 14.37 | 144 | 39.38 37.5 30.94 trI[HOUUU1 IHOUUU1_CAVPO CAVPO 7
porcellus GN=RDH12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
830 | 14.34 | 145 | 3755 31.74 27.8 tr [HOVKK5 | HOVKK5_CAVPO CAVPO 11
GN=G3BP2 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
831 1434 | 144 | 3412 28.95 17.13 tr IHOW7X2 [ HOW7X2_CAVPO CAVPO 7
porcellus GN=DBN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
832 14.3 144 | 4746 31.07 31.07 trIHOW4Y1IHOW4Y1_CAVPO CAVPO 8
GN=Thumpd1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
833 | 1428 | 146 | 415 31.07 24.03 tr IHOUTFO IHOUTFO_CAVPO CAVPO 8
porcellus GN=ARRB1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
834 | 1428 | 147 | 1481 14.68 12.86 tr IHOVQB7 |HOVQB7_CAVPO CAVPO 8
porcellus GN=Hcn1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
835 | 14.28 | 14.4 | 48.09 47.66 45.11 tr IHOWO0X2 |HOW0X2_CAVPO CAVPO 8
GN=RGS9BP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
836 | 14.27 | 143 | 1495 14.8 13.9 tr IHOW436 | HOW436_CAVPO CAVPO 10
GN=TMEM201 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
837 | 1424 | 144 | 2143 15.28 12.57 tr IHOW379 1 HOW379_CAVPO CAVPO 7

GN=Ubap2l PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

838 | 14.22 144 | 2341 17.33 13.49 tr IHOVDQ5 I HOVDQ5_CAVPO CAVPO 9
GN=UBTF PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
839 | 14.21 165 | 434 40.88 34.91 tr|HOV2N6 |HOV2N6_CAVPO CAVPO 9
porcellus GN=GNAQ PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
840 | 14.21 142 | 537 53.24 46.76 tr[HOV568 IHOV568_CAVPO CAVPO 7
GN=RAB5A PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
841 14.21 14.3 | 31.09 23.64 18 trlHOV5R51HOV5R5_CAVPO CAVPO 7
GN=Cttn PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
842 14.21 143 | 59.11 48.44 43.11 trIHOVYK1IHOVYK1_CAVPO CAVPO 8
GN=BCAS2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
843 14.2 143 | 23.22 23.22 19.19 trIHOUTI6 IHOUTI6_CAVPO CAVPO 8
GN=SNX1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
844 14.17 143 | 24.35 21.41 17.32 trlHOV5U41HOV5U4_CAVPO CAVPO 10
porcellus GN=Eif4b PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
845 | 14.14 | 142 | 39.02 30.23 27.65 tr IHOVX68 | HOVX68_CAVPO CAVPO 10
GN=NAP1L4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
846 | 14.13 143 | 31.74 28.77 21.92 tr IHOVHO3 |HOVHO03_CAVPO CAVPO 8
porcellus GN=TMX3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
847 | 14.12 144 | 6391 60 57.83 trIHOVL12IHOVL12_CAVPO CAVPO 10
GN=UCHLS3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
848 | 14.12 154 | 322 27.43 17.89 trIHOVY56 | HOVY56_CAVPO CAVPO 10
GN=LOC100713505 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
849 | 14.09 | 224 | 6138 60.98 60.98 tr [HOWBKO IHOWBKO0_CAVPO CAVPO 23
GN=YWHAB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
850 | 14.05 144 | 6243 5291 48.15 trIHOVNWI9IHOVNW9_CAVPO CAVPO 8
GN=HEBP1 PE=4 SV=1
Galectin OS=Cavia porcellus GN=LGALSL
851 14.04 14 60.47 60.47 53.49 tr IHOV2V6 IHOV2V6_CAVPO CAVPO 8

PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

852 | 14.04 14 23.62 21.77 21.77 trIHOVA62 I HOVA62_CAVPO CAVPO 14
GN=SLC1A3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
853 | 14.02 14 28.33 24.91 24.91 tr IHOUXF8 |HOUXF8_CAVPO CAVPO 8
GN=ELMOD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
854 | 14.02 14.1 40 31.65 25.82 tr IHOW1G1 IHOW1G1_CAVPO CAVPO 8
GN=TERF2IP PE=4 SV=1
40S ribosomal protein 512 OS=Cavia porcellus
855 14 14 53.38 53.38 53.38 tr IHOUTX4 | HOUTX4_CAVPO CAVPO 8
GN=Rps12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
856 14 14 32 30.4 30.4 tr IHOV]J66 | HOV]66_CAVPO CAVPO 7
GN=NDRG3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
857 | 1397 | 145 | 19.25 15.34 9.311 tr IHOUWK4 | HOUWK4_CAVPO CAVPO 9
GN=Smchd1l PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
858 | 13.96 14 28.8 28.53 25.27 tr IHOV755 HOV755_CAVPO CAVPO 7
porcellus GN=ADPRHL2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
859 | 13.96 14.1 | 13.37 10.59 6.441 tr IHOVB24 | HOVB24_CAVPO CAVPO 7
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
860 | 13.95 14.1 | 2447 21.73 21.73 tr IHOVMP9 |HOVMP9_CAVPO CAVPO 8
porcellus GN=SCARB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
861 13.92 14.1 | 25.77 23.77 19.78 trIHOVRZ2 |HOVRZ2_CAVPO CAVPO 8
GN=METTL16 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
862 | 13.91 14 22.81 17.89 16.49 tr[HOUYT2 | HOUYT2_CAVPO CAVPO 9
GN=VPS545 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
863 | 13.89 13.9 | 41.38 33.45 28.97 trIHOUZW4|HOUZW4_CAVPO CAVPO 9
porcellus GN=FHL1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
864 | 13.88 14.2 | 18.86 14.68 9.539 trIHOVMZ6 I HOVMZ6_CAVPO CAVPO 7
GN=MTHFD1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
865 | 13.87 14 34.03 22.96 20.46 trIHOVE77 |[HOVE77_CAVPO CAVPO 9

GN=PPM1B PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

866 | 13.83 | 50.5 | 25.38 18.93 13.13 trIHOUUY7 IHOUUY7_CAVPO CAVPO 25
GN=MAP1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
867 | 13.83 14.1 | 22.75 10.83 8.28 tr IHOUXI3 |HOUXI3_CAVPO CAVPO 7
GN=SRGAP3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
868 | 13.83 13.9 | 28.04 26.74 22.61 tr|HOV4]J7 1 HOV4]7_CAVPO CAVPO 9
porcellus GN=BLMH PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
869 | 13.82 14.2 | 40.06 36.69 30.53 tr IHOVN79 |HOVN79_CAVPO CAVPO 10
porcellus GN=Sept3 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
870 13.8 13.8 | 50.69 43.78 43.78 trIHOVZ77 1 HOVZ77_CAVPO CAVPO 8
GN=PRDX5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
871 13.78 13.9 | 32.84 291 29.1 trIHOVLK8 |HOVLKS8_CAVPO CAVPO 7
GN=Rad23b PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
872 | 13.72 13.8 | 32.69 31.04 31.04 tr[HOVI56 |HOVI56_CAVPO CAVPO 7
GN=NDRGI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
873 | 13.72 13.8 | 44.16 43.29 39.39 tr IHOWD22 |HOWD22_CAVPO CAVPO 7
porcellus GN=Vapb PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
874 | 13.71 13.8 | 40.75 36.64 34.25 tr|HOV3241HOV324_CAVPO CAVPO 8
GN=CDK5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
875 13.7 13.7 | 34.11 32.11 26.09 tr [HOVBKOIHOVBKO_CAVPO CAVPO 8
porcellus GN=LZTFL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
876 | 13.68 13.8 | 49.74 48.72 45.64 trIHOVL90IHOVL90_CAVPO CAVPO 10
GN=PGRMC1 PE=4 SV=1
Obg-like ATPase 1 OS=Cavia porcellus
877 | 13.68 13.9 | 41.67 32.07 28.79 trIHOVUUO I HOVUUO_CAVPO CAVPO 10
GN=Olal PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
878 | 13.67 | 13.8 | 36.13 33.53 33.53 trIHOUZWO0IHOUZWO0_CAVPO CAVPO 10
GN=SUCLG1 PE=3 SV=1
Rho GDP-dissociation inhibitor 1 OS=Cavia
879 | 13.66 13.7 | 49.02 49.02 48.53 tr [HOUX57 [HOUX57_CAVPO CAVPO 9

porcellus GN=ARHGDIA PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

880 | 13.63 13.8 | 21.48 19.47 12.21 tr IHOW7I3 THOW7I3_CAVPO CAVPO 7
porcellus GN=CACNA2D2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
881 13.62 17.6 | 7.792 3.043 1.706 tr |[HOV4ANOIHOV4NO_CAVPO CAVPO 10
porcellus GN=DST PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
882 | 13.61 14 25.06 19.86 12.29 trIHOVJH3 | HOVJH3_CAVPO CAVPO 8
GN=AGO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
883 | 13.61 13.7 | 21.96 17.97 17.97 tr IHOVST5 |HOVST5_CAVPO CAVPO 9
GN=CPSF6 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
884 | 13.59 13.8 | 16.35 9.03 7.383 tr IHOWCJ1I1HOWCJ1_CAVPO CAVPO 8
GN=PTPN23 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
885 13.57 13.7 | 47.37 47.37 47.37 trIHOV472 1 HOV472_CAVPO CAVPO 11
GN=U2AF1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
886 | 13.56 13.7 | 212 10.95 8.722 tr IHOV6M3 | HOV6M3_CAVPO CAVPO 8
porcellus GN=OPA1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
887 | 13.56 13.6 | 42.01 41.64 33.83 tr IHOVK78 |IHOVK78_CAVPO CAVPO 9
porcellus GN=ELAVL1 PE=4 SV=1
Cytochrome b-c1 complex subunit 7 OS=Cavia
888 | 13.51 13.6 | 57.66 54.95 49.55 tr IHOVKS2 |HOVKS2_CAVPO CAVPO 7
porcellus GN=UQCRB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
889 | 13.49 13.5 | 28.48 27.51 24.92 trIHOV2NOIHOV2NO_CAVPO CAVPO 7
GN=Atplb1l PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
890 | 1347 | 135 | 64.11 55.02 55.02 tr IHOVJX3IHOV]X3_CAVPO CAVPO 7
porcellus GN=Sarnp PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
891 13.45 135 | 46.72 46.31 39.75 tr IHOVC50 I HOVC50_CAVPO CAVPO 8
porcellus GN=QDPR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
892 | 1343 144 | 1417 12.33 7.084 tr IHOV3BOIHOV3B0_CAVPO CAVPO 8
porcellus GN=XPO7 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
893 | 1341 13.6 | 23.25 18.03 15.54 trIHOUYN9 |HOUYN9_CAVPO CAVPO 9

GN=RBM25 PE=4 SV=1




Proteasome subunit alpha type OS=Cavia

894 | 1341 13.5 | 53.42 52.99 52.99 trIHOVN17 | HOVN17_CAVPO CAVPO 11
porcellus GN=Psma2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
895 | 13.39 15.6 | 53.96 53.96 50 trIHOVI61 | HOVI61l_CAVPO CAVPO 9
GN=LOC100724499 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
896 | 13.38 13.5 | 49.74 46.03 46.03 trIHOVHHS8 | HOVHH8_CAVPO CAVPO 8
GN=KRAS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
897 | 1334 | 135 | 32.34 30.03 27.39 tr IHOV8T5 | HOV8T5_CAVPO CAVPO 7
porcellus GN=CRK PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
898 | 13.34 | 13.5 | 59.07 52.33 47.15 tr IHOVQ69 I HOVQ69_CAVPO CAVPO 10
GN=RHOA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
899 | 13.33 134 | 449 38.1 31.63 tr [HOVEX8 IHOVFX8_CAVPO CAVPO 7
GN=LRRC59 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
900 | 13.29 13.4 | 59.34 51.1 51.1 trIHOUU46 | HOUU46_CAVPO CAVPO 7
porcellus GN=Vps29 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
901 13.28 133 | 495 49.5 46.5 tr IHOVUO00 I HOVUO00_CAVPO CAVPO 8
GN=GUCAI1A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
902 | 1327 | 133 | 59.8 59.8 59.8 trIHOVUC2 1 HOVUC2_CAVPO CAVPO 7
porcellus GN=HSPE1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
903 | 13.26 134 | 81.15 80.33 80.33 tr IHOWCV4IHOWCV4_CAVPO CAVPO 10
porcellus GN=PCP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
904 | 13.25 134 | 34.75 29.08 24.35 trIHOVZ951HOVZ95_CAVPO CAVPO 7
porcellus GN=ACADSB PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
905 | 1324 | 135 | 304 24.07 12.35 tr [HOVQMO |HOVQMO_CAVPO CAVPO 7
GN=MPP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
906 | 13.19 13.2 | 33.77 23.82 23.82 trIHOVMM4 | HOVMM4_CAVPO CAVPO 8
GN=ACOT7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
907 | 13.17 | 13.3 | 54.23 54.23 54.23 tr IHOVP39 |HOVP39_CAVPO CAVPO 8

GN=COTL1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

908 | 13.16 13.4 | 19.46 19.29 16.61 tr IHOV8KS5 IHOV8K5_CAVPO CAVPO 7
GN=SLC17A7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
909 | 13.15 13.2 36 35.56 35.56 tr IHOV3F6 | HOV3F6_CAVPO CAVPO 7
porcellus GN=TMED10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
910 | 13.14 | 13.3 | 44.05 44.05 39.21 tr IHOV1I1IHOV1I1_CAVPO CAVPO 8
GN=NUDT21 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
911 13.13 134 | 37.54 29.77 29.77 tr[HOVGU6 | HOVGU6_CAVPO CAVPO 8
GN=FN3KRP PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
912 | 13.13 13.2 | 39.89 39.89 33.33 tr IHOW8M2 I HOW8M2_CAVPO CAVPO 7
GN=CBX3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
913 | 13.12 132 | 43.98 37.05 37.05 tr IHOVQC8 I HOVQC8_CAVPO CAVPO 8
porcellus GN=ASRGL1 PE=1 SV=1
Uncharacterized protein (Fragment) OS=Cavia
914 13.11 13.3 | 27.73 20.6 12.52 tr IHOUTP3IHOUTP3_CAVPO CAVPO 6
porcellus GN=GUCY1A2 PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
915 13.1 154 | 52.61 48.34 45.5 tr IHOVCP3 I HOVCP3_CAVPO CAVPO 9
GN=Racl PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
916 | 13.08 13.3 | 302 16.87 13.68 tr IHOVGH8 | HOVGHS8_CAVPO CAVPO 8
GN=CTNNBL1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
917 | 13.08 13.1 | 24.18 22.44 20.5 trI[HOVKC2 |HOVKC2_CAVPO CAVPO 7
porcellus GN=TXNRD1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
918 | 13.08 13.2 | 34.85 32.58 32.58 tr IHOVKQ8 I HOVKQ8_CAVPO CAVPO 7
porcellus GN=ECHS1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
919 | 13.06 | 20.8 | 38.36 33.96 28.72 trIHOVUZ3|HOVUZ3_CAVPO CAVPO 13
GN=CTNNA2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
920 | 13.03 13.1 | 49.02 37.58 26.47 trIHOV5Z01HOV5Z0_CAVPO CAVPO 7
porcellus GN=ABHD10 PE=4 S5V=1
Guanine nucleotide-binding protein subunit
921 13.02 132 | 79.73 64.86 55.41 tr IHOVCC3IHOVCC3_CAVPO CAVPO 10

gamma OS=Cavia porcellus GN=GNGT1 PE=3




Sv=1

Uncharacterized protein (Fragment) OS=Cavia

922 13 132 | 29.69 26.82 18.01 tr IHOVOV3IHOVIV3_CAVPO CAVPO 10
porcellus GN=ZNF326 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
923 12.99 13.1 | 41.28 39.24 24.71 trIHOV9B5 |HOVIB5_CAVPO CAVPO 6
GN=CDC42EP4 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
924 | 1298 13.1 | 60.21 47.64 42.93 tr[HOUUN1IHOUUN1_CAVPO CAVPO 7
GN=VSNL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
925 | 12.98 13 32.39 29.25 29.25 tr IHOVU35 I HOVU35_CAVPO CAVPO 7
GN=PRPS1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
926 | 1295 13.1 | 26.72 225 14.84 tr IHOVIOO | HOVIO0O_CAVPO CAVPO 6
GN=PCK2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
927 | 1294 | 135 | 11.94 4.146 2.034 tr|HOV437 |HOV437_CAVPO CAVPO 7
porcellus GN=AKAP9 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
928 | 1292 13 29.62 16.82 15.72 tr IHOVS]7 I HOVS]7_CAVPO CAVPO 8
porcellus GN=NCOAS PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
929 | 1291 13 52.73 52.73 42.42 trIHOV5S5IHOV555_CAVPO CAVPO 8
porcellus GN=DSTN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
930 | 12.89 13 34.08 27.93 27.93 tr IHOUVC6 I HOUVC6_CAVPO CAVPO 7
GN=DNAJB11 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
931 12.86 13 35.38 35.1 26.74 tr[HOV290 | HOV290_CAVPO CAVPO 8
porcellus GN=LMAN2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
932 | 12.83 13.1 | 25.62 20.22 13.99 tr IHOW1W7 THOW1W7_CAVPO CAVPO 8
GN=SARM1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
933 | 12.82 13.1 | 26.46 26.46 18.97 tr IHOUY99 |HOUY99_CAVPO CAVPO 8
porcellus GN=RCC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
934 | 1281 12.9 | 39.05 38.69 35.04 trIHOVN38 | HOVN38_CAVPO CAVPO 8

GN=STX12 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

935 12.8 13.1 | 26.82 21.36 19.32 tr IHOW1R5 | HOW1R5_CAVPO CAVPO 8
GN=SNRNP70 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
936 | 12.79 129 | 31.83 31.83 31.51 tr|HOV8S4 | HOV8S4_CAVPO CAVPO 7
porcellus GN=CNN3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
937 | 12.78 132 | 28.16 27.91 21.36 tr[HOV901 IHOV901_CAVPO CAVPO 7
GN=DNAJA2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
938 12.74 12.8 | 29.24 25.85 23.76 trIHOVBP6 | HOVBP6_CAVPO CAVPO 6
GN=HDHD?2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
939 | 1273 | 25.2 | 37.01 27.94 27.94 tr[HOVLEO IHOVLEO_CAVPO CAVPO 13
GN=SYNCRIP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
940 | 1271 128 | 355 35.5 27.36 trIHOV679 IHOV679_CAVPO CAVPO 8
porcellus GN=PPT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
941 12.68 12.8 | 15.54 8.163 7.3 tr IHOV6VOIHOV6VO_CAVPO CAVPO 8
GN=SIN3A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
942 | 1267 | 12.8 | 40.62 35.38 30.46 tr IHOVKG2 | HOVKG2_CAVPO CAVPO 9
porcellus GN=EIF3I PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
943 | 12.65 13 18.34 12.43 6.437 tr IHOV4K2 | HOV4K2_CAVPO CAVPO 6
GN=VCL PE~4 SV=1
Serine/threonine-protein phosphatase
944 | 12.65 12.7 | 32.06 26.65 21.64 tr IHOW2I6 lHOW2I6_CAVPO CAVPO 8
0OS=Cavia porcellus GN=PPP5C PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
945 | 12.64 | 12.8 | 18.84 16.43 12.46 trIHOVEI9 |HOVEI9_CAVPO CAVPO 7
porcellus GN=KIF2A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
946 | 12.61 13.1 | 25.71 19.28 13.01 trIHOV9L6 IHOVIL6_CAVPO CAVPO 6
porcellus GN=SCFD1 PE=4 S5V=1
Succinate dehydrogenase complex subunit B
947 12.61 12.7 | 37.65 37.65 30.2 tr IQOQEZ1 1 QO0QEZ1_CAVPO (Fragment) OS=Cavia porcellus GN=SDHB CAVPO 7
PE=2 SV=1
948 12.6 12.7 | 29.69 29.69 29.69 trIHOV3E6 | HOV3E6_CAVPO Uncharacterized protein (Fragment) OS=Cavia | CAVPO 8




porcellus GN=GBAS PE=4 SV=1

Uncharacterized protein (Fragment) OS=Cavia

949 12.58 12.7 | 17.19 15.44 10.53 trIHOVAW7 IHOVAW7_CAVPO CAVPO 8
porcellus GN=SLC1A2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
950 | 1257 | 12.7 | 86.96 86.96 83.48 trIHOVNX3 | HOVNX3_CAVPO CAVPO 19
GN=Mif PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
951 12.56 12.7 | 56.25 52.34 52.34 tr I HOUTQ8 |HOUTQ8_CAVPO CAVPO 15
GN=Uba52 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
952 12.56 126 | 48.71 48.71 47.41 trIHOV3231HOV323_CAVPO CAVPO 7
porcellus GN=PAFAH1B3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
953 | 1253 | 12.8 | 23.46 11.61 9.674 trIHOVIO1 | HOVIO1_CAVPO CAVPO 7
GN=AP1G1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
954 | 1252 | 12.8 | 3342 30.45 20.79 tr [HOUX08 |HOUX08_CAVPO CAVPO 8
porcellus GN=ARPC1A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
955 | 1252 | 126 | 36.33 33.71 31.09 tr|HOV742 | HOV742_CAVPO CAVPO 7
porcellus GN=NDUFS3 PE=3 SV=1
Annexin (Fragment) OS=Cavia porcellus
956 | 1251 12.6 | 3542 33.54 25.08 tr IHOVOI3 |HOVO0I3_CAVPO CAVPO 7
GN=ANXAS5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
957 | 1251 143 | 56.52 49.8 37.94 tr[HOV268 |HOV268_CAVPO CAVPO 10
GN=CLIC4 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
958 12.5 132 | 149 9.785 6.079 trIHOVCB3IHOVCB3_CAVPO CAVPO 7
porcellus GN=RAB3GAP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
959 12.5 12.7 | 28.46 21.05 16.57 trIHOVIU6 [HOVIU6_CAVPO CAVPO 7
GN=PPM1H PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
960 | 1248 | 12.7 | 36.21 31.03 18.23 tr IHOUX53 [HOUX53_CAVPO CAVPO 7
GN=PCYT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
961 12.47 | 12.7 | 22.06 18.48 12.61 trIHOVAT41HOVAT4_CAVPO CAVPO 7

GN=APPL1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

962 | 1246 126 | 418 36.07 33.61 tr[HOV]37 1 HOV]37_CAVPO CAVPO 13
porcellus GN=LMAN1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
963 | 1246 12.8 | 2627 22.73 13.98 tr|HOVJCOIHOV]JCO_CAVPO CAVPO 7
GN=CPT2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
94 | 1245 12.5 | 3281 29.69 25.62 trIHOVVS6 | HOVVS6_CAVPO CAVPO 6
porcellus GN=PGP PE=4 SV=1
Proteasome subunit beta type OS=Cavia
965 12.43 125 | 47.72 43.57 41.08 tr IHOUVMS8 I HOUVMS8_CAVPO CAVPO 7
porcellus GN=PSMB1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
96 | 1242 12.6 | 44.05 44.05 38.33 trIHOVOU?7 IHOV6U7_CAVPO CAVPO 7
GN=SPAG7 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
967 | 12.39 125 | 8524 6.346 5.295 tr IHOUXB9 |HOUXB9_CAVPO CAVPO 8
GN=PRRC2C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
968 | 12.38 125 | 36.87 18.84 15.83 tr IHOVJC11HOV]JC1_CAVPO CAVPO 6
GN=PRPF31 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
969 | 12.38 12.5 | 36.06 36.06 32.96 tr IHOVZDOIHOVZD0_CAVPO CAVPO 11
GN=G6PC2 PE=4 SV=1
Aldehyde dehydrogenase OS=Cavia porcellus
970 | 1237 | 12.8 | 32.02 28.48 16.42 tr IHOVPJ5 | HOVP]5_CAVPO CAVPO 7
GN=ALDH3A2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
971 12.37 | 125 | 61.86 61.86 55.93 tr |[HOW8BOIHOW8BO_CAVPO CAVPO 9
porcellus GN=Snrpd2 PE=4 SV=1
Aminoacylase-1 OS=Cavia porcellus
972 | 12.36 124 | 30.39 26.47 22.55 tr IHOW3C2 | HOW3C2_CAVPO CAVPO 7
GN=ACY1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
973 | 12.35 12.4 20 18.92 16.77 tr THOVX80 1 HOVX80_CAVPO CAVPO 8
GN=SLC16A3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
974 | 12.33 12.6 | 38.76 30.86 23.21 tr[HOV217IHOV217_CAVPO CAVPO 7
GN=PSMC4 PE=3 SV=1
Small nuclear ribonucleoprotein-associated
975 | 12.33 124 | 52.59 35.34 28.02 trIHOVT21IHOVT21_CAVPO CAVPO 8

protein OS=Cavia porcellus PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

976 | 12.31 12.6 | 24.06 14.23 9.702 tr IHOVOU8 I HOVOUS_CAVPO CAVPO 6
GN=PANK4 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
977 12.3 12.7 | 29.04 29.04 29.04 tr[HOV063 |HOV063_CAVPO CAVPO 8
GN=CRKL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
978 | 1228 | 233 | 66.67 62.83 49.85 trIHOV1D41HOV1D4_CAVPO CAVPO 14
GN=PCBP3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
979 | 12.28 12.5 | 36.46 29.64 23.03 trIHOV4W8 I HOV4WS_CAVPO CAVPO 7
GN=SAMMS50 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
980 12.23 144 | 43.82 43.46 32.51 trIHOVH21IHOVH21_CAVPO CAVPO 9
GN=VDACS3 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
981 12.22 14.4 | 20.57 18.53 18.33 tr IHOVIV2IHOVIV2_CAVPO CAVPO 8
porcellus GN=Slc2a3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
982 | 12.18 12.4 | 37.55 37.55 28.82 tr IHOV6B5 IHOV6B5_CAVPO CAVPO 9
GN=CLTB PE=4 SV=1
Transporter OS=Cavia porcellus GN=SLC6A1
983 | 12.16 12.3 | 23.24 20.23 18.56 tr IHOW2A0 I HOW2A0_CAVPO CAVPO 11
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
984 | 1213 122 | 20.92 19.08 18.9 tr IHOV2W8IHOV2W8_CAVPO CAVPO 10
porcellus GN=SLC1A5 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
985 | 1212 122 | 34.11 31.4 314 trIHOVQL2 I HOVQL2_CAVPO CAVPO 11
porcellus GN=ATP1B2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
986 | 12.11 123 | 22.71 18.19 15.51 trIHOUU14 | HOUU14_CAVPO CAVPO 8
GN=SSRP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
987 12.1 122 | 18.01 18.01 16.86 trIHOVU17 |THOVU17_CAVPO CAVPO 9
porcellus GN=CAPRIN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
988 | 12.09 12.1 | 65.15 52.53 52.53 tr IHOVOUOIHOV9UO_CAVPO CAVPO 7
GN=CDKN1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
989 | 12.09 12.2 | 63.45 48.97 48.97 trIHOVQZ0IHOVQZ0_CAVPO CAVPO 11

GN=UBE2V2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

990 | 1207 | 121 | 59.18 54.42 54.42 trIHOUWE?7 IHOUWE7_CAVPO CAVPO 7
GN=LOC100720944 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
991 12.06 12.1 | 56.25 47.16 47.16 trIHOVJN3 I HOVIN3_CAVPO CAVPO 6
GN=NDUFB10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
992 | 12.05 143 | 51.02 37.25 26.64 trIHOUYJ41HOUYJ4_CAVPO CAVPO 8
porcellus GN=PSMC1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
993 | 12.04 | 121 | 21.62 15.58 15.58 tr IHOVES1 |HOVES1_CAVPO CAVPO 10
porcellus GN=Ewsr1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
994 12.03 12.1 | 56.22 42.49 42.49 tr IHOVLQ7 IHOVLQ7_CAVPO CAVPO 6
GN=MSRA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
995 | 12.02 122 | 27.33 25.06 19.13 trIHOVMU7 IHOVMU7_CAVPO CAVPO 7
GN=ARHGAP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
996 12 12 31.25 31.25 31.25 trIHOVEW6 | HOVEW6_CAVPO CAVPO 8
porcellus GN=LASP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
997 | 11.98 12.3 | 27.45 14.67 9.511 tr IHOV2Y9 IHOV2Y9_CAVPO CAVPO 6
GN=GYS1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
998 | 11.98 12.1 | 1591 10.83 10.06 tr|HOV4811HOV481_CAVPO CAVPO 7
porcellus GN=SORBS2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
999 | 11.96 122 | 31.65 23.84 20.25 trIHOV6Y2 1 HOV6Y2_CAVPO CAVPO 7
GN=ATXN10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1000 | 11.95 12 42.41 42.41 32.28 trIHOVGV8IHOVGVS8_CAVPO CAVPO 6
GN=UBE2I PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1001 | 11.92 15.1 | 61.97 56.69 50.7 trI[HOVR94 1 HOVR94_CAVPO CAVPO 8
porcellus GN=CAPZA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1002 | 11.91 12 53.57 52.55 48.98 tr[HOV261 HOV261_CAVPO CAVPO 6
porcellus GN=TXNDC12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1003 | 11.9 12 23.55 20.34 17.77 tr IHOVSX5IHOVSX5_CAVPO CAVPO 9

GN=PPP2R5E PE=4 SV=1




Peptidyl-prolyl cis-trans isomerase OS=Cavia

1004 | 11.87 | 119 | 46.88 32.14 28.13 tr IHOUW80 I HOUW80_CAVPO CAVPO 6
porcellus GN=FKBP3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1005 | 11.86 12 28.47 22.22 20.14 tr IHOVI51 1 HOVI51_CAVPO CAVPO 6
GN=KIAA1715 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1006 | 11.85 12.1 | 34.93 28.47 18.18 tr|HOVJC7 THOV]C7_CAVPO CAVPO 7
GN=BZW?2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1007 | 11.81 11.9 | 59.02 56.59 56.59 tr IHOUZS2 |HOUZS2_CAVPO CAVPO 8
GN=Ranbpl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1008 | 11.81 12 42.43 37.47 24.57 trIHOVREOIHOVREO_CAVPO CAVPO 7
GN=Sec1412 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1009 | 11.8 12 42.41 39.29 39.29 trIHOV1S2 | HOV1S2_CAVPO CAVPO 7
GN=CHMP4B PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1010 | 11.8 12 35.56 27.92 24.58 tr IHOVGI9 IHOVGI9_CAVPO CAVPO 7
GN=SCRN3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1011 | 11.78 11.8 | 31.96 23.17 23.17 tr[HOWA47 | HOWA47_CAVPO CAVPO 6
GN=Dhrs7 PE=3 SV=1
Superoxide dismutase [Cu-Zn] (Fragment)
1012 | 11.78 11.8 | 58.55 53.29 47.37 trQ53YS81Q53YS8_CAVPO Cu-Zn 12
OS=Cavia porcellus GN=SOD1 PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
1013 | 11.77 | 119 | 42.13 37.01 27.17 trIHOVLP7 [HOVLP7_CAVPO CAVPO 6
GN=PSME3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1014 | 11.76 119 | 248 24.64 15.46 trIHOUWQI1 IHOUWQ1_CAVPO CAVPO 6
GN=IRGQ PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1015 | 11.76 119 | 2427 24.04 24.04 tr IHOW5Z3 | HOW5Z3_CAVPO CAVPO 8
GN=NDUFV3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1016 | 11.75 11.8 | 44.74 38.82 38.82 tr [HOW478 | HOW478_CAVPO CAVPO 8
porcellus GN=RPS18 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1017 | 11.74 | 119 | 28.18 22.31 13.03 tr IHOVUX9 | HOVUX9_CAVPO CAVPO 6

GN=LOC100713897 PE=4 SV=1




Superoxide dismutase (Fragment) OS=Cavia

1018 | 11.74 | 11.8 | 52.07 51.61 51.61 tr|HOW2B1IHOW2B1_CAVPO CAVPO 11
porcellus GN=SOD2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1019 | 11.73 11.8 | 46.86 32.57 29.14 trIHOUVL7 IHOUVL7_CAVPO CAVPO 7
GN=STRAP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1020 | 11.71 11.8 | 46.51 45.58 42.79 tr IHOW9T2 |HOW9T2_CAVPO CAVPO 8
GN=LOC100727822 PE=4 SV=1
Histone deacetylase OS=Cavia porcellus
1021 11.7 20.6 | 43.24 41.16 32.64 trIHOVAT3IHOVAT3_CAVPO CAVPO 12
GN=HDAC1 PE=3 SV=1
Ubiquitin carboxyl-terminal hydrolase
1022 | 11.69 119 | 12.63 8.37 6.167 trIHOV7U3 1 HOV7U3_CAVPO (Fragment) OS=Cavia porcellus GN=USP47 CAVPO 6
PE=3 SV=1
Signal recognition particle subunit SRP68
1023 | 11.68 119 | 20.79 20.32 11.75 tr IHOVDWS5IHOVDW5_CAVPO CAVPO 6
OS=Cavia porcellus GN=SRP68 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1024 | 11.67 13.1 | 62.67 62 61.33 trIHOWA91 I HOWA91_CAVPO CAVPO 10
GN=COX5A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1025 | 11.66 | 239 | 34.65 24.64 22.22 trIHOVHU1IHOVHU1_CAVPO CAVPO 16
GN=DLG1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1026 | 11.66 119 | 29.64 22.31 9.581 tr IHOVQP4 1 HOVQP4_CAVPO CAVPO 7
GN=MTA2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1027 | 11.65 119 | 57.89 54.39 51.46 trIHOV3N6 I HOV3N6_CAVPO CAVPO 7
GN=LOC100714659 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1028 | 11.65 12 46.2 42.69 26.02 trIHOWAR7 IHOWAR7_CAVPO CAVPO 6
GN=WDR77 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1029 | 11.64 | 11.7 | 48.61 48.21 38.25 trIHOVZF2|HOVZF2_CAVPO CAVPO 7
GN=PGLS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1030 | 11.61 11.8 | 27.64 24.39 15.45 tr[HOV646 |IHOV646_CAVPO CAVPO 6
porcellus GN=ADSL PE=4 SV=1
1031 | 11.61 11.7 | 79.29 52.86 52.86 trIHOVN18 I HOVN18_CAVPO Profilin OS=Cavia porcellus GN=PFN1 PE=3 CAVPO 7




Sv=1

Uncharacterized protein (Fragment) OS=Cavia

1032 | 11.58 | 11.7 | 25.37 25.37 19.45 trIHOUY00 I HOUY00_CAVPO CAVPO 6
porcellus GN=ENDOD1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1033 | 1157 | 122 | 33.94 29.07 13.62 tr [HOUX84 |HOUX84_CAVPO CAVPO 5
porcellus GN=GPS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1034 | 1157 | 11.7 | 49.74 28.57 21.68 trIHOV5Q3 1 HOV5Q3_CAVPO CAVPO 6
GN=SEPHS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1035 | 11.57 | 11.8 | 38.19 38.19 33.33 tr[HOVK45IHOVK45_CAVPO CAVPO 7
GN=SNX12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1036 | 1155 | 11.7 | 253 21.15 21.15 trIHOVYL1IHOVYL1_CAVPO CAVPO 7
GN=NUP62 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1037 | 11.52 | 11.6 | 50.48 46.19 46.19 trI[HOVOR2 | HOVOR2_CAVPO CAVPO 7
GN=ABHD14B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1038 | 11.51 11.7 | 44.54 29.89 27.87 tr IHOWA55 I HOWA55_CAVPO CAVPO 7
GN=TBCC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1039 | 1149 | 11.6 | 61.44 50.85 47.03 trIHOW641 1 HOW641_CAVPO CAVPO 10
GN=LOC100732059 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1040 | 1148 | 18.7 | 42.86 35.99 28.94 tr[HOV888 |HOV888_CAVPO CAVPO 14
porcellus GN=CAMK2A PE=4 SV=1
Zinc finger Ran-binding domain-containing
1041 | 1148 | 11.6 | 30.84 22.75 18.86 trIHOVAZOIHOVAZ0_CAVPO protein 2 OS=Cavia porcellus GN=ZRANB2 CAVPO 7
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1042 | 1145 | 133 | 38.81 36.57 36.57 trIHOVPW7 IHOVPW7_CAVPO CAVPO 11
GN=ANP32E PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1043 | 1144 | 119 | 6.314 3.886 2.105 tr[HOV]J411HOV]41_CAVPO CAVPO 6
porcellus GN=BSN PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1044 | 1143 | 122 | 18.97 13.11 9.953 trIHOV1411HOV141_CAVPO CAVPO 8

porcellus GN=TNPO1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1045 | 1143 | 156 | 32.53 29.76 24.22 tr IHOVTS7 IHOVTS7_CAVPO CAVPO 10
porcellus GN=HNRNPDL PE=4 SV=1
Phosphoserine aminotransferase OS=Cavia
1046 | 1142 | 12.8 | 41.62 38.38 28.65 tr IHOVPG3 | HOVPG3_CAVPO CAVPO 9
porcellus GN=Psat1 PE=3 SV=1
Eukaryotic translation initiation factor 3
1047 | 11.42 11.5 | 29.55 24.72 21.31 trIHOVT69 |HOVT69_CAVPO subunit H OS=Cavia porcellus GN=EIF3H CAVPO 6
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1048 | 11.4 115 | 35.1 26.43 21.78 tr IHOV880 | HOV880_CAVPO CAVPO 10
porcellus GN=G3bp1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1049 114 11.7 | 31.05 29.34 25.36 trIHOVLT4/HOVLT4_CAVPO CAVPO 7
GN=TMOD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1050 | 114 11.7 | 17.35 14.78 11.18 tr IHOW8M9 |HOWSM9_CAVPO CAVPO 9
GN=HGS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1051 | 11.38 | 11.5 | 31.61 30.97 30.97 tr|HOV643 |HOV643_CAVPO CAVPO 6
GN=FAM162A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1052 | 11.36 | 11.4 | 29.22 17.81 17.81 tr IHOVG23 I HOVG23_CAVPO CAVPO 6
GN=RCC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1053 | 11.35 | 115 | 22.24 18.82 16.35 tr IHOVLQ6 I HOVLQ6_CAVPO CAVPO 7
GN=CELF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1054 | 1135 | 11.4 | 38.42 38.42 33.16 tr [HOW3F0IHOW3F0_CAVPO CAVPO 6
GN=CYGB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1055 | 11.34 | 114 | 67.52 58.6 58.6 trIHOW5751 HOW575_CAVPO CAVPO 8
GN=PIN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1056 | 11.33 | 11.8 | 21.89 16.74 9.263 trIHOVH29 |HOVH29_CAVPO CAVPO 7
porcellus GN=ATXN2L PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1057 | 11.32 | 11.5 | 38.38 33.84 29.29 trIHOUT84 | HOUT84_CAVPO CAVPO 6
porcellus GN=NUDT5 PE=3 SV=1
1058 | 11.3 11.6 | 23.45 18.83 15.28 trIHOUVE1IHOUVE1_CAVPO Nicalin OS=Cavia porcellus GN=NCLN PE=3 | CAVPO 8




Sv=1

Uncharacterized protein OS=Cavia porcellus

1059 | 11.28 | 283 | 52.62 49.66 43.74 tr IHOW2C0 I HOW2C0_CAVPO CAVPO 19
GN=HNRNPH2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1060 | 11.28 | 11.3 | 32.39 23.94 23.94 tr [HOWBQ6 | HOWBQ6_CAVPO CAVPO 7
GN=HIST1H1C PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1061 | 11.26 | 13.4 | 31.87 28.71 22.14 tr IHOUTC1IHOUTC1_CAVPO CAVPO 7
porcellus GN=SMARCE1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1062 | 11.24 114 | 54.14 54.14 54.14 trIHOVL42 | HOVL42_CAVPO CAVPO 7
GN=FABP3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1063 | 11.24 | 114 | 33.33 29.66 27.22 trIHOVLJ5IHOVL]5_CAVPO CAVPO 7
porcellus GN=EIF3F PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1064 | 11.23 | 13.6 | 31.29 31.29 18.62 trIHOVNJ9 |HOVNJ9_CAVPO CAVPO 9
GN=AIdh2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1065 | 11.2 114 | 2447 24.47 22.63 tr IHOVEL9 |HOVEL9_CAVPO CAVPO 8
GN=AMACR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1066 | 11.2 113 | 31.74 26.65 24.85 trI[HOVRU8 | HOVRU8_CAVPO CAVPO 6
GN=WDR5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1067 | 11.19 | 112 | 354 34.07 34.07 tr [HOW9K3 IHOW9K3_CAVPO CAVPO 7
porcellus GN=TMED? PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1068 | 11.18 | 11.4 | 33.02 23.77 23.77 tr IHOVLQ5 I HOVLQ5_CAVPO CAVPO 7
porcellus GN=LCMT1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1069 | 11.17 | 11.4 | 24.96 16.59 14.33 trIHOVGU7 [HOVGU7_CAVPO CAVPO 6
GN=FXR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1070 | 11.15 | 11.4 | 42.86 29.5 27.64 trIHOVGM4 I HOVGM4_CAVPO CAVPO 7
GN=SFXN1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1071 | 11.15 | 11.5 | 1447 7.294 5.882 tr IHOW9YO I HOW9Y0_CAVPO CAVPO 7

porcellus GN=YLPM1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1072 | 11.12 114 | 13.74 7.971 2.804 tr|HOVS44 | HOVS44_CAVPO CAVPO 5
porcellus GN=ARFGEF1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1073 | 11.11 113 | 28.15 26.27 21.45 trIHOUZW6 IHOUZW6_CAVPO CAVPO 6
porcellus GN=CAMK1D PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1074 | 11.1 112 | 33.18 27.61 19.49 trIHOV8A6 1 HOV8A6_CAVPO CAVPO 6
GN=DBNL PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1075 | 11.08 13.6 | 37.69 23.09 17.43 trIHOVYG3IHOVYG3_CAVPO CAVPO 7
porcellus GN=LMNA PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1076 | 11.07 | 13.8 | 46.62 46.26 28.11 tr IHOV4P0IHOV4P0_CAVPO CAVPO 9
GN=MAPRE3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1077 | 11.06 11.5 | 17.54 15.1 10.48 trlHOVRPOIHOVRPO_CAVPO CAVPO 6
porcellus GN=SEC24A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1078 | 11.03 132 | 25.77 18.85 9.744 tr IHOW3J4 | HOW3J4_CAVPO CAVPO 7
GN=OXR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1079 | 11.02 113 | 24.34 23.11 18.61 tr IHOVI81 |HOVI81_CAVPO CAVPO 7
GN=UBXN7 PE=4 SV=1
Calcium-transporting ATPase OS=Cavia
1080 11 334 | 2673 22.2 16.78 tr IHOV4N9 IHOV4N9_CAVPO CAVPO 18
porcellus GN=ATP2B3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1081 | 10.99 112 | 1731 13.31 7.235 trIHOVENS5 |HOVEN5_CAVPO CAVPO 5
GN=CDK11B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1082 | 10.92 11 37.4 23.58 18.7 tr IHOVI68 |HOVI6S_CAVPO CAVPO 5
GN=PRPSAP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1083 | 10.92 11.2 | 37.34 32.74 21.23 trIHOVKG4 | HOVKG4_CAVPO CAVPO 6
GN=TSG101 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1084 | 10.91 11.2 | 23.89 14.03 8.723 tr IHOUTC6 | HOUTC6_CAVPO CAVPO 6
GN=ALDH18A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1085 | 109 11.2 | 17.83 11.17 9.481 trIHOUYTOIHOUYTO0_CAVPO CAVPO 8

GN=SUPT16H PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1086 | 10.9 11 34.78 27.64 25.16 trIHOVQV1IHOVQV1_CAVPO CAVPO 8
porcellus GN=RCN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1087 | 10.88 11.1 | 19.71 9.38 5.336 trIHOVU32 1 HOVU32_CAVPO CAVPO 6
porcellus GN=ITGA2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1088 | 10.87 | 133 | 399 39.42 35.1 trIHOUYZ9 1 HOUYZ9_CAVPO CAVPO 9
GN=RAB6C PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1089 | 10.87 11 33.68 30.56 27.08 tr IHOVTV5IHOVTV5_CAVPO CAVPO 8
porcellus GN=LSAMP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1090 | 10.86 109 | 76.52 76.52 69.57 trIHOV6G7 IHOV6G7_CAVPO CAVPO 6
GN=Rplp2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1091 | 10.84 11 27.71 23.29 19.28 trIHOVTA5IHOVTA5_CAVPO CAVPO 6
porcellus GN=DYNCILI2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1092 | 10.82 109 | 224 18.67 18.67 tr IHOV2EO IHOV2EO_CAVPO CAVPO 7
porcellus GN=SH3GLB2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1093 | 10.82 11 36.31 31.85 31.21 tr IHOW551 1 HOW551_CAVPO CAVPO 6
porcellus GN=RPS19 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1094 | 10.81 10.9 | 53.16 41.14 41.14 tr[HOV264 1 HOV264_CAVPO CAVPO 6
GN=BTF3L4 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1095 | 10.81 11 35.56 32.59 22.59 tr[HOV363 | HOV363_CAVPO CAVPO 6
GN=COMT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1096 | 10.8 109 | 49.32 32.19 23.63 tr [HOUUHS |HOUUH8_CAVPO CAVPO 5
porcellus GN=Rpl5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1097 | 10.8 114 | 23.17 20.68 18.18 trIHOVARS5 |HOVAR5_CAVPO CAVPO 11
GN=KRT1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1098 | 10.79 109 | 20.27 14.7 11.49 trIHOWCN4 | HOWCN4_CAVPO CAVPO 5
GN=IGSF8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1099 | 10.77 11 16.07 11.9 10.83 trIHOVUZ6 | HOVUZ6_CAVPO CAVPO 7

GN=MAP6 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1100 | 10.76 109 | 19.01 17.84 10.8 tr IHOW3WO0IHOW3WO0_CAVPO CAVPO
GN=KCNB1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1101 | 10.73 10.8 | 229 21.14 14.48 tr IHOW3S4HOW3S4_CAVPO CAVPO
porcellus PE=4 SV=1
Phosphoinositide phospholipase C (Fragment)
1102 | 107 132 | 14.88 12.24 5.194 trIHOV8S9 |HOV8S9_CAVPO CAVPO
OS=Cavia porcellus GN=PLCB1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1103 | 10.66 10.7 | 49.32 38.36 38.36 tr IHOVHP?7 |HOVHP7_CAVPO CAVPO
porcellus GN=Csnk2b PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1104 | 10.66 10.7 | 27.04 18.02 18.02 tr IHOVSX91HOVSX9_CAVPO CAVPO
GN=CSTF2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1105 | 10.66 10.7 | 23.1 17.52 11.78 tr IHOW6N5 I HOW6N5_CAVPO CAVPO
porcellus GN=SF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1106 | 10.64 10.7 | 49.29 48.57 47.14 trIHOVPZ2 1 HOVPZ2_CAVPO CAVPO
GN=SNCA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1107 | 10.63 10.7 | 26.75 26.75 21.93 trIHOVA741 HOVA74_CAVPO CAVPO
GN=TSN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1108 | 10.63 109 | 31.9 11.33 6.901 tr IHOVDS9 |THOVDS9_CAVPO CAVPO
GN=TOP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1109 | 10.62 10.8 | 36.07 29.03 11.73 tr IHOVIWOIHOVIW0_CAVPO CAVPO
GN=CAB39 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1110 | 10.61 10.7 | 33.14 30.29 23.14 trIHOW3111HOW311_CAVPO CAVPO
GN=Ptgr2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1111 | 10.58 10.8 | 37.66 33.67 28.18 trIHOVRS1IHOVRS1_CAVPO CAVPO
GN=TFG PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1112 | 10.58 10.7 | 15.42 12.11 9.51 trIHOW4A11HOW4A1_CAVPO CAVPO
GN=SLTM PE=4 SV=1
TPT1 OS=Cavia porcellus GN=TPT1 PE=2
1113 | 10.55 10.6 | 62.21 62.21 62.21 tr I BOFJL6 | BOFJL6_CAVPO CAVPO

Sv=1




Uncharacterized protein OS=Cavia porcellus

1114 | 1054 | 10.7 | 149 10.17 10.17 tr|HOUUS2 |HOUUS2_CAVPO CAVPO 7
GN=EMC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1115 | 1054 | 10.8 | 33.95 32.41 32.41 trIHOVXV1IHOVXV1_CAVPO CAVPO 8
porcellus GN=COPS6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1116 | 10.53 10.7 | 29.75 23.27 17.23 trITHOVUQ4 I HOVUQ4_CAVPO CAVPO 6
GN=BAGS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1117 | 105 10.6 | 42.94 411 26.38 trIHOVC16 | HOVC16_CAVPO CAVPO 7
porcellus GN=PPP2R4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1118 | 10.5 10.7 | 33.24 33.24 27.35 tr IHOVDW9IHOVDW9_CAVPO CAVPO 7
GN=CTSB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1119 | 10.49 19.2 | 67.21 60.32 56.28 trIHOVG97 |THOVGY97_CAVPO CAVPO 14
GN=YWHAG PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1120 | 10.48 10.7 | 16.86 10.74 8.056 trIHOUZQ1 1HOUZQ1_CAVPO CAVPO 7
GN=RBM10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1121 | 10.48 109 | 14.11 9.809 7.656 tr IHOVGWOIHOVGWO0_CAVPO CAVPO 7
GN=SYMPK PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1122 | 1047 | 105 | 53.13 53.13 53.13 tr IHOUVI6 IHOUVI6_CAVPO CAVPO 6
porcellus GN=PFDN5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1123 | 10.46 10.6 | 56.45 56.45 40.86 tr[HOV587 |HOV587_CAVPO CAVPO 6
GN=ARLS6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1124 | 1044 | 105 | 28.26 17.94 17.94 trIHOVEY6 |THOVEY6_CAVPO CAVPO 7
GN=ADRM1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1125 | 1043 10.7 | 37.79 37.79 31.27 trIHOV3T3 I HOV3T3_CAVPO CAVPO 8
GN=VTA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1126 | 10.42 10.5 | 20.98 20.98 20.98 tr [HOUXNS5 |HOUXN5_CAVPO CAVPO 6
GN=ECI1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1127 | 10.39 10.6 | 30.97 24.56 23.01 tr [HOW7C8 I HOW7C8_CAVPO CAVPO 6

porcellus GN=POLDIP3 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1128 | 10.38 10.6 | 39.01 27.42 21.51 tr|HOV5X3 1 HOV5X3_CAVPO CAVPO 8
GN=COPS3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1129 | 10.37 | 10.5 | 30.67 23.95 21.43 tr|HOV]Z6 |HOV]Z6_CAVPO CAVPO 6
GN=SRSF7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1130 | 10.36 104 | 27.04 27.04 19.74 tr[HOV052 |HOV052_CAVPO CAVPO 7
GN=NUCKS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1131 | 10.33 104 | 419 32.38 23.17 trIHOVQD1 I HOVQD1_CAVPO CAVPO 5
GN=C11lorf54 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1132 | 10.33 10.5 | 26.28 23.72 23.72 tr IHOVXK?7 IHOVXK7_CAVPO CAVPO 6
GN=RDHS8 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1133 | 10.32 104 | 34.68 31.53 31.53 trIHOVWY1IHOVWY1_CAVPO CAVPO 6
GN=GSTA4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1134 | 10.31 104 | 62.8 62.8 39.61 tr IHOW3N2 I HOW3N2_CAVPO CAVPO 5
porcellus GN=LYPLA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1135 | 10.3 104 | 69.05 66.67 61.9 tr IHOUTW1IHOUTW1_CAVPO CAVPO 19
porcellus GN=DBI PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1136 | 10.3 104 | 51.88 43.75 38.75 tr IHOVLC3IHOVLC3_CAVPO CAVPO 5
porcellus GN=EIF3] PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1137 | 103 10.5 | 31.97 27.6 22.13 tr IHOVRC?7 IHOVRC7_CAVPO CAVPO 6
porcellus GN=TXNDC5 PE=3 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1138 | 10.29 10.3 | 37.96 31.39 27.74 tr IHOUYF3 | HOUYF3_CAVPO CAVPO 6
porcellus GN=NIT2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1139 | 10.26 10.3 | 47.22 36.11 32.22 tr IHOW7I1 |HOW7I1_CAVPO CAVPO 7
GN=APRT PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1140 | 10.25 10.5 | 20.42 17.26 15.16 tr IHOV]D3 IHOV]D3_CAVPO CAVPO 6
GN=ZMPSTE24 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1141 | 1024 | 103 | 14.83 12.45 11.05 trIHOUVR3IHOUVR3_CAVPO CAVPO 6

GN=BBS7 PE=4 SV=1




Proteasome subunit beta type OS=Cavia

1142 | 10.23 10.3 | 34.83 34.83 28.36 trIHOVY67 IHOVY67_CAVPO CAVPO 7
porcellus GN=PSMB2 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1143 | 10.21 10.8 | 43.89 38.61 29.04 trIHOVAK6 IHOVAK6_CAVPO CAVPO 7
porcellus GN=ECH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1144 | 10.21 10.3 | 65.38 58.79 58.79 tr|HOVUES IHOVUES_CAVPO CAVPO 6
GN=Dnajc5 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1145 | 10.2 10.3 | 19.31 16.14 12.22 tr [HOUXE2 | HOUXE2_CAVPO CAVPO 5
GN=PIP5K1C PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1146 | 10.2 10.3 | 42.08 34.84 27.6 tr IHOVEM9 |HOV8M9_CAVPO CAVPO 6
GN=SRSF9 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1147 | 10.18 10.6 | 23.03 20.29 10.95 tr IHOUZQ8 IHOUZQ8_CAVPO CAVPO 6
GN=KIAA1279 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1148 | 10.18 10.3 | 29.02 28.74 26.44 trIHOV7G6 | HOV7G6_CAVPO CAVPO 7
GN=NUDCD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1149 | 10.17 | 10.5 | 30.04 18.98 11.06 tr IHOVJH6 | HOVJH6_CAVPO CAVPO 7
GN=GMPS PE=4 SV=1
Proteasome subunit beta type OS=Cavia
1150 | 10.15 10.2 | 40.75 31.32 31.32 tr IHOVSU2 |IHOVSU2_CAVPO CAVPO 7
porcellus GN=PSMB4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1151 | 10.13 102 | 25.09 16.96 13.43 trIHOVHMS |HOVHMS8_CAVPO CAVPO 5
porcellus GN=FIP1L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1152 | 10.11 10.1 61.9 61.9 61.9 tr IHOWO051 1 HOW051_CAVPO CAVPO 6
GN=SNCG PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1153 | 10.1 13.6 | 31.96 31.96 22.44 tr IHOW3J6 | HOW3J6_CAVPO CAVPO 10
porcellus GN=PTBP1 PE=4 SV=1
Transporter (Fragment) OS=Cavia porcellus
1154 | 10.08 102 | 18.55 17 11.75 trIHOW1A8IHOW1A8_CAVPO CAVPO 6
GN=SLC6A9 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1155 | 10.04 | 10.5 46 46 33.5 trIHOVRV5IHOVRV5_CAVPO CAVPO 6

GN=UBE2K PE=3 SV=1




ATP synthase-coupling factor 6, mitochondrial

1156 | 10.03 10 48.15 40.74 40.74 tr|HOV3R6 1 HOV3R6_CAVPO CAVPO 6
OS=Cavia porcellus GN=ATP5] PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1157 | 10.03 10 49.42 45.35 39.53 trIHOVRAOIHOVRAQ_CAVPO CAVPO 6
GN=MYL12B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1158 | 10.02 10 27.78 27.78 27.78 trlHOUU66 | HOUU66_CAVPO CAVPO 5
GN=TRAPPC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1159 | 10.02 10 14.86 12.74 12.74 tr [HOVPX4 | HOVPX4_CAVPO CAVPO 5
GN=MAPKO PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1160 | 10.01 10.2 | 34.57 27.47 24.07 trIHOUVV6 I HOUVV6_CAVPO CAVPO 6
GN=FAM49B PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1161 10 16.7 | 36.56 34.06 30.31 trIHOV636 |HOV636_CAVPO CAVPO 10
porcellus GN=Gnail PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1162 10 10 12.55 12.55 12.55 trIHOVTV4|IHOVTV4_CAVPO CAVPO 5
GN=Adpgk PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1163 10 10 44.62 44.62 44.62 tr IHOW528 | HOW528_CAVPO CAVPO 5
GN=PEA15 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1164 | 9.98 10.1 | 58.06 58.06 46.24 tr IHOUYH3 |HOUYH3_CAVPO CAVPO 5
GN=RBBP9 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1165 | 9.97 10 41.7 36.77 36.77 trIHOV4H6 |HOV4H6_CAVPO CAVPO 5
GN=TPD52 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1166 | 9.95 10.2 | 13.66 6.618 4.068 tr[HOVNKOIHOVNKO_CAVPO CAVPO 5
porcellus GN=MADD PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1167 | 9.94 122 | 39.62 32.55 28.77 trIHOVNV2IHOVNV2_CAVPO CAVPO 6
GN=CLTA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1168 | 9.92 121 | 519 51.27 46.84 trIHOUYG9 |HOUYG9_CAVPO CAVPO 9
porcellus GN=RAB10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1169 | 991 104 | 24.34 21.54 14.04 trlHOVD211HOVD21_CAVPO CAVPO 5

GN=SLC1A4 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1170 | 991 10 18.49 11.76 8.824 tr|HOVJR1IHOVJR1_CAVPO CAVPO
GN=Nrxn3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1171 | 9.89 9.95 | 37.55 28.52 28.52 tr IHOV6KS ITHOVOK5_CAVPO CAVPO
GN=SCGN PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1172 |  9.89 9.95 | 17.01 11.13 9.38 trIHOVGH5 I HOVGH5_CAVPO CAVPO
porcellus GN=CLPTM1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1173 | 9.86 9.89 | 27.19 25.31 22.81 tr IHOVS03 | HOVS03_CAVPO CAVPO
GN=AIMP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1174 | 9.85 10 25.59 19.43 19.43 trIHOVTD9 |HOVTD9_CAVPO CAVPO
GN=AGK PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1175 | 9.82 9.93 | 55.49 53.05 53.05 tr|[HOUTH4 |HOUTH4_CAVPO CAVPO
GN=CNRIP1 PE=4 SV=1
ATPase Asnal OS=Cavia porcellus
1176 | 9.82 9.95 | 38.22 25.57 21.26 trIHOWBG7 THOWBG7_CAVPO CAVPO
GN=ASNA1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1177 9.8 9.83 | 52.81 44.59 44.59 tr IHOVCT3IHOVCT3_CAVPO CAVPO
GN=LYPLA2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1178 |  9.79 9.94 | 11.57 8.796 5.705 tr IHOVK90 I HOVK90_CAVPO CAVPO
GN=TPP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1179 | 9.78 9.97 | 28.04 20.66 10.15 tr IHOUZ15IHOUZ15_CAVPO CAVPO
GN=PGM3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1180 | 9.78 995 | 18.14 12.5 7.48 trIHOVCU4 |1 HOVCU4_CAVPO CAVPO
porcellus GN=Rab3gapl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1181 | 9.78 9.95 | 44.77 44.77 44.77 tr [HOW703 | HOW703_CAVPO CAVPO
GN=NDUFAS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1182 | 9.77 9.83 | 1547 12.91 8.859 trIHOVAMOIHOVAMO_CAVPO CAVPO
GN=GTPBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1183 | 9.77 98 | 2633 26.33 26.33 trIHOVDB?7 IHOVDB7_CAVPO CAVPO

GN=SCAMP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1184 | 9.77 9.8 | 30.03 24.92 24.92 trIHOVHC4|HOVHC4_CAVPO CAVPO 5
GN=CPPED1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1185 | 9.77 12.1 | 62.18 60.9 55.77 trIHOVRA8IHOVRA8_CAVPO CAVPO 8
GN=CPLX4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1186 | 9.75 9.85 | 33.51 33.51 33.51 tr [HOUWI3 THOUWI3_CAVPO CAVPO 6
porcellus GN=GCA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1187 9.74 9.9 24.29 13.94 12.05 trIHOV786 | HOV786_CAVPO CAVPO 6
porcellus GN=LPCAT1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1188 | 9.73 9.85 | 60.74 60.74 40.74 tr IHOVU69 | HOVU69_CAVPO CAVPO 6
GN=RBP1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1189 | 9.72 9.81 | 20.68 12.27 11.13 tr IHOVCY2IHOVCY2_CAVPO CAVPO 6
porcellus GN=MAP7D2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1190 | 9.71 10 27.99 17.36 10.5 tr IHOV]J90 1 HOV]90_CAVPO CAVPO 6
porcellus GN=NASP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1191 | 9.69 9.88 | 37.38 31.63 22.04 tr IHOV1X9 I HOV1X9_CAVPO CAVPO 5
GN=Prkra PE=4 SV=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
1192 |  9.68 9.7 | 52.78 52.78 52.78 tr IHOVOE9 IHOVOE9_CAVPO CAVPO 6
porcellus GN=FKBP1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1193 |  9.66 9.72 | 50.55 40.66 34.07 trIHOWBZ3|HOWBZ3_CAVPO CAVPO 5
GN=Cnpy2 PE=4 5V=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
1194 | 9.65 109 | 48.02 40.11 40.11 tr[HOVBU7 IHOVBU7_CAVPO CAVPO 6
porcellus GN=PPIH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1195 | 9.65 9.84 | 3152 29.62 26.36 trIHOVDH3 IHOVDH3_CAVPO CAVPO 8
GN=RAE1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1196 | 9.62 9.67 | 40.79 40.79 37.28 tr [HOW4F9 | HOW4F9_CAVPO CAVPO 6
porcellus GN=APOA1BP PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1197 | 9.61 25.8 | 36.81 26.73 19.29 tr IHOV0S9 |HOV0S9_CAVPO CAVPO 13

porcellus GN=RDX PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1198 9.6 9.79 | 1855 14.18 9.201 trIHOUVZ9 |HOUVZ9_CAVPO CAVPO 5
porcellus GN=SRPK2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1199 | 9.59 82.7 | 81.92 79.24 78.35 trIHOVOE4|HOVOE4_CAVPO CAVPO 125
GN=TUBB4A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1200 | 9.59 9.62 | 25.31 25.31 25.31 trIHOV4UO | HOV4UO_CAVPO CAVPO 5
GN=Skpl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1201 | 9.58 30.8 | 58.39 56.38 48.66 tr IHOV528 IHOV528_CAVPO CAVPO 27
GN=SLC25A4 PE=3 SV=1
Transporter (Fragment) OS=Cavia porcellus
1202 | 9.58 9.69 | 12.25 10.05 8.592 tr IHOVAX6 |HOVAX6_CAVPO CAVPO 5
GN=SLC6A11 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1203 | 9.57 9.64 | 17.75 14.2 14.2 tr IHOV5]51HOV5]5_CAVPO CAVPO 6
porcellus GN=TBL1XR1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1204 | 9.57 9.72 | 27.16 18.53 18.53 trIHOVYGOIHOVYGO_CAVPO CAVPO 6
GN=HADH PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1205 | 9.54 9.73 | 37.65 37.65 23.48 trIHOVDT?7 IHOVDT7_CAVPO CAVPO 5
GN=Atp6vld PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1206 | 9.53 9.64 | 29.6 21.97 21.97 tr IHOVZI9 ITHOVZI9_CAVPO CAVPO 6
GN=HIST1H1B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1207 | 9.52 9.69 | 14.97 13.05 11.71 tr IHOVI86 | HOVI86_CAVPO CAVPO 5
GN=SRC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1208 9.5 9.87 | 14.69 10.11 5.453 trIHOVPES IHOVPES_CAVPO CAVPO 5
GN=IQSEC3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1209 | 9.49 9.54 | 67.92 67.92 50.94 trIHOUUC3 |HOUUC3_CAVPO CAVPO 5
porcellus GN=CSTB PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1210 | 9.49 9.89 | 44.63 37.6 34.71 trIHOUV88 I HOUV88_CAVPO CAVPO 8
porcellus GN=GSTO1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1211 | 9.49 9.57 | 417 39.01 33.63 tr[HOV025 HOV025_CAVPO CAVPO 6

porcellus GN=APIP PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1212 | 947 9.52 | 28.94 28.65 26.65 tr|HOW7E8 IHOW7E8_CAVPO CAVPO 5
GN=SCAMP3 PE=4 SV=1
Malic enzyme (Fragment) OS=Cavia porcellus
1213 | 9.44 104 | 23.23 18.36 14.38 trIHOUZ21 1HOUZ21_CAVPO CAVPO 7
GN=ME1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1214 | 9.44 9.7 | 4931 37.79 23.96 tr[HOV3J8 I HOV3J8_CAVPO CAVPO 5
GN=GRB2 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1215 | 9.44 9.66 | 7.356 6.437 3.494 tr [HOVP27 |HOVP27_CAVPO CAVPO 6
porcellus GN=SEC16A PE=4 S5V=1
Eukaryotic translation initiation factor 6
1216 | 9.43 9.47 | 35.92 26.53 26.53 trIHOVND2 |HOVND2_CAVPO CAVPO 6
OS=Cavia porcellus GN=EIF6 PE=1 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1217 | 9.43 9.47 | 40.6 40.6 40.6 tr IHOVRQ6 | HOVRQ6_CAVPO CAVPO 7
porcellus GN=HRSP12 PE=4 SV=1
Cytochrome b-c1 complex subunit Rieske,
1218 | 9.42 9.59 | 41.97 41.97 31.75 tr I[HOUXP3 |HOUXP3_CAVPO mitochondrial OS=Cavia porcellus CAVPO 7
GN=UQCREFS1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1219 | 941 9.54 | 36.25 30.94 30.94 trIHOV7771HOV777_CAVPO CAVPO 6
porcellus GN=ETFA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1220 9.4 9.51 | 30.27 27.89 26.71 tr [HOWOL4 | HOWO0L4_CAVPO CAVPO 7
GN=CA14 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1221 9.4 9.96 | 11.57 9.643 7.04 tr |HOW4F8 | HOW4F8_CAVPO CAVPO 5
GN=PITRM1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1222 | 9.39 9.52 | 22.73 17.46 17.46 trIHOV019 HOV019_CAVPO CAVPO 5
porcellus GN=HSDL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1223 | 9.38 942 | 36.5 35.5 35.5 tr IHOVFT8 IHOVET8_CAVPO CAVPO 5
GN=GUCAI1B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1224 | 9.36 9.4 33.7 28.89 28.89 tr IHOV7I1IHOV7I1_CAVPO CAVPO 10
porcellus GN=TRA2B PE=4 SV=1
1225 | 9.36 94 | 4286 42.86 42.86 trIHOWAO07 I HOWAO07_CAVPO Thioredoxin OS=Cavia porcellus CAVPO 5




GN=LOC100729881 PE=3 SV=1

Uncharacterized protein OS=Cavia porcellus

1226 | 9.34 9.57 | 19.63 12.27 7.362 tr IHOVQLOIHOVQLO_CAVPO CAVPO
GN=GTF3C4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1227 |  9.33 9.47 | 32.38 32.38 29.05 trIHOUW56 | HOUW56_CAVPO CAVPO
GN=NDUFS8 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1228 | 9.33 12.6 | 39.13 32.61 32.61 trIHOVLL2 |[HOVLL2_CAVPO CAVPO
porcellus GN=RPRD1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1229 | 9.31 9.48 | 26.15 26.15 26.15 trIHOUYZ6 |HOUYZ6_CAVPO CAVPO
GN=NDRG2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1230 | 9.31 9.52 | 42.76 33.45 26.55 trIHOVMZ7 |HOVMZ7_CAVPO CAVPO
porcellus GN=Tsnax PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1231 9.3 9.41 | 38.98 34.5 24.28 trIHOUTR6 | HOUTR6_CAVPO CAVPO
GN=Fahd2a PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1232 | 9.29 9.42 | 39.25 27.73 24.92 trIHOWDY5IHOWDY5_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1233 | 9.28 94 | 42.64 39.59 32.49 trIHOVP811HOVP81_CAVPO CAVPO
GN=Vbpl PE=4 SV=1
Tubby-like protein (Fragment) OS=Cavia
1234 | 9.26 9.5 24.1 19.08 15.26 trIHOVGQ4 HOVGQ4_CAVPO CAVPO
porcellus GN=TUB PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1235 | 9.26 9.36 | 41.57 36.7 27.72 tr | HOW0K4 |HOWO0K4_CAVPO CAVPO
porcellus GN=SPR PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1236 | 9.22 9.3 | 25.56 21.55 17.79 tr IHOUTO02 | HOUT02_CAVPO CAVPO
GN=BCL2L13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1237 | 9.21 9.52 | 27.11 13.8 6.716 tr|HOVOH4 | HOVOH4_CAVPO CAVPO
GN=DDX23 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1238 | 9.21 9.29 | 2141 19.46 16.55 trIHOV6B8 IHOV6BS_CAVPO CAVPO

porcellus GN=WDFY1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1239 | 9.19 19.6 | 54.19 50.66 50.66 trIHOUW38 1 HOUW38_CAVPO CAVPO 14
GN=RAB3C PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1240 | 9.14 9.28 | 34.78 33.15 22.55 trIHOVVH1IHOVVH1_CAVPO CAVPO 7
porcellus GN=DDI2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1241 | 9.11 9.18 | 24.25 21.24 10.97 trIHOVEC3I|HOVEC3_CAVPO CAVPO 4
GN=USP39 PE=4 SV=1
F-box protein OCP1 OS=Cavia porcellus
1242 9.11 9.26 | 28.67 24.67 24.67 trIQ8VD401Q8VD40_CAVPO CAVPO 6
GN=OCP1 PE=2 SV=1
DNA-directed RNA polymerase OS=Cavia
1243 | 9.09 9.31 | 1525 10.31 5.451 tr IHOVMR7 IHOVMR7_CAVPO CAVPO 4
porcellus GN=POLR2B PE=3 SV=1
Eukaryotic translation initiation factor 3
1244 | 9.08 9.14 | 325 21.88 19.06 trIHOVEG4 I HOVEG4_CAVPO subunit G OS=Cavia porcellus GN=EIF3G CAVPO 5
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1245 | 9.08 9.26 | 26.62 26.62 15.26 trIHOVR101 HOVR10_CAVPO CAVPO 6
GN=TECR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1246 | 9.08 9.31 | 10.81 5.043 3.218 tr IHOWDG6 |HOWDG6_CAVPO CAVPO 5
GN=GTF3C1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1247 | 9.07 9.2 | 5147 26.71 26.71 trIHOVTD2 I HOVTD2_CAVPO CAVPO 7
porcellus GN=Eif2s2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1248 | 9.07 92 | 67.65 53.27 46.41 tr IHOW2Y9 |HOW2Y9_CAVPO CAVPO 6
GN=Pabpn1 PE=4 SV=1
Autophagy-related protein 3 OS=Cavia
1249 | 9.06 9.13 | 26.11 21.97 21.97 trIHOV7Z31HOV7Z3_CAVPO CAVPO 5
porcellus GN=ATG3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1250 | 9.06 9.44 | 35.57 24.11 20.95 tr IHOVRI7 IHOVRI7_CAVPO CAVPO 6
GN=DNA]C8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1251 | 9.05 9.15 | 60.67 58.43 58.43 tr IHOVA88I HOVA88_CAVPO CAVPO 5
GN=BANF1 PE=4 S5V=1
1252 9.04 9.24 | 2249 17.09 10.8 tr[HOVMNS5 |HOVMN5_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 6




GN=PLAA PE=4 5V=1

Uncharacterized protein OS=Cavia porcellus

1253 9.03 11.2 | 54.78 54.78 47.83 tr IHOW7Z7]J9 T HOW7]9_CAVPO CAVPO 6
GN=RPL30 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1254 9.02 10.7 | 32.32 25.8 14.81 trIHOVH09 |HOVH09_CAVPO CAVPO 6
GN=HTATSF1 PE=4 SV=1
Eukaryotic translation initiation factor 3
1255 | 9.01 9.1 | 30.75 27.81 19.79 trIHOV1U11HOV1U1_CAVPO subunit M OS=Cavia porcellus GN=EIF3M CAVPO 5
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1256 | 9.01 9.37 | 10.01 6.098 2.33 trIHOV3Q71HOV3Q7_CAVPO CAVPO 4
GN=NUP205 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1257 | 9.01 9.23 | 29.19 19.28 12.97 trIHOVE131HOVE13_CAVPO CAVPO 5
GN=IK PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1258 9 11.8 | 23.83 20.47 20.21 tr IHOW3W1IHOW3W1_CAVPO CAVPO 7
porcellus GN=NAP1L1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1259 9 9.1 | 30.05 24.04 24.04 trIHOW4U6 | HOW4U6_CAVPO CAVPO 5
GN=UBE2M PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1260 | 8.97 9.09 | 44.37 34.51 34.51 tr IHOW7]7 IHOW7]7_CAVPO CAVPO 6
porcellus GN=AP2S1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1261 | 8.96 9.09 | 27.96 19.73 15.09 tr IHOVZK9IHOV7K9_CAVPO CAVPO 6
GN=MTDH PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1262 | 8.95 8.99 | 30.36 30.36 30.36 tr IHOUZP9 |HOUZP9_CAVPO CAVPO 6
porcellus GN=UNC119 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1263 | 8.95 9.04 | 8.207 6.944 5.934 trIHOVAV9IHOVAV9_CAVPO CAVPO 5
porcellus GN=CD44 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1264 | 8.94 8.97 | 36.41 36.41 36.41 tr IHOVPI1IHOVPI1_CAVPO CAVPO 5
porcellus GN=Rpl12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1265 | 8.94 16.2 | 57.36 57.36 57.36 tr IHOVTH8 IHOVTHS8_CAVPO CAVPO 10

GN=LIN7C PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1266 | 8.94 9 24.34 16.1 11.99 trIHOVTZ0IHOVTZ0_CAVPO CAVPO 5
GN=P4hal PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1267 | 8.92 8.98 | 24.53 24.29 12.26 trIHOVNJ3 1 HOVNJ3_CAVPO CAVPO 4
GN=PACSIN3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1268 | 891 9.05 | 21.12 18.65 13.53 trIHOV2E7 IHOV2E7_CAVPO CAVPO 6
GN=PNN PE=4 SV=1
Proliferating cell nuclear antigen OS=Cavia
1269 | 8.89 9.01 | 341 31.03 25.29 tr IHOVE65 IHOVE65_CAVPO CAVPO 5
porcellus GN=PCNA PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1270 | 8.87 14 34.89 31.65 31.65 trIHOVD19 IHOVD19_CAVPO CAVPO 7
porcellus GN=MSI2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1271 8.87 11.2 | 1892 13.01 10.81 trIHOVP49 1 HOVP49_CAVPO CAVPO 6
porcellus GN=PGM2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1272 8.87 12.7 | 20.12 16.56 14.24 trIHOVWS3 I HOVWS3_CAVPO CAVPO 8
PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1273 | 8.86 71.3 | 84.82 84.82 84.6 tr IHOV3I8 IHOV3I8_CAVPO CAVPO 120
porcellus GN=TUBA4A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1274 | 8.84 8.91 | 14.56 10.32 5.619 tr IHOV9X2 I HOVIX2_CAVPO CAVPO 4
GN=PPP6R3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1275 | 8.84 8.97 40 40 24.62 tr IHOVQK1IHOVQK1_CAVPO CAVPO 5
GN=DPM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1276 | 8.83 891 | 19.17 14.03 13.04 trIHOV0Z5I1HOV0Z5_CAVPO CAVPO 6
GN=CAMKYV PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1277 | 8.83 15.2 | 43.96 40.1 40.1 tr IHOVP79 | HOVP79_CAVPO CAVPO 10
GN=RABSA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1278 | 8.83 8.87 | 41.54 35.38 35.38 tr [HOW074 1 HOW074_CAVPO CAVPO 5
GN=RPS15A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1279 | 8.83 9.05 | 11.83 8.594 6.027 tr [HOW2J8 IHOW2J8_CAVPO CAVPO 4

GN=CHERP PE=4 SV=1




Acylphosphatase OS=Cavia porcellus

1280 | 8.77 8.8 | 49.49 49.49 49.49 trIHOWDN4 I HOWDN4_CAVPO CAVPO 6
GN=ACYP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1281 | 8.75 8.81 64.6 63.72 63.72 tr IHOVQT8 I HOVQT8_CAVPO CAVPO 6
GN=Eifl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1282 | 875 8.89 | 13.95 10.68 7.715 tr IHOW7W7 THOW7W7_CAVPO CAVPO 5
porcellus GN=MAP1S PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1283 | 8.73 8.85 | 30.77 27.97 14.22 tr IHOVUP6 I HOVUP6_CAVPO CAVPO 4
GN=ACTL6A PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1284 | 8.72 8.79 | 66.46 56.52 56.52 tr IHOW7Q3 | HOW7Q3_CAVPO CAVPO 5
GN=LAMTOR1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1285 | 8.71 8.8 | 55.93 50.85 50.85 tr IHOW335 1 HOW335_CAVPO CAVPO 5
GN=C190rf70 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1286 | 8.69 159 | 62.96 55.56 48.15 tr IHOW4H3 |HOW4H3_CAVPO CAVPO 10
GN=RAB2B PE=3 SV=1
Cytochrome c oxidase subunit 2 OS=Cavia
1287 | 8.67 9.8 | 36.12 33.48 33.48 tr |QI9TEG8 IQITEGS_CAVPO CAVPO 9
porcellus GN=COII PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1288 | 8.65 8.8 21.7 15.73 12.48 trIHOV7231HOV723_CAVPO CAVPO 6
GN=COASY PE=3 5V=1
Ribosome biogenesis protein WDR12
1289 | 8.64 8.75 | 23.64 23.64 16.31 trIHOVD76 |THOVD76_CAVPO CAVPO 5
OS=Cavia porcellus GN=Wdr12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1290 | 8.61 8.73 | 33.08 16.92 16.92 trIHOUWROIHOUWRO_CAVPO CAVPO 5
GN=WTAP PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1291 | 8.61 8.73 | 26.63 19.2 19.2 trIHOV3J11HOV3]J1_CAVPO CAVPO 5
GN=DNA]JB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1292 | 8.61 8.86 | 513 51.3 47.4 trIHOVOWS IHOV6WS_CAVPO CAVPO 5
GN=UBE2L3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1293 | 8.61 8.7 | 28.62 26.26 21.89 trIHOVJH4 | HOVJH4_CAVPO CAVPO 5

GN=EMC2 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1294 | 8.59 8.69 | 11.84 8.635 5.71 trlHOV9Q9IHOVIQ9_CAVPO CAVPO
porcellus GN=STT3A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1295 | 857 8.74 | 22.68 17.58 17.58 trIHOVESOIHOVE80_CAVPO CAVPO
porcellus GN=STAM PE=4 SV=1
Proteasome subunit beta type (Fragment)
1296 | 8.57 8.66 | 44.88 44.39 32.2 tr IHOW8S1 |HOW8S1_CAVPO CAVPO
OS=Cavia porcellus GN=PSMB3 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1297 | 8.56 8.6 14.61 9.608 6.766 tr IHOUVZ4IHOUVZ4_CAVPO CAVPO
GN=SURF1 PE=4 SV=1
L-xylulose reductase OS=Cavia porcellus
1298 | 8.56 8.6 | 46.72 38.52 22.13 tr IHOWCF4 | HOWCF4_CAVPO CAVPO
GN=DCXR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1299 | 8.55 8.75 | 19.56 8.685 4.225 tr IHOUUTOIHOUUTO_CAVPO CAVPO
porcellus GN=IARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1300 | 8.55 9 12.67 6.823 3.606 trIHOVAAOIHOVAAO_CAVPO CAVPO
GN=MYO18A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1301 | 8.54 8.57 | 43.05 36.42 29.8 tr IHOW4]5 I HOW4]5_CAVPO CAVPO
GN=Rps14 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1302 | 8.54 8.61 | 30.07 24.13 21.68 tr IHOW591 1 HOW591_CAVPO CAVPO
GN=CRX PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1303 | 8.52 8.56 | 40.84 34.55 29.32 tr [HOUYK8 |HOUYKS8_CAVPO CAVPO
GN=HPCAL4 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1304 | 8.52 8.77 | 10.74 5.479 4.767 trIHOVBY7 IHOVBY7_CAVPO CAVPO
porcellus GN=MLLT4 PE=4 SV=1
Malignant T-cell-amplified sequence OS=Cavia
1305 | 8.51 8.62 | 50.28 50.28 40.88 tr IHOV5MOIHOV5M0_CAVPO CAVPO
porcellus GN=MCTS1 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1306 | 8.49 8.64 | 25.88 18.36 12.19 trIHOV9Y41HOV9Y4_CAVPO CAVPO
GN=ABCE1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1307 | 8.49 8.66 | 45.45 39.39 24.24 trIHOVG44 1 HOVG44_CAVPO CAVPO

GN=SRI PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

1308 | 8.47 8.63 | 36.71 21.84 21.52 tr[HOV379 HOV379_CAVPO CAVPO
GN=PDLIM3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1309 | 8.47 106 | 41.3 41.3 41.3 trIHOVBZ1I1HOVBZ1_CAVPO CAVPO
GN=RAP1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1310 | 8.47 8.69 | 18.74 13.77 4.589 trIHOVRL3 |HOVRL3_CAVPO CAVPO
GN=OGT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1311 | 8.47 8.58 | 51.22 51.22 35.77 tr IHOVUMS |IHOVUMS_CAVPO CAVPO
porcellus GN=PHPT1 PE=4 S5V=1
Apolipoprotein E OS=Cavia porcellus
1312 | 8.45 8.54 | 38.59 21.14 19.13 tr IHOVOMO | HOVOMO_CAVPO CAVPO
GN=APOE PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1313 | 8.45 8.73 | 26.89 19.32 17.05 tr IHOVHLO |HOVHLO_CAVPO CAVPO
porcellus GN=PRPF4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1314 | 8.44 8.57 | 29.66 29.66 29.66 tr IHOVONZ7 |HOVON7_CAVPO CAVPO
GN=PON2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1315 | 8.43 8.46 | 36.02 36.02 32.7 trIHOVLX4 I HOVLX4_CAVPO CAVPO
GN=NACA2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1316 | 8.42 8.51 | 24.03 22.08 17.53 tr IHOVIP9 |HOVIP9_CAVPO CAVPO
porcellus GN=SDSL PE=4 SV=1
Diacylglycerol kinase OS=Cavia porcellus
1317 | 8.41 8.62 | 22.57 15.7 10.76 tr[HOV]J801HOVJ80_CAVPO CAVPO
GN=DGKE PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1318 | 8.39 85 | 35.04 30.48 21.94 tr IHOW7N7 IHOW7N7_CAVPO CAVPO
GN=NEGR1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1319 | 8.38 892 | 19.72 15.99 11.19 tr[HOV6I2 I HOV6I2_CAVPO CAVPO
GN=Mccc2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1320 | 8.37 85 | 35.76 31.69 29.36 trIHOUVT1IHOUVT1_CAVPO CAVPO
GN=PVRL1 PE=4 SV=1
Anamorsin OS5=Cavia porcellus GN=CIAPIN1
1321 | 8.36 8.52 | 29.68 25.81 19.03 tr [HOW6W3 I HOW6W3_CAVPO CAVPO

PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1322 | 8.34 9.52 | 41.04 35.07 35.07 tr|HOV710/HOV710_CAVPO CAVPO 13
GN=SNCB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1323 | 8.34 8.56 | 20.14 18.61 9.306 trIHOVC67 I HOVC67_CAVPO CAVPO 5
porcellus GN=SACM1L PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1324 | 8.34 8.41 | 67.12 67.12 48.63 trIHOVG92 | HOVG92_CAVPO CAVPO 5
porcellus GN=NDUFA12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1325 | 8.33 224 | 5244 34.34 32.02 trIHOVDQ3 1 HOVDQ3_CAVPO CAVPO 13
GN=SEPT11 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1326 | 8.32 8.49 | 11.27 9.419 4.665 tr IHOUXHO |HOUXHO_CAVPO CAVPO 5
GN=MYO1B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1327 | 832 8.35 | 36.52 26.97 23.03 trIHOV1Z01HOV1Z0_CAVPO CAVPO 5
porcellus GN=ARPC3 PE=4 SV=1
Integrin beta (Fragment) OS=Cavia porcellus
1328 | 8.32 8.54 | 11.51 9.637 6.884 trIHOVDM6 |HOVDM6_CAVPO CAVPO 5
GN=ITGB1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1329 | 832 8.53 | 14.54 9.346 6.646 trIHOVYB3 IHOVYB3_CAVPO CAVPO 5
GN=IQSEC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1330 8.3 8.43 45 27.5 22.86 tr IHOVQ33 1HOVQ33_CAVPO CAVPO 5
porcellus GN=GTF2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1331 8.3 852 | 19.71 13.44 10.24 tr IHOVTQ5 I HOVTQ5_CAVPO CAVPO 6
GN=Srrm1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1332 | 8.29 84 | 2141 13.58 8.355 tr IHOV2I5IHOV2I5_CAVPO CAVPO 4
porcellus GN=PRKAR1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1333 | 8.29 8.53 | 18.32 18.32 8.972 tr[HOVSK1 |HOVSK1_CAVPO CAVPO 4
GN=PDE1B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1334 | 8.27 8.29 | 56.69 56.69 50.39 trIHOV1251HOV125_CAVPO CAVPO 5
GN=NUTF2 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1335 | 8.27 8.6 | 32.07 32.07 25.54 trIHOVAS4|HOVAS4_CAVPO CAVPO 6

porcellus GN=CBX5 PE=4 S5V=1




Proteasome subunit beta type OS=Cavia

1336 | 8.27 8.44 | 29.24 28.88 28.88 trIHOVAZ7 | HOVAZ7_CAVPO CAVPO 7
porcellus GN=PSMB7 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1337 | 8.26 8.28 | 27.68 27.68 27.68 tr|HOV]27 | HOV]27_CAVPO CAVPO 6
GN=Aqpl PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1338 | 825 8.49 | 16.99 6.43 5.662 tr IHOVFF2 |HOVFF2_CAVPO CAVPO 5
GN=SKIV2L2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1339 | 8.24 8.37 | 9.894 8.14 4.195 tr [HOVFK8 I HOVFK8_CAVPO CAVPO 4
porcellus GN=SPHKAP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1340 8.24 8.41 | 23.79 22.07 17.24 trIHOVKV2IHOVKV2_CAVPO CAVPO 5
GN=ERGIC1 PE~4 SV=1
Histone H2A OS=Cavia porcellus GN=H2AFZ
1341 | 823 8.29 | 31.25 31.25 31.25 tr IHOW952 | HOW952_CAVPO CAVPO 7
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1342 | 822 83.8 | 82.66 79.95 79.05 trIHOVKM?7 |HOVKM7_CAVPO CAVPO 130
GN=TUBB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1343 | 821 8.41 | 4211 22.01 18.42 tr IHOUYDS8 I HOUYDS_CAVPO CAVPO 5
GN=AP3M2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1344 8.2 8.31 | 8.761 4.855 3.571 trIHOVFV6 IHOVFV6_CAVPO CAVPO 5
GN=LAMB?2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1345 8.2 8.43 | 56.68 56.68 36.9 trIHOVYF1IHOVYF1_CAVPO CAVPO 6
GN=Dhfr PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1346 | 8.19 8.21 | 8.809 4.818 4.129 trIHOVH71|HOVH71_CAVPO CAVPO 4
porcellus GN=RPRD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1347 | 8.19 8.21 | 54.79 43.84 38.36 tr[HOVJC41HOV]C4_CAVPO CAVPO 4
GN=MAGOH PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1348 | 8.17 8.62 | 38.91 38.91 29.18 tr [HOUX22 | HOUX22_CAVPO CAVPO 8
porcellus GN=ELAVL3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1349 | 8.17 8.41 | 31.44 21.26 17.37 trIHOWA39 | HOWA39_CAVPO CAVPO 5

GN=MAP2K6 PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

1350 | 8.16 8.26 | 47.49 36.31 36.31 tr IHOVOU7 IHOVOU7_CAVPO CAVPO 9
GN=NDUFB9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1351 | 8.13 8.42 | 39.38 31.34 20.21 trIHOUW141HOUW14_CAVPO CAVPO 8
GN=PACSIN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1352 | 8.13 16.6 | 30.76 20.45 16.52 trIHOVEW1IHOVEW1_CAVPO CAVPO 12
GN=PABPC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1353 | 8.12 8.19 | 32.85 2591 19.71 trIHOVWE9 IHOVWE9_CAVPO CAVPO 4
GN=CNPY3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1354 | 8.11 8.12 | 4455 38.61 36.63 trIHOUYBZ |HOUYB7_CAVPO CAVPO 10
GN=Hmgn1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1355 | 8.11 12.6 | 3291 29.14 18.87 tr IHOVOV41HOVOV4_CAVPO CAVPO 8
GN=SEPT4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1356 8.1 811 | 15.35 15.35 13.54 trIHOVEW2IHOVEW2_CAVPO CAVPO 4
porcellus GN=SRSF11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1357 8.1 8.19 | 26.89 23.28 20.33 tr IHOW341 1 HOW341_CAVPO CAVPO 4
GN=RNPS1 PE=4 SV=1
Reticulon (Fragment) OS=Cavia porcellus
1358 | 8.09 8.2 19.04 13.04 10.34 trIHOVA19 1 HOVA19_CAVPO CAVPO 5
GN=RTN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1359 | 8.09 8.33 | 12.96 8.83 6.237 tr IHOVK50 | HOVK50_CAVPO CAVPO 6
GN=CASKIN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1360 | 8.07 8.2 11.41 11.41 11.41 trIHOUUW?Z7 [HOUUW?7_CAVPO CAVPO 5
porcellus GN=Zfr PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1361 | 8.07 819 | 21.8 19.89 13 tr IHOVES8 IHOVES88_CAVPO CAVPO 4
GN=NPEPL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1362 | 8.07 829 | 11.94 9.336 5.655 trIHOVLV8 | HOVLVS_CAVPO CAVPO 5
GN=SLC4A10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1363 | 8.07 8.27 | 11.01 9.748 5.241 trIHOVS78 | HOVS78_CAVPO CAVPO 5

GN=EML4 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1364 | 8.07 8.08 | 28.96 28.96 23.98 trIHOVX011HOVX01_CAVPO CAVPO
GN=RAB28 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1365 | 8.06 8.17 | 35.24 35.24 18.57 tr[HOV8311HOV831_CAVPO CAVPO
porcellus GN=THYN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1366 | 8.06 8.06 | 25.76 18.94 18.94 tr [HOWAP2 | HOWAP2_CAVPO CAVPO
GN=COPS7B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1367 | 8.05 8.25 | 2091 17.94 12.72 trIHOUVF4|HOUVF4_CAVPO CAVPO
GN=NT5E PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1368 | 8.05 8.13 | 30.73 30.45 17.6 trIHOVXH1 IHOVXH1_CAVPO CAVPO
GN=TOMM40 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1369 | 8.04 8.14 | 13.36 10.33 8.54 tr THOVQI6 THOVQI6_CAVPO CAVPO
GN=NHLRC2 PE=4 SV=1
Profilin OS=Cavia porcellus GN=PFN2 PE=3
1370 | 8.03 8.03 | 37.14 30.71 30.71 tr IHOUU38 | HOUU38_CAVPO V-1 CAVPO
Uncharacterized protein OS=Cavia porcellus
1371 | 8.02 8.33 | 39.68 24.87 24.87 tr|[HOUY97 IHOUY97_CAVPO CAVPO
GN=NDUFB5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1372 | 8.01 8.01 | 56.25 48.21 48.21 tr IHOVOG6 | HOVOG6_CAVPO CAVPO
porcellus GN=TCEB1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1373 8 10 36.76 32.43 32.43 trIHOUTV1IHOUTV1_CAVPO CAVPO
porcellus GN=RAB35 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1374 8 8 38.46 38.46 38.46 trIHOUUN4 | HOUUN4_CAVPO CAVPO
porcellus GN=ATP6V1G1 PE=4 S5V=1
Proteasome subunit beta type OS=Cavia
1375 8 8 20.08 20.08 16.32 trIHOUW91 1 HOUW91_CAVPO CAVPO
porcellus GN=Psmb6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1376 8 8 21.13 21.13 21.13 tr[HOVOGY9 |HOVOG9_CAVPO CAVPO
GN=CDIPT PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1377 8 8 36.52 23.91 23.91 tr[HOV5111HOV511_CAVPO CAVPO

porcellus GN=HDHD1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1378 8 14 47.22 38.89 38.89 tr [HOVIMOIHOVIMO_CAVPO CAVPO 11
GN=RAB5C PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1379 8 8 71.43 71.43 71.43 trIHOVKR7 |IHOVKR?7_CAVPO CAVPO 5
GN=HSBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1380 8 8.01 | 28.72 19.15 19.15 tr|HOVNF6 | HOVNF6_CAVPO CAVPO 4
GN=ARL6IP5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1381 8 17.2 | 26.44 25.96 18.27 trIHOVNV3IHOVNV3_CAVPO CAVPO 11
GN=UBQLN?2 PE=4 SV=1
V-type proton ATPase subunit F OS=Cavia
1382 8 8 42.02 34.45 34.45 tr IHOVYC9 THOVYC9_CAVPO CAVPO 4
porcellus GN=ATP6V1F PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1383 8 14 42.79 42.33 42.33 trIHOVYQ5IHOVYQ5_CAVPO CAVPO 11
GN=RAB5B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1384 8 8 16.08 16.08 13.05 tr IHOW3E8 IHOW3E8_CAVPO CAVPO 5
GN=SLC37A4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1385 | 7.98 8.14 | 11.95 11.5 8.623 tr IHOV2K6 |HOV2K6_CAVPO CAVPO 5
GN=GGT7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1386 | 7.97 8.14 | 44.96 4419 44.19 tr IHOUZ85 HOUZ85_CAVPO CAVPO 5
GN=COX5B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1387 | 7.96 8.05 | 47.06 47.06 47.06 tr [HOUT301 HOUT30_CAVPO CAVPO 7
porcellus GN=PTGES3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1388 | 7.94 8.04 | 42.96 42.96 42.22 trIHOVFE1 I HOVFE1_CAVPO CAVPO 5
GN=CISD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1389 | 7.93 8 34.75 32.05 18.53 trIHOUTW8 I HOUTWS8_CAVPO CAVPO 4
GN=BPGM PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1390 | 7.92 8.32 | 14.16 6.952 3.635 trIHOV5]J7 1 HOV5]7_CAVPO CAVPO 5
GN=SMARCA?2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1391 7.9 798 | 14.69 10.19 10.19 tr IHOUYS3 I HOUYS3_CAVPO CAVPO 4

porcellus GN=PAIP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1392 7.9 10.6 | 15.08 11.9 6.689 tr IHOVJP1IHOVJP1_CAVPO CAVPO
GN=U2SURP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1393 | 7.88 7.94 | 46.94 46.94 37.76 tr IHOVSP9 THOVSP9_CAVPO CAVPO
porcellus GN=COX6B1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1394 | 7.88 7.97 | 34.19 34.19 34.19 trIHOW1111HOW111_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1395 | 7.85 8.07 | 32.75 16.37 16.37 tr IHOV3U6 1 HOV3U6_CAVPO CAVPO
porcellus GN=ACAA2 PE=3 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1396 | 7.85 7.98 | 24.25 21.26 20.66 tr IHOVLG8 |HOVLG8_CAVPO CAVPO
porcellus GN=NDRG4 PE=4 SV=1
40S ribosomal protein 521 OS=Cavia porcellus
1397 | 7.84 79 | 72.29 57.83 57.83 tr IHOUXF6 |HOUXF6_CAVPO CAVPO
GN=RPS21 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1398 7.84 14.5 47.1 43.12 43.12 trIHOV5Y41HOV5Y4_CAVPO CAVPO
GN=GNPDA2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1399 | 7.83 7.9 33 26.33 20.33 tr IHOUVF1IHOUVF1_CAVPO CAVPO
GN=ECHDC3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1400 | 7.83 7.93 | 44.77 29.07 29.07 tr IHOV3V4IHOV3V4_CAVPO CAVPO
porcellus GN=RAB21 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1401 7.82 923 | 156 12.84 11.21 trIHOVKR3 | HOVKR3_CAVPO CAVPO
porcellus GN=CACNA2D1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1402 | 7.82 793 | 287 22.83 11.96 tr IHOVX18 I HOVX18_CAVPO CAVPO
GN=DCTN4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1403 | 7.82 7.87 | 28.04 26.46 23.28 tr [HOW5E6 |[HOW5E6_CAVPO CAVPO
GN=PDCD6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1404 | 7.82 7.89 | 49.15 48.31 48.31 tr IHOWCUO I HOWCUO_CAVPO CAVPO
GN=ATP6V1G2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1405 7.8 8.44 | 24.36 20.1 10.4 tr IHOV4T6 |HOV4AT6_CAVPO CAVPO

GN=GART PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1406 7.8 7.86 | 573 57.3 57.3 trIHOVST6 | HOVST6_CAVPO CAVPO 6
GN=DYNLL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1407 | 7.78 7.87 | 34.96 32.52 28.86 tr [HOVIW3 |HOVIW3_CAVPO CAVPO 6
GN=IAH1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1408 | 7.77 7.89 | 23.37 23.37 13.03 tr IHOVMO03 | HOVMO03_CAVPO CAVPO 4
GN=WBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1409 7.77 795 | 2047 10.68 8.902 tr IHOW6T1IHOW6T1_CAVPO CAVPO 5
GN=5Soga3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1410 | 7.76 7.86 | 53.6 39.2 39.2 trIHOVBD91HOVBD9_CAVPO CAVPO 4
GN=LOC100716657 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1411 7.75 8.09 | 26.73 26.07 17.82 trIHOV7G41HOV7G4_CAVPO CAVPO 4
GN=MTCH2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1412 | 7.75 8.68 | 31.66 16.56 11.11 tr IHOWA52 | HOWA52_CAVPO CAVPO 4
porcellus PE=4 SV=1
Stathmin OS=Cavia porcellus GN=STMN1
1413 | 7.74 7.95 | 50.34 42.95 36.91 tr IHOVIDO IHOVIDO_CAVPO CAVPO 9
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1414 | 7.72 119 | 51.35 50.9 50.9 tr IHOWC22 | HOWC22_CAVPO CAVPO 10
GN=HNRNPAOQ PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1415 | 7.71 7.81 | 44.88 44.88 44.88 tr [HOUTBO | HOUTBO_CAVPO CAVPO 5
GN=PDCD?5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1416 | 7.71 7.88 | 44.69 44.69 31.84 tr [HOW439 | HOW439_CAVPO CAVPO 4
porcellus GN=HIBADH PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1417 7.7 7.86 | 19.69 13.18 11.3 tr IHOV5U9 I HOV5U9_CAVPO CAVPO 5
GN=NUDCDI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1418 | 7.69 7.82 | 277 16.54 10.22 tr IHOVEN5 I HOVEN5_CAVPO CAVPO 4
porcellus GN=Bco2 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1419 | 7.69 16.7 | 69.06 65.75 62.43 tr [HOWBX9 | HOWBX9_CAVPO CAVPO 12

GN=ARF1 PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

1420 | 7.68 7.91 12.6 4.452 3.163 tr I[HOUUI8 | HOUUI8_CAVPO CAVPO 6
GN=ITSN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1421 7.68 8.04 | 39.25 32.26 27.42 trIHOUWG1 IHOUWG1_CAVPO CAVPO 6
GN=DCTN3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1422 | 7.68 7.75 | 31.68 31.68 28.71 tr IHOVP56 T HOVP56_CAVPO CAVPO 5
porcellus GN=PAFAH1B2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1423 | 7.68 774 | 18.22 18.22 18.22 trIHOVITW9IHOVITW9_CAVPO CAVPO 4
porcellus GN=PLP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1424 | 7.67 7.73 | 47.66 47.66 39.84 tr IHOVWDO I HOVWDO_CAVPO CAVPO 6
porcellus GN=NHP2L1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1425 7.66 7.72 26.1 22.89 22.89 trIHOVY54 1 HOVY54_CAVPO CAVPO 5
porcellus GN=EIF4H PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1426 | 7.65 7.78 | 25.64 19.35 13.75 tr IHOW1C6 | HOW1C6_CAVPO CAVPO 6
GN=SCCPDH PE=4 SV=1
Methionine aminopeptidase 2 OS=Cavia
1427 | 7.63 7.83 | 27.43 22.15 13.92 tr IHOVTIZ7 IHOVTI7_CAVPO CAVPO 4
porcellus GN=METAP2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1428 | 7.62 9.91 | 1441 13.52 9.955 tr IHOUZFO I HOUZF0_CAVPO CAVPO 5
porcellus GN=C2CD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1429 | 7.62 7.68 | 375 37.5 37.5 trIHOVLD8 I HOVLDS_CAVPO CAVPO 6
GN=CHCHD?2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1430 | 7.61 791 | 11.28 5.367 5.367 tr[HOV265 HOV265_CAVPO CAVPO 5
porcellus GN=NUP153 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1431 7.6 7.66 | 24.54 24.54 24.54 tr I HOUWL2 |HOUWL2_CAVPO CAVPO 4
porcellus GN=GSTZ1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1432 7.6 32.8 | 26.38 20.85 20.05 tr |[HOUY82 IHOUY82_CAVPO CAVPO 17
GN=DNM2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1433 | 7.59 7.85 | 10.74 10.74 2.625 trIHOV5N6 | HOV5N6_CAVPO CAVPO 3

GN=L1CAM PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

1434 | 7.59 7.76 | 20.46 20.46 20.46 trIHOV7V7IHOV7V7_CAVPO CAVPO 6
GN=DKK3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1435 | 7.59 10.1 | 27.59 18.63 12.5 trIHOVGX4 | HOVGX4_CAVPO CAVPO 6
porcellus GN=BZW1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1436 | 7.57 7.94 | 35.76 35.1 30.46 trIHOV2M1IHOV2M1_CAVPO CAVPO 4
porcellus GN=GMFB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1437 | 7.57 7.69 | 19.16 19.16 17.69 tr IHOVZ481 HOVZ48_CAVPO CAVPO 6
GN=SERBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1438 | 7.53 7.72 | 16.76 11.81 8.791 trIHOUVL9 IHOUVLY9_CAVPO CAVPO 5
GN=GOLGAJ5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1439 | 7.52 7.58 | 358 26.85 22.22 tr IHOVT30IHOVT30_CAVPO CAVPO 4
porcellus GN=NIT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1440 | 7.52 164 | 475 40 31.5 trIHOVU84 | HOVU84_CAVPO CAVPO 11
GN=MAP2K2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1441 7.5 7.67 | 39.17 39.17 39.17 tr IHOV5B6 |HOV5B6_CAVPO CAVPO 6
GN=EIF4E PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1442 7.5 771 | 47.98 42.42 42.42 tr I HOV7KO0IHOV7K0_CAVPO CAVPO 6
GN=Sarla PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1443 7.5 7.67 | 35.96 35.96 35.96 trIHOVHA1IHOVHA1_CAVPO CAVPO 5
GN=PCNP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1444 | 748 102 | 35.51 24.28 22.1 tr I HOWAN7 |IHOWAN7_CAVPO CAVPO 8
porcellus GN=PURB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1445 | 7.46 8.15 | 34.16 27.57 23.87 trIHOUT76 |HOUT76_CAVPO CAVPO 6
GN=CAPNSI PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1446 | 7.45 774 | 11.63 9.412 7.582 tr IHOVBTO|HOVBT0_CAVPO CAVPO 6
porcellus GN=NSUN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1447 | 745 7.63 | 30.3 16.76 11.41 trIHOVFZ9IHOVFZ9_CAVPO CAVPO 4

GN=TBC1D24 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1448 | 7.44 7.54 | 39.36 39.36 24.1 tr IHOUZ10HOUZ10_CAVPO CAVPO
GN=EMD PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1449 | 7.44 9.26 | 40.37 27.52 18.35 trIHOVR14 1 HOVR14_CAVPO CAVPO
porcellus GN=VPS26A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1450 | 7.43 7.63 | 52.76 47.24 47.24 tr[HOUTW5 I HOUTW5_CAVPO CAVPO
GN=HINT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1451 742 9.72 | 45.25 29.61 27.37 tr IHOUUA3IHOUUA3_CAVPO CAVPO
GN=HMGB3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1452 | 742 9.75 | 13.84 13.65 13.65 tr IHOVB23 I HOVB23_CAVPO CAVPO
GN=CELF1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1453 | 7.42 7.65 | 20.97 10.56 10.56 tr IHOVCA8IHOVCA8_CAVPO CAVPO
GN=TM9SF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1454 742 776 | 29.13 29.13 11.76 trIHOVUT1I1HOVUT1_CAVPO CAVPO
GN=Sord PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1455 | 7.41 7.67 | 20.62 17.16 8.492 tr IHOUW47 | HOUW47_CAVPO CAVPO
porcellus GN=SCAI PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1456 | 7.41 7.49 12 5.767 5.767 tr IHOVRI2 IHOVRI2_CAVPO CAVPO
porcellus GN=GRAMD1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1457 |  7.39 7.58 | 33.89 33.89 25 trIHOV7I2|HOV7I2_CAVPO CAVPO
GN=SEHI1L PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1458 | 7.39 7.56 | 24.76 16.04 16.04 trIHOVBY6 | HOVBY6_CAVPO CAVPO
GN=SF3B4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1459 | 7.39 7.55 | 38.89 37.96 37.96 tr IHOW9E6 IHOW9E6_CAVPO CAVPO
GN=HMGA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1460 | 7.38 109 | 29.8 26.65 17.77 trIHOVCD1I1HOVCD1_CAVPO CAVPO
porcellus GN=CSNK2A2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1461 7.36 741 | 28.39 28.39 28.39 tr IHOVGF6 |[HOVGF6_CAVPO CAVPO

GN=CDS81 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1462 | 7.36 7.52 | 56.36 48.18 48.18 trIHOVKV6 [ HOVKV6_CAVPO CAVPO
porcellus GN=TBCA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1463 | 7.34 749 | 1217 10.48 3.858 tr|HOV3X6 1 HOV3X6_CAVPO CAVPO
GN=PRPF4B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1464 | 7.34 7.53 | 47.62 42.86 42.86 tr [HOWCE5 |HOWCE5_CAVPO CAVPO
GN=ATP5D PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1465 | 7.33 748 | 1154 8.115 6.444 trIHOVLU1IHOVLU1_CAVPO CAVPO
porcellus GN=ZC3H4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1466 7.3 7.39 | 11.89 8.223 6.902 trIHOV3A8IHOV3A8_CAVPO CAVPO
GN=NOLC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1467 7.3 749 | 10.5 8.255 5.778 trIHOVLK1 |HOVLK1_CAVPO CAVPO
porcellus GN=TMTC3 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1468 7.3 7.76 | 9.034 5.1 2.574 tr [ HOW5W2 I HOW5W2_CAVPO CAVPO
porcellus GN=PI4KA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1469 | 7.29 74 | 3423 27.31 18.85 tr IHOUVD4 IHOUVD4_CAVPO CAVPO
porcellus GN=AUH PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1470 | 7.28 7.34 | 20.49 15.03 15.03 tr |[HOUZX7 |IHOUZX7_CAVPO CAVPO
porcellus GN=ATAD1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1471 7.28 7.58 | 34.36 31.84 24.3 trIHOV772HOV772_CAVPO CAVPO
porcellus GN=SMS PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1472 | 7.28 741 | 344 24 24 trIHOVNE6 |HOVNE6_CAVPO CAVPO
porcellus GN=Rps25 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1473 | 7.28 10.7 | 16.06 10.24 3.455 trIHOVNU5 I HOVNU5_CAVPO CAVPO
porcellus GN=EIF4G3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1474 | 7.28 7.35 | 44.34 38.68 38.68 trIHOVUH9 IHOVUH9_CAVPO CAVPO
GN=GLRX PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1475 | 7.28 744 | 4643 38.69 30.95 trIHOWDA3IHOWDA3_CAVPO CAVPO

porcellus GN=ARPC4 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1476 | 7.25 746 | 15.01 13.79 11.76 tr|HOV4ANS5 |HOV4AN5_CAVPO CAVPO 5
porcellus GN=BBS4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1477 | 7.23 102 | 48.78 48.17 35.98 trIHOV1J41HOV1J4_CAVPO CAVPO 11
GN=SRSF3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1478 | 7.22 7.36 | 34.76 30 30 trIHOUWN2 | HOUWN2_CAVPO CAVPO 4
GN=COPS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1479 | 722 7.28 | 19.65 18.16 14.68 trIHOVYB41HOVYB4_CAVPO CAVPO 4
GN=DAZAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1480 | 7.21 7.38 | 30.94 25.9 14.03 tr IHOVTC7 IHOVTC7_CAVPO CAVPO 3
GN=TMX1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1481 7.2 7.39 | 35.33 19.94 7.692 tr IHOWDT4 | HOWDT4_CAVPO CAVPO 3
porcellus GN=PPP1R8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1482 | 7.19 7.38 | 9.923 7.186 4.705 tr [IHOV898 |HOV898_CAVPO CAVPO 4
porcellus GN=ANKFY1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1483 | 7.19 7.39 | 65.67 51.49 47.76 tr [HOVX49 |HOVX49_CAVPO CAVPO 4
GN=CPLX2 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1484 | 7.19 7.36 | 27.17 27.17 23.37 tr IHOW9Z7 |HOW9Z7_CAVPO CAVPO 4
GN=Arl2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1485 | 7.18 729 | 23.85 20.77 20.77 trIHOVOA3 1 HOVOA3_CAVPO CAVPO 5
GN=PNPO PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1486 | 7.18 7.37 | 1431 14.31 12.72 tr [HOVIX4 1 HOVIX4_CAVPO CAVPO 5
GN=5Slc38a3 PE=4 SV=1
Mitochondrial import inner membrane
1487 717 9.4 20.8 20.8 12.39 trIHOUXH8 |HOUXH8_CAVPO | translocase subunit TIM44 OS=Cavia porcellus | CAVPO 5
GN=TIMM44 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1488 | 7.16 7.36 | 8.895 5.634 2.743 tr |[HOUZ91 |HOUZ91_CAVPO CAVPO 4
GN=TCOF1 PE~=4 SV=1
1489 | 7.13 722 | 2354 16.54 9.922 trIHOVONSIHOVONS_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO 4




porcellus GN=PMPCA PE=3 SV=1

Uncharacterized protein OS=Cavia porcellus

1490 7.12 717 | 4741 47.41 47.41 trIHOUY37 | HOUY37_CAVPO CAVPO
GN=NDUFA5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1491 7.12 7.72 48 41.14 32 trIHOV5H7 |[HOV5H7_CAVPO CAVPO
GN=LOC100727312 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1492 7.1 9.31 | 3143 25.97 16.88 trIHOV3L6 IHOV3L6_CAVPO CAVPO
GN=PRPSAP1 PE=4 SV=1
ATP-dependent Clp protease proteolytic
1493 7.1 7.28 | 24.63 22.06 22.06 trIHOVPX7 |HOVPX7_CAVPO subunit OS=Cavia porcellus GN=CLPP PE=3 | CAVPO
Sv=1
Uncharacterized protein OS=Cavia porcellus
1494 7.1 8.12 | 37.64 21.71 18.24 trIHOVQQ9 1 HOVQQ9_CAVPO CAVPO
GN=GSK3B PE=4 SV=1
Oxysterol-binding protein OS=Cavia porcellus
1495 | 7.09 719 | 1196 9.129 7.45 trIHOVC021HOVC02_CAVPO CAVPO
GN=0OSBPL1A PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
1496 | 7.09 724 | 16.63 14.12 12.07 trIHOVJC5IHOV]JC5_CAVPO CAVPO
GN=ANKMY2 PE=4 SV=1
AlphaB-crystallin OS=Cavia porcellus
1497 | 7.06 722 | 40.57 36 26.29 trl AOJLPA21 A9LPA2_CAVPO CAVPO
GN=Cryab PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
1498 |  7.06 719 | 10.37 6.146 6.146 trIHOUX04 | HOUX04_CAVPO CAVPO
GN=VAC14 PE=4 SV=1
60S ribosomal protein L13 OS=Cavia porcellus
1499 | 7.06 735 | 3223 27.01 19.43 trIHOW636 1 HOW636_CAVPO CAVPO
GN=RPL13 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1500 | 7.04 713 | 16.18 14.97 11.23 tr|HOV3H4 | HOV3H4_CAVPO CAVPO
GN=PPM1E PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1501 | 7.03 7.09 | 13.17 7.302 7.302 trIHOVT93 HOVT93_CAVPO CAVPO
GN=GATAD2A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1502 | 7.02 712 | 16.78 16.78 12.36 trIHOV2I6 | HOV2I6_CAVPO CAVPO

GN=GORASP2 PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

1503 | 7.02 712 | 37.44 37.44 37.44 tr IHOVFFOIHOVFFO_CAVPO CAVPO
GN=RPS7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1504 | 7.01 7.23 | 20.29 8.592 6.563 tr |HOUXT4 | HOUXT4_CAVPO CAVPO
porcellus GN=NCAM?2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1505 | 6.99 717 | 35.83 28.75 17.92 trIHOV6NOIHOV6NO_CAVPO CAVPO
porcellus GN=TMED4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1506 6.99 7.11 17.27 10.55 10.55 tr [ HOVIH9 |THOVIH9_CAVPO CAVPO
porcellus GN=ACADM PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1507 | 6.98 8.94 | 11.64 10.57 6.654 tr IHOVNM7 |HOVNM7_CAVPO CAVPO
porcellus GN=LNPEP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1508 | 6.97 7.06 | 26.65 21.56 18.56 tr [HOUXL3 |HOUXL3_CAVPO CAVPO
GN=MAT2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1509 | 6.97 7.02 | 199 16.5 16.5 trIHOV2G11HOV2G1_CAVPO CAVPO
GN=RALB PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1510 | 6.96 7.04 | 12.64 9.195 6.404 trIHOVD16 |HOVD16_CAVPO CAVPO
GN=EPN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1511 | 6.95 7.28 | 24.42 19.19 14.39 tr IHOV2P8 IHOV2P8_CAVPO CAVPO
porcellus GN=MAP7 PE=4 SV=1
Putative GTP cyclohydrolase 1 type 2
1512 |  6.94 72 | 21.49 19.63 11.94 trIHOVCN1IHOVCN1_CAVPO CAVPO
OS=Cavia porcellus GN=NIF3L1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1513 | 6.94 7.01 14.5 4.22 4.22 trIHOVG911HOVG91_CAVPO CAVPO
porcellus GN=SMARCC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1514 | 6.93 7.07 | 32.06 31.3 30.53 tr [HOW4R6 | HOW4R6_CAVPO CAVPO
GN=PFDN6 PE=4 SV=1
Cytochrome b-c1 complex subunit 6 OS=Cavia
1515 | 6.92 7.1 65.22 65.22 48.91 tr [HOV8KO |HOV8K0_CAVPO CAVPO
porcellus GN=UQCRH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1516 | 691 7.03 | 24.86 20.62 8.671 trIHOVNJOIHOVNJO0_CAVPO CAVPO

GN=ARFGAP2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1517 | 691 7.07 | 21.83 13.71 11.42 tr IHOW1Y4IHOW1Y4_CAVPO CAVPO
GN=PHAX PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1518 6.9 7 14.95 14.95 14.95 trIHOV3D41HOV3D4_CAVPO CAVPO
GN=Rpl9 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1519 6.9 6.98 | 21.07 18.54 18.54 trIHOVW11IHOVW11_CAVPO CAVPO
porcellus GN=TIMM50 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1520 |  6.89 7.05 | 26.84 18.88 16.81 tr IHOVHQ2 IHOVHQ2_CAVPO CAVPO
GN=Igbp1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1521 | 6.86 6.99 | 46.27 46.27 35.82 trIHOVG611HOVG61_CAVPO CAVPO
GN=GNG13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1522 | 6.86 7.03 | 26.93 21.87 18.4 tr IHOVX42 1 HOVX42_CAVPO CAVPO
GN=C120rf10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1523 |  6.85 11.6 | 2235 16.3 11.18 trIHOVGV5IHOVGV5_CAVPO CAVPO
porcellus GN=AGO2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1524 |  6.85 17.5 | 52.33 44.56 44.56 tr IHOW798 | HOW798_CAVPO CAVPO
GN=HPCALI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1525 | 6.83 714 | 4343 35.35 28.79 tr IHOV8T3 I HOVS8T3_CAVPO CAVPO
GN=YKT6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1526 | 6.82 6.94 | 49.18 49.18 29.51 trIHOWDZ7 |[HOWDZ7_CAVPO CAVPO
GN=PFDN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1527 | 6.81 6.9 12.79 9.39 4.46 trIHOV6P7 IHOV6P7_CAVPO CAVPO
porcellus GN=UBE3A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1528 | 6.81 6.9 19.3 13.09 5.369 tr IHOVRROIHOVRRO_CAVPO CAVPO
GN=PDLIMS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1529 | 6.81 6.87 | 36.18 36.18 35.68 trIHOWAL4 1 HOWAL4_CAVPO CAVPO
GN=MRPL12 PE=3 SV=1
Acyl carrier protein OS=Cavia porcellus
1530 6.8 7.04 | 3397 33.97 28.21 tr IHOVKJ3 1 HOVK]J3_CAVPO CAVPO

GN=NDUFAB1 PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

1531 6.8 6.98 | 15.54 13.99 11.14 trIHOVSR5IHOVSR5_CAVPO CAVPO
GN=SH3GLB1 PE=4 SV=1
Asparagine synthetase OS=Cavia porcellus
1532 | 6.78 6.92 | 24.42 14.97 6.061 tr IHOVFI5 |HOVFI5_CAVPO CAVPO
GN=ASNS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1533 | 6.78 6.91 | 29.06 29.06 25.66 trHOWAM6 I HOWAM6_CAVPO CAVPO
GN=PQBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1534 | 6.77 6.99 | 28.81 21.31 11.24 trIHOV6G3 | HOV6G3_CAVPO CAVPO
porcellus GN=Cé6orf211 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1535 | 6.77 7.08 | 10.49 6.936 3.633 tr IHOVE42 |HOVE42_CAVPO CAVPO
porcellus GN=SEC24B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1536 | 6.76 6.86 | 26.19 16.96 16.96 tr IHOUVC9 I HOUVC9_CAVPO CAVPO
GN=CSNK1A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1537 | 6.76 6.92 | 45.85 39.13 23.32 tr IHOV3S2 | HOV3S52_CAVPO CAVPO
GN=NFU1 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1538 | 6.76 7.01 | 24.72 24.72 14.72 tr IHOW3V6 I HOW3V6_CAVPO CAVPO
GN=GMPPB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1539 | 6.74 6.88 | 15.69 12.85 10.24 tr IHOVR151HOVR15_CAVPO CAVPO
GN=ZNF259 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1540 | 6.71 7.03 | 17.98 16.53 10.11 trIHOUV05 I HOUV05_CAVPO CAVPO
GN=CLINT1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1541 | 6.71 6.78 | 121 6.912 4.608 tr[HOVHK?7 |[HOVHK?7_CAVPO CAVPO
porcellus GN=KDM1A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1542 | 6.71 6.85 | 13.49 9.797 7.763 trIHOVKE6 |HOVKE6_CAVPO CAVPO
porcellus GN=KPNA6 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1543 6.7 13.8 | 13.47 8.588 6.831 tr IHOV]D9 |HOV]D9_CAVPO CAVPO
GN=CLASP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1544 | 6.69 7.08 | 12.04 3.827 2.923 trIHOVDU9 |HOVDU9_CAVPO CAVPO

GN=CLIP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1545 |  6.69 6.84 | 27.02 27.02 19.57 tr IHOVIFOIHOVIFO_CAVPO CAVPO
GN=PSMD?7 PE=4 SV=1
40S ribosomal protein S8 (Fragment) OS=Cavia
1546 | 6.68 6.82 | 30.32 30.32 26.6 tr IHOUUK1 |HOUUK1_CAVPO CAVPO
porcellus GN=RPS8 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1547 | 6.68 6.89 | 18.31 9.606 3.202 trlHOV0X2 I HOVOX2_CAVPO CAVPO
GN=PPFIA2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1548 | 6.64 6.83 | 11.21 9.032 4.788 trIHOV1T6 |IHOV1T6_CAVPO CAVPO
porcellus GN=GTF3C2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1549 | 6.64 6.8 16.72 8.065 8.065 tr [HOV949 |HOV949_CAVPO CAVPO
GN=HBS1L PE=4 S5V=1
Phosphatidate cytidylyltransferase OS=Cavia
1550 | 6.64 6.82 | 19.78 19.33 9.888 tr IHOW6LO IHOW6LO_CAVPO CAVPO
porcellus GN=CDS2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1551 | 6.62 6.8 | 26.55 20.8 20.8 tr IHOUYQ9IHOUYQ9_CAVPO CAVPO
GN=LOC100727246 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1552 |  6.62 6.78 | 28.98 23.25 10.51 tr IHOVKO07 |IHOVK07_CAVPO CAVPO
GN=GDPD1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1553 6.6 6.74 | 10.53 8.062 4.161 tr IHOVKES IHOVKES_CAVPO CAVPO
porcellus GN=ABLIM1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1554 6.6 6.75 | 51.56 31.11 19.11 tr[HOVX24 1 HOVX24_CAVPO CAVPO
porcellus GN=AK4 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1555 |  6.59 7.35 | 6.158 1.795 0.7143 tr IHOVBF5 I HOVBF5_CAVPO CAVPO
GN=UBR4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1556 | 6.59 6.63 | 61.97 60.56 50.7 trIHOVCW1IHOVCW1_CAVPO CAVPO
GN=Atp5i PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1557 | 6.59 6.89 | 27.59 24.56 16.71 trIHOVHQ4 | HOVHQ4_CAVPO CAVPO
GN=CADM3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1558 | 6.57 6.87 | 13.06 8.36 5.494 trIHOVSB1|HOVSB1_CAVPO CAVPO

porcellus GN=CHL1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1559 | 6.55 6.88 | 19.26 10.96 5.738 tr|HOVMI5 ITHOVMI5_CAVPO CAVPO
GN=RNF20 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1560 | 6.53 6.63 | 35.47 31.98 31.98 tr|HOVKM6 | HOVKM6_CAVPO CAVPO
porcellus GN=Cetn2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1561 | 6.53 6.64 | 57.63 57.63 50 trIHOVN10/HOVN10_CAVPO CAVPO
GN=MTPN PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1562 | 6.53 6.63 | 20.97 20.97 20.97 tr IHOW9P3 I HOW9P3_CAVPO CAVPO
porcellus GN=BRI3BP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1563 | 6.52 6.72 | 21.69 11.42 11.42 tr[HOVYKOIHOVYKO_CAVPO CAVPO
porcellus GN=ESRRB PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1564 | 6.52 6.63 | 15.27 8.545 8.545 trIHOWBM1 IHOWBM1_CAVPO CAVPO
porcellus GN=CPNE5 PE=4 SV=1
Guanine nucleotide-binding protein subunit
1565 | 6.51 6.61 72 72 72 tr |[HOW5B9 |HOW5B9_CAVPO gamma OS=Cavia porcellus GN=GNG3 PE=3 | CAVPO
Sv=1
Galectin (Fragment) OS=Cavia porcellus
1566 6.5 6.6 | 37.78 37.78 37.78 tr IHOV7E4 I HOV7E4_CAVPO CAVPO
GN=LGALS1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1567 6.5 6.61 | 22.37 17.29 17.29 trIHOVBMS8 |HOVBM8_CAVPO CAVPO
porcellus GN=BLVRA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1568 6.5 6.58 | 53.73 47.01 32.09 tr IHOVKP8 lHOVKP8_CAVPO CAVPO
GN=CYB5A PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1569 | 6.48 6.52 | 30.68 30.68 22.16 tr[HOVCR3 | HOVCR3_CAVPO CAVPO
porcellus GN=RPS10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1570 | 6.48 6.52 | 53.17 53.17 31.75 tr|[HOVL48 |IHOVL48_CAVPO CAVPO
GN=5nrpd3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1571 | 6.48 6.53 | 13.83 8.99 5.394 trIHOVLH5 | HOVLH5_CAVPO CAVPO
GN=EIF2B5 PE=4 SV=1
1572 6.46 6.57 | 15.23 10.6 10.6 trIHOUWNSIHOUWNS_CAVPO | Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=PRUNE PE=4 SV=1

Uncharacterized protein (Fragment) OS=Cavia

1573 |  6.46 873 | 59.26 55.56 42.59 trIHOVUS41 HOVUS4_CAVPO CAVPO
porcellus GN=PGRMC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1574 | 6.46 7.6 30.8 28.03 17.65 trIHOW7Q5IHOW7Q5_CAVPO CAVPO
GN=NIPSNAP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1575 | 6.45 6.48 | 17.59 13.89 8.796 trIHOUW61IHOUW61_CAVPO CAVPO
porcellus GN=RSRC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1576 | 6.45 6.6 | 63.93 63.93 29.51 tr [HOV340 1 HOV340_CAVPO CAVPO
GN=AAMDC PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1577 |  6.45 6.75 | 20.29 8.696 4.928 tr[HOV3411HOV341_CAVPO CAVPO
porcellus GN=CRNKL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1578 | 6.44 6.55 | 34.09 25.91 25.91 tr IHOUUX5IHOUUX5_CAVPO CAVPO
GN=CHCHD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1579 |  6.42 6.62 | 12.19 7.286 7.286 trIHOV3L3IHOV3L3_CAVPO CAVPO
GN=VWASA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1580 | 6.42 6.87 | 19.94 12.79 7.036 tr lHOVQQO I HOVQQO_CAVPO CAVPO
GN=MSH2 PE=3 SV=1
Major prion protein (Fragment) OS=Cavia
1581 | 6.42 6.5 28.3 23.58 23.58 tr|Q811W51Q811W5_CAVPO CAVPO
porcellus GN=PRNP PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1582 | 6.41 6.45 | 15.21 10.82 10.82 trIHOVC37IHOVC37_CAVPO CAVPO
GN=TIA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1583 | 6.41 6.53 | 46.01 24.88 24.88 tr IHOW2H7 IHOW2H7_CAVPO CAVPO
GN=TPPP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1584 6.4 6.43 | 16.73 11.74 9.431 trIHOUVW2IHOUVW2_CAVPO CAVPO
GN=AGFGI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1585 6.4 6.62 | 19.03 16.8 10.12 trIHOWDI4 | HOWDI4_CAVPO CAVPO

GN=PCYOXI1L PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1586 | 6.38 6.65 | 5.591 3.599 2.506 trIHOUU69 | HOUU69_CAVPO CAVPO
porcellus GN=DIP2C PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1587 | 6.38 6.42 | 24.93 13.33 11.3 tr IHOV2K0IHOV2K0_CAVPO CAVPO
porcellus GN=PHYHIPL PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1588 | 6.38 6.57 | 20.29 16.56 6.275 tr IHOVRK8 | HOVRKS8_CAVPO CAVPO
GN=MUT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1589 | 6.37 6.83 | 2643 21.52 9.426 trIHOVR62 | HOVR62_CAVPO CAVPO
porcellus GN=PEPD PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1590 | 6.37 6.47 | 49.25 35.07 35.07 trIHOVR89 I HOVR89_CAVPO CAVPO
porcellus GN=NDUFA6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1591 | 6.36 6.51 | 18.09 14.76 7.9 tr IHOVM62 | HOVM62_CAVPO CAVPO
porcellus GN=WRNIP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1592 |  6.35 6.47 | 10.8 5.78 4.907 trIHOV610 1 HOV610_CAVPO CAVPO
porcellus GN=ATP2C1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1593 | 6.35 8.24 | 8.293 4.581 1.633 trIHOVEH4 | HOVEH4_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1594 | 6.35 6.38 | 22.78 18.92 18.92 tr IHOWD98 |HOWD98_CAVPO CAVPO
porcellus GN=TOLLIP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1595 | 6.34 6.46 | 14.41 10.65 9.806 tr IHOVKJ8 |HOVK]J8_CAVPO CAVPO
porcellus GN=SGIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1596 | 6.33 6.54 | 66.95 57.63 34.75 tr IHOV3M5 | HOV3M5_CAVPO CAVPO
GN=LOC100726700 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1597 6.3 6.44 | 32.59 32.59 32.59 trIHOVRM1IHOVRM1_CAVPO CAVPO
porcellus GN=LOC100731223 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1598 |  6.29 6.55 | 9.984 6.084 4.056 trIHOUW34 1 HOUW34_CAVPO CAVPO
porcellus GN=ATXN2 PE=4 SV=1
NAD-dependent protein deacylase sirtuin-5,
1599 | 6.28 6.44 | 4548 41.29 20.32 tr IHOW8Q2 | HOW8Q2_CAVPO CAVPO

mitochondrial OS=Cavia porcellus GN=SIRT5




PE=3 SV=1

Uncharacterized protein (Fragment) OS=Cavia

1600 | 6.27 6.56 | 17.99 13.39 7.95 tr IHOV5Q01HOV5Q0_CAVPO CAVPO
porcellus GN=CSTF3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1601 | 6.27 174 | 22.77 15.33 14.14 tr IHOVFG9|HOVFG9_CAVPO CAVPO
porcellus GN=STRBP PE=4 SV=1
Eukaryotic translation initiation factor 3
1602 | 6.26 6.37 | 22.24 12.87 11.03 tr IHOUYS6 | HOUYS6_CAVPO subunit D OS=Cavia porcellus GN=EIF3D CAVPO
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1603 | 6.26 6.53 | 30.27 22.33 20.6 tr IHOVEZ5IHOVFZ5_CAVPO CAVPO
porcellus GN=RPL3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1604 | 6.26 6.38 | 47.67 47.67 38.37 trIHOVPT6 IHOVPT6_CAVPO CAVPO
porcellus GN=SNRPF PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1605 | 6.25 6.34 | 13.87 13.87 13.87 tr[HOV2351H0V235_CAVPO CAVPO
porcellus GN=CADM4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1606 | 6.24 6.35 | 39.22 27.78 134 trIHOVOH2 | HOVOH2_CAVPO CAVPO
porcellus GN=CRYL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1607 | 6.24 6.38 | 54.17 54.17 37.5 tr IHOVZX7 |HOV7X7_CAVPO CAVPO
GN=NAA38 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1608 | 6.23 64 | 30.48 23.29 18.84 trIHOVP731HOVP73_CAVPO CAVPO
porcellus GN=PGAMS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1609 | 6.23 6.6 | 10.04 8.185 3.772 trIHOVW18 | HOVW18_CAVPO CAVPO
GN=EDC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1610 | 6.22 6.37 | 7971 7.005 7.005 tr I HOWAW2 | HOWAW2_CAVPO CAVPO
GN=ABCF1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1611 6.2 6.3 | 16.56 12.27 10.84 tr|[HOVBK8 |HOVBK8_CAVPO CAVPO
GN=PMPCB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1612 6.2 6.36 | 4291 37.65 27.94 trIHOVK62 |HOVK62_CAVPO CAVPO

GN=0OCIAD1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1613 6.2 6.35 | 43.55 36.02 31.18 tr IHOW5U3 | HOW5U3_CAVPO CAVPO 4
GN=Ndufb8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1614 | 6.19 6.46 | 18.6 12.88 7.01 tr IHOUZ86 |HOUZ86_CAVPO CAVPO 5
porcellus GN=Acsl1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1615 | 6.18 6.61 | 38.1 24.13 17.78 tr|HOVH22 | HOVH22_CAVPO CAVPO 4
GN=WDRS82 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1616 | 6.17 6.34 | 16.22 11.64 11.64 trIHOVQZ8 1 HOVQZ8_CAVPO CAVPO 4
GN=ABI1 PE=4 SV=1
Nucleoside diphosphate kinase (Fragment)
1617 6.17 17.1 | 7391 67.7 58.39 trIHOW2A1IHOW2A1_CAVPO CAVPO 11
OS=Cavia porcellus GN=Nmel PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1618 | 6.17 6.3 | 30.75 20.42 7.746 tr IHOW673 | HOW673_CAVPO CAVPO 3
GN=IVD PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1619 | 6.16 6.55 | 21.11 16.48 10.74 tr IHOVFB2 I HOVFB2_CAVPO CAVPO 5
porcellus GN=SLC27A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1620 | 6.15 6.17 | 439 39.84 31.71 tr IHOUZK8 |HOUZK8_CAVPO CAVPO 3
GN=Txndc17 PE=4 SV=1
Cytochrome c oxidase subunit 6A,
1621 6.15 6.17 | 41.44 41.44 41.44 trIHOVZ7R6 1 HOV7R6_CAVPO mitochondrial (Fragment) OS=Cavia porcellus | CAVPO 4
GN=LOC100714805 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1622 | 6.15 6.18 | 2147 14.42 14.42 trIHOV8Y9 I HOV8Y9_CAVPO CAVPO 6
GN=SYP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1623 | 6.15 6.27 | 324 27.93 24.58 tr IHOW2P6 |IHOW2P6_CAVPO CAVPO 3
GN=PTRH2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1624 | 6.14 6.29 | 19.02 14.88 8.286 trIHOUVE3 IHOUVE3_CAVPO CAVPO 3
porcellus GN=CLCC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1625 | 6.14 212 | 13.78 7.248 4.818 trIHOVPB1 |HOVPB1_CAVPO CAVPO 11
GN=SPTBN2 PE=4 SV=1
1626 6.14 6.35 21.6 20.27 8.686 tr I HOW9Y5 | HOW9Y5_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 3




GN=UBXN6 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

1627 |  6.13 6.15 | 52.56 46.79 35.9 trIHOV870HOV870_CAVPO CAVPO
GN=GAP43 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1628 | 6.13 6.47 | 9.595 4.296 1.826 trIHOVBT5 IHOVBT5_CAVPO CAVPO
porcellus GN=LRBA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1629 | 6.13 6.26 | 28.13 21.02 17.9 trIHOWCF1 IHOWCF1_CAVPO CAVPO
GN=PTRF PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1630 | 6.12 6.22 | 54.88 46.34 36.59 trIHOUY09 IHOUY09_CAVPO CAVPO
GN=NDUFA4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1631 | 6.12 75 | 9.806 5.226 2.909 trIHOV3B5IHOV3B5_CAVPO CAVPO
GN=GBF1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1632 | 6.12 64 | 27.65 14.85 7.509 tr[HOVMMOI HOVMMO0_CAVPO CAVPO
GN=ACSF3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1633 | 6.12 6.28 | 35.29 24.79 24.79 trIHOVU14 1 HOVU14_CAVPO CAVPO
porcellus GN=SCAMPS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1634 | 6.11 6.2 24.9 20.82 13.88 trIHOUT89 I HOUT89_CAVPO CAVPO
GN=TFAM PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1635 | 6.11 6.22 | 31.52 23.91 17.93 trIHOVAC6 | HOVAC6_CAVPO CAVPO
GN=RHEB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1636 | 6.11 6.13 | 49.35 29.87 29.87 tr IHOVPS7 IHOVPS7_CAVPO CAVPO
GN=PFDN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1637 6.1 6.11 | 34.19 20.96 20.96 trIHOVFR4 | HOVFR4_CAVPO CAVPO
GN=TIPRL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1638 6.1 6.11 | 14.01 5.839 5.839 trI[HOVKK2 | HOVKK2_CAVPO CAVPO
GN=SAMD11 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1639 6.1 6.24 | 30.38 27.43 20.25 tr IHOVP301HOVP30_CAVPO CAVPO

porcellus GN=NQO2 PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

1640 | 6.08 105 | 22.16 15.8 13.68 trIHOVG43 | HOVG43_CAVPO CAVPO
GN=SNX2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1641 | 6.08 6.3 | 1545 15.45 15.45 trIHOVLM9 |HOVLM9_CAVPO CAVPO
GN=TPP1 PE=4 SV=1
Ubiquitin carboxyl-terminal hydrolase
1642 | 6.07 6.17 | 4.674 3.635 3.635 trIHOVFU2 | HOVFU2_CAVPO CAVPO
OS=Cavia porcellus GN=USP19 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1643 | 6.07 6.16 | 7.67 6.534 5.256 tr IHOW9U5 | HOW9U5_CAVPO CAVPO
GN=RNF214 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1644 | 6.06 6.07 | 323 22.12 22.12 tr IHOVFF8 IHOVFE8_CAVPO CAVPO
GN=CHCHD®6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1645 | 6.05 749 | 34.05 29.75 19.02 trIHOV1Z11HOV1Z1_CAVPO CAVPO
GN=MAPRE2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1646 | 6.04 6.05 | 28.71 28.71 28.71 tr IHOVOV8 I HOVOVS8_CAVPO CAVPO
GN=TMED2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1647 | 6.04 6.15 | 339 33.9 29.94 tr IHOW038 | HOW038_CAVPO CAVPO
GN=MXRA7 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1648 | 6.03 6.16 | 18.15 13.31 7.863 tr IHOVHWS8 IHOVHWS8_CAVPO CAVPO
GN=WDR37 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1649 | 6.02 6.03 | 27.08 21.53 21.53 tr IHOW934 | HOW934_CAVPO CAVPO
GN=LOC100731197 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1650 | 6.01 6.01 | 20.89 20.89 20.89 trIHOUZJ11HOUZJ1_CAVPO CAVPO
GN=ACP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1651 | 6.01 6.01 25 20.61 20.61 trIHOV5Y11HOV5Y1_CAVPO CAVPO
porcellus GN=FAM3C PE=4 S5V=1
Carbonic anhydrase 3 OS=Cavia porcellus
1652 6 6 8.462 8.462 8.462 tr| A9Z0V91 A9Z0V9_CAVPO CAVPO
GN=CA3 PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
1653 6 6 34.02 34.02 34.02 tr IHOUU57 | HOUU57_CAVPO CAVPO

GN=TIMMSA PE=4 S5V=1




Uncharacterized protein (Fragment) OS=Cavia

1654 6 42.22 42.22 42.22 trIHOUUV1IHOUUV1_CAVPO CAVPO
porcellus GN=HN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1655 6 24.84 24.84 24.84 trIHOUUYOIHOUUYO_CAVPO CAVPO
GN=NUDCD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1656 6 19.86 14.08 14.08 trIHOV1F7 |THOV1F7_CAVPO CAVPO
GN=C1QBP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1657 6 28.57 24.6 24.6 tr IHOV1V2IHOV1V2_CAVPO CAVPO
GN=MPC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1658 6 54.55 54.55 54.55 tr IHOV7L11HOV7L1_CAVPO CAVPO
GN=DPY30 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1659 6.01 | 22.39 19.4 19.4 tr IHOVBWS8IHOVBWS8_CAVPO CAVPO
GN=CHMP6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1660 6 33.81 33.81 33.81 trIHOVEA9 IHOVEA9_CAVPO CAVPO
GN=RTCA PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1661 6.18 | 15.14 9.031 6.507 trIHOVQ121HOVQ12_CAVPO CAVPO
GN=TFRC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1662 6.05 | 11.98 7.385 7.385 tr IHOVRG5 IHOVRG5_CAVPO CAVPO
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1663 6 32,5 32.5 32.5 tr IHOVT87 IHOVT87_CAVPO CAVPO
GN=LSM6 PE=4 SV=1
40S ribosomal protein 527 (Fragment)
1664 6.01 | 39.02 39.02 39.02 trIHOVV27IHOVV27_CAVPO CAVPO
OS=Cavia porcellus GN=Rps27 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1665 6 9.16 9.16 9.16 trIHOVYG7 I HOVYG7_CAVPO CAVPO
porcellus GN=LAMP1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1666 8 22.54 21.97 21.97 trIHOW3B9 |IHOW3B9_CAVPO CAVPO
GN=HIST1H1E PE=3 SV=1
Thy-1 protein OS=Cavia porcellus GN=Thy-1
1667 6 41.61 41.61 31.06 trIQIWURS5 I QIWURS5_CAVPO CAVPO

PE=2 SV=1




Uncharacterized protein OS=Cavia porcellus

1668 | 5.99 6.04 | 11.79 6.534 4.784 trIHOVT68 IHOVT68_CAVPO CAVPO
GN=FDPS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1669 | 5.96 6.12 | 17.01 10.72 7.579 tr[HOVS64 | HOVS64_CAVPO CAVPO
porcellus GN=LRRC47 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1670 | 5.94 6.98 | 35.32 24.11 12.65 tr IHOW2Z8 | HOW2Z8_CAVPO CAVPO
porcellus GN=CNP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1671 | 593 6.15 | 19.77 19.48 19.48 tr IHOVH54 | HOVH54_CAVPO CAVPO
porcellus GN=DNA]JB4 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1672 | 592 6.09 | 19.86 6.575 5.616 tr IHOUT96 1 HOUT96_CAVPO CAVPO
porcellus GN=HOOK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1673 | 5.92 6.02 | 23.44 17.8 9.496 trIHOVPY5IHOVPY5_CAVPO CAVPO
GN=ERI3 PE=4 SV=1
Actin-related protein 2/3 complex subunit 5
1674 | 592 5.99 | 33.99 33.99 28.76 tr [HOVRNOIHOVRNO_CAVPO CAVPO
OS=Cavia porcellus GN=ARPC5L PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1675 | 591 6 22.05 18.73 14.2 trIHOVD47 IHOVD47_CAVPO CAVPO
GN=DFFA PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1676 | 591 8.24 | 14.29 14.29 12.24 tr IHOVEC9 |HOVEC9_CAVPO CAVPO
porcellus GN=PPP2R5A PE=4 S5V=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
1677 | 591 598 | 28.92 28.92 24.7 tr IHOVGN5 I HOVGN5_CAVPO CAVPO
porcellus GN=PPIL1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1678 | 5.89 5.97 50 50 50 trIHOVVN9 IHOVVN9_CAVPO CAVPO
porcellus GN=ATOX1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1679 | 5.88 597 | 15.28 7.776 4.775 tr [HOVKX8 | HOVKX8_CAVPO CAVPO
porcellus GN=XRCC5 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1680 | 5.87 5.95 | 26.67 22.96 22.96 tr IHOV582 | HOV582_CAVPO CAVPO
GN=LHPP PE=4 SV=1
Ribosomal protein (Fragment) OS=Cavia
1681 | 5.86 6.08 | 47.22 36.57 26.85 tr IHOV5S9 |HOV559_CAVPO CAVPO

porcellus GN=RPL10A PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1682 | 5.85 594 | 27.31 19.68 13.25 trIHOV1IC8 I HOV1C8_CAVPO CAVPO
porcellus GN=LRRC57 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1683 | 5.85 6.11 | 51.19 51.19 42.86 tr[HOV252 | HOV252_CAVPO CAVPO
porcellus GN=ACBD7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1684 | 5.85 592 | 24.12 24.12 18.59 trIHOVAK4|HOVAK4_CAVPO CAVPO
GN=DIRAS2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1685 | 5.85 94 | 2627 21.2 16.14 trIHOVY241HOVY24_CAVPO CAVPO
GN=Akrlb10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1686 | 5.84 6.01 | 20.59 12.74 8.917 tr IHOVFUS | HOVFU5_CAVPO CAVPO
GN=CPSF7 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1687 | 5.84 59 | 42.78 32.22 32.22 tr [ HOW8T2 |HOWS8T2_CAVPO CAVPO
porcellus GN=PDAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1688 | 5.83 6.02 | 32.35 19.41 11.65 tr IHOVIMS8 | HOVIMS_CAVPO CAVPO
GN=ATL3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1689 | 5.83 6.03 | 1246 9.044 5.973 tr IHOVXF7 IHOVXE7_CAVPO CAVPO
GN=SETD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1690 | 5.82 6.18 | 12.11 8.993 6.954 trIHOWBE6 | HOWBE6_CAVPO CAVPO
GN=MOGS PE~=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1691 | 5.81 5.89 | 14.63 8.657 5.97 trIHOVG58 | HOVG58_CAVPO CAVPO
porcellus GN=Wdr92 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1692 | 5.81 591 | 41.22 34.46 34.46 trIHOVT51 1HOVT51_CAVPO CAVPO
porcellus GN=MGST3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1693 | 5.79 6.1 23.11 12.13 10.53 trIHOUYD?7 IHOUYDZ7_CAVPO CAVPO
GN=ETF1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1694 | 5.79 5.85 | 34.08 28.49 2291 tr IHOVSL2IHOV8L2_CAVPO CAVPO
porcellus GN=PBDC1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1695 | 5.78 6.1 9.236 6.25 3.264 trIHOV]731HOV]73_CAVPO CAVPO

GN=CPSF1 PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

1696 | 5.77 6.31 | 18.78 17.09 10.55 trIHOV2L6 IHOV2L6_CAVPO CAVPO
GN=GSS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1697 | 5.77 5.82 | 31.01 31.01 31.01 tr IHOVK68 I HOVK68_CAVPO CAVPO
GN=ISCA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1698 | 5.77 6.06 | 11.19 6.454 4.085 trIHOVQP5 I HOVQP5_CAVPO CAVPO
GN=WDR11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1699 | 5.75 6 14.45 11.85 8.96 tr IHOV7S1IHOV7S1_CAVPO CAVPO
GN=GHITM PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1700 | 5.75 5.96 | 2243 15.33 13.27 tr IHOVS05 I HOVS05_CAVPO CAVPO
porcellus GN=AMER2 PE=4 SV=1
Dolichyl-diphosphooligosaccharide--protein
1701 5.74 5.8 28.32 28.32 28.32 trIHOUUV7 | HOUUV7_CAVPO glycosyltransferase subunit DAD1 OS=Cavia | CAVPO
porcellus GN=DAD1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1702 | 5.74 6.01 | 14.18 9.929 3.445 tr IHOUY84 |HOUY84_CAVPO CAVPO
porcellus GN=Golga2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1703 | 5.73 594 | 1553 13.27 5.502 tr IHOV3F8 T HOV3F8_CAVPO CAVPO
GN=ETFDH PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1704 | 5.72 58 | 2021 11.45 7.156 trIHOVAC3 I HOVAC3_CAVPO CAVPO
GN=DNA]JC11 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1705 | 5.72 593 | 68.29 68.29 68.29 tr |HOW408 | HOW408_CAVPO CAVPO
GN=UQCRQ PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1706 | 5.72 5.8 16.46 14.35 14.35 tr [HOWB85 | HOWB85_CAVPO CAVPO
GN=5rsf10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1707 | 5.71 593 | 28.57 24.88 16.59 tr IHOVQX8 1 HOVQX8_CAVPO CAVPO
porcellus GN=Tpd5212 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1708 5.7 583 | 16.74 8.748 7.541 trIHOUTL4 | HOUTL4_CAVPO CAVPO
GN=SPG20 PE=4 S5V=1
1709 5.7 5.74 38 38 38 tr IHOUWES | HOUWES_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=CEND1 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

1710 5.7 5.89 | 23.57 14.26 7.034 trIHOVDD6 |HOVDD6_CAVPO CAVPO
GN=0OXSR1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1711 | 5.69 5.83 | 60.2 50 50 trIHOVPK3 |HOVPK3_CAVPO CAVPO
porcellus GN=DYNLRB1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1712 |  5.69 5.97 | 20.96 16.17 14.12 tr [HOWCB3 | HOWCB3_CAVPO CAVPO
GN=GCDH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1713 | 5.68 5.81 | 268 14.95 11.65 trIHOV0Z11HOV0Z1_CAVPO CAVPO
GN=PLRGI PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1714 | 5.68 575 | 10.34 6.466 6.466 tr [HOWBF9 |HOWBF9_CAVPO CAVPO
GN=LSM14A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1715 | 5.67 577 | 549 54.9 49.02 trIHOV8B7 IHOV8B7_CAVPO CAVPO
GN=LSM3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1716 | 5.67 5.75 | 63.36 54.96 41.98 trIHOVR111HOVR11_CAVPO CAVPO
GN=NDUFB7 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
1717 |  5.66 12.3 | 44.59 34.39 28.34 tr [HOW492 | HOW492_CAVPO CAVPO
porcellus GN=GNA11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1718 | 5.65 591 | 2742 19.86 16.08 trlHOV1D?7 IHOV1D7_CAVPO CAVPO
GN=AP1M1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1719 | 5.65 5.75 | 4091 40.91 40.91 trIHOW1J3IHOW1J3_CAVPO CAVPO
porcellus GN=RBMS8A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1720 | 5.65 5.76 | 20.07 15.14 15.14 tr|HOW3P41 HOW3P4_CAVPO CAVPO
porcellus GN=UBE2Z PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1721 | 5.63 57 | 27.18 20.58 20.58 tr IHOVC46 |HOVC46_CAVPO CAVPO
porcellus GN=RAD23A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1722 |  5.63 7.81 | 34.83 22.47 22.47 tr[HOVHK3 |HOVHK3_CAVPO CAVPO

porcellus GN=TRA2A PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1723 | 5.63 5.78 | 40.49 36.81 19.63 tr IHOW525 1 HOW525_CAVPO CAVPO 3
porcellus GN=NDUFA13 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1724 | 5.62 58 | 8.663 7.533 6.026 tr|HOVG88 | HOVG88_CAVPO CAVPO 3
porcellus GN=CSPG5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1725 | 5.61 12.3 | 4529 29.58 16.75 trIHOUYM?7 |IHOUYM7_CAVPO CAVPO 7
GN=PPMI1A PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
1726 5.6 573 | 18.75 15.87 7.372 tr IHOV]B8 |HOV]B8_CAVPO CAVPO 3
GN=Papss1 PE=4 5V=1
Histone H3 OS=Cavia porcellus
1727 5.6 593 | 60.29 50 45.59 tr IHOVLQ4 I HOVLQ4_CAVPO CAVPO 11
GN=LOC100735425 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1728 | 5.59 5.87 | 15.24 15.24 9.959 tr IHOUVFOIHOUVF0_CAVPO CAVPO 3
GN=Mlycd PE=4 SV=1
Adenylosuccinate synthetase (Fragment)
1729 | 558 579 | 1645 14.04 14.04 trIHOUYC3IHOUYC3_CAVPO CAVPO 4
OS=Cavia porcellus GN=ADSS PE=3 SV=1
Tyrosine-protein kinase receptor OS=Cavia
1730 | 5.57 5.9 12.07 7.462 4.243 tr IHOV5DO0IHOV5D0_CAVPO CAVPO 5
porcellus GN=IGF1R PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1731 | 5.57 57 | 16.83 10 5.167 tr IHOV9F9 THOV9F9_CAVPO CAVPO 3
GN=GLMN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1732 | 5.57 5.63 | 16.81 13.11 13.11 trIHOVBP5 |HOVBP5_CAVPO CAVPO 3
GN=EIF2B2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1733 | 5.56 565 | 31.73 24.5 16.87 trIHOV6E1 IHOV6E1_CAVPO CAVPO 3
GN=CHTOP PE=4 SV=1
CTP synthase OS=Cavia porcellus GN=CTPS2
1734 | 5.56 578 | 15.02 10.41 8.362 tr IHOVP48 1 HOVP48_CAVPO CAVPO 4
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1735 | 5.55 591 | 3148 19.5 7.799 trIHOUZY8 I HOUZY8_CAVPO CAVPO 3
porcellus GN=RPL4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1736 | 5.54 5.61 | 29.96 24.05 14.35 trIHOUT97 IHOUT97_CAVPO CAVPO 3

GN=THEM4 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1737 | 5.54 575 | 34.19 21.61 16.45 tr IHOV6IS | HOV6I5_CAVPO CAVPO
GN=PSMD14 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1738 | 5.54 573 | 25.78 23.11 23.11 trIHOVM51 | HOVM51_CAVPO CAVPO
GN=MOB4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1739 | 5.53 572 | 16.12 7.072 7.072 trIHOVAW6 |HOVAW6_CAVPO CAVPO
porcellus GN=NPLOC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1740 | 5.53 559 | 16.12 13.43 11.04 tr IHOVL10IHOVL10_CAVPO CAVPO
GN=XRCC4 PE=4 SV=1
Coronin OS=Cavia porcellus GN=CORO1B
1741 | 5.52 5.73 | 10.36 10.36 6.554 tr IHOVH34 | HOVH34_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1742 | 5.51 571 | 16.74 8.913 5.435 trIHOUVE4 | HOUVE4_CAVPO CAVPO
GN=WDR47 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1743 5.5 5.59 | 32.84 31.37 19.12 tr [HOWBB4 | HOWBB4_CAVPO CAVPO
GN=RPS5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1744 | 549 5.57 | 6.617 3.792 3.197 tr IHOV593 1 HOV593_CAVPO CAVPO
GN=MAPKSIP3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1745 | 549 5.59 | 20.86 20.86 16.55 tr IHOW9Y6 |HOW9Y6_CAVPO CAVPO
porcellus GN=LSM4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1746 | 5.47 5.6 12.68 9.731 4.738 tr IHOVIS2 | HOVI82_CAVPO CAVPO
GN=PNPT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1747 | 547 572 | 11.6 7.797 4.533 trIHOW1K1IHOW1K1_CAVPO CAVPO
GN=ADNP PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1748 | 5.46 5.65 | 22.84 12.53 12.53 trIHOV3D3 1 HOV3D3_CAVPO CAVPO
GN=MAB21L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1749 | 5.46 5.56 | 36.65 33.94 28.51 trIHOV681 IHOV681_CAVPO CAVPO
GN=VPS28 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1750 |  5.46 5.56 | 23.85 23.85 15.9 tr IHOVONOIHOVINO_CAVPO CAVPO

GN=C120rf43 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1751 | 5.46 555 | 17.71 14.39 14.39 trIHOVPH5 |HOVPH5_CAVPO CAVPO 3
GN=PSMF1 PE~=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1752 | 5.46 5.57 45 31.87 27.5 tr |HOWBO05 | HOWB05_CAVPO CAVPO 3
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1753 | 5.45 554 | 26.2 26.2 18.78 trIHOV7DO0IHOV7D0_CAVPO CAVPO 4
GN=CWC(C15 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1754 543 548 | 11.68 11.4 11.4 tr I HOUWC5IHOUWC5_CAVPO CAVPO 4
porcellus GN=TWF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1755 | 5.43 56 | 4158 32.63 26.32 tr IHOV592 |HOV592_CAVPO CAVPO 3
GN=HNI1L PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1756 | 5.43 6.23 | 10.29 6.327 3.211 tr IHOVB26 |HOVB26_CAVPO CAVPO 3
GN=HERC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1757 | 542 25.9 | 42.62 38.17 36.53 tr IHOVCR5 I HOVCR5_CAVPO CAVPO 14
GN=DDX39A PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1758 | 5.41 559 | 19.55 12.18 9.615 tr IHOV4L8 IHOV4L8_CAVPO CAVPO 3
GN=PRPF38A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1759 | 541 5.64 | 17.87 15.37 9.067 tr[HOV7151HOV715_CAVPO CAVPO 4
porcellus GN=TRIM2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1760 | 5.41 571 | 11.15 5.874 2.825 trIHOVLY11HOVLY1_CAVPO CAVPO 3
porcellus GN=ROCK2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1761 5.4 18.1 | 20.72 13.99 13.23 tr[HOV]J28 | HOV]28_CAVPO CAVPO 9
GN=SAFB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1762 5.4 551 | 18.44 9.886 9.886 tr [HOW984 | HOW984_CAVPO CAVPO 4
GN=LOC100727060 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1763 | 5.38 5.56 | 27.56 27.56 26.92 tr IHOUWS86 | HOUW86_CAVPO CAVPO 4
GN=RPL23A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1764 | 5.38 559 | 6.141 4.87 2.065 tr|[HOVDS4 | HOVDS4_CAVPO CAVPO 3

GN=NUP210 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1765 | 5.38 5.63 | 13.43 8.277 3.125 trIHOVWT1IHOVWT1_CAVPO CAVPO
porcellus GN=SRCIN1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1766 | 5.38 5.58 | 42.77 28.32 19.08 trIHOWD42 | HOWD42_CAVPO CAVPO
porcellus GN=UBL4A PE=4 SV=1
Ubiquitin carboxyl-terminal hydrolase
1767 | 5.37 5.8 13.66 9.247 7.849 trIHOVGI1 IHOVGI1_CAVPO (Fragment) OS=Cavia porcellus GN=USP4 CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1768 | 5.35 548 | 269 19.3 11.39 tr IHOUZZ91HOUZZ9_CAVPO CAVPO
GN=HMOX2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1769 | 5.35 5.68 | 18.01 11.14 4.922 tr IHOV2X91HOV2X9_CAVPO CAVPO
GN=CPT1A PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1770 | 535 5.54 | 30.17 10.83 8.511 tr IHOVHC9 |HOVHC9_CAVPO CAVPO
porcellus GN=SNW1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1771 | 5.35 549 | 17.72 13.29 9.072 tr IHOVL93 IHOVL93_CAVPO CAVPO
GN=KCTD8 PE=4 SV=1
Glutathione peroxidase (Fragment) OS=Cavia
1772 | 534 54 | 33.64 33.64 33.64 tr1Q6047910Q60479_CAVPO CAVPO
porcellus PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
1773 | 533 54 | 17.89 17.89 17.37 tr|HOV2471HOV247_CAVPO CAVPO
GN=LZIC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1774 | 5.33 5.66 | 28.34 19.82 15.44 trIHOV3R21 HOV3R2_CAVPO CAVPO
GN=WIPI2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1775 | 5.33 5.6 13.48 7.961 1.746 tr I[HOVBKS5 |HOVBK5_CAVPO CAVPO
GN=FYCO1 PE=4 SV=1
GrpE protein homolog OS=Cavia porcellus
1776 | 5.33 541 | 25.35 25.35 17.97 trIHOVLX8 |HOVLX8_CAVPO CAVPO
GN=GRPEL1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1777 | 5.31 5.5 12.01 12.01 5.489 trIHOVS51 |HOVS51_CAVPO CAVPO
GN=Dcaf8 PE=4 SV=1
1778 5.28 559 | 37.83 25.51 14.96 tr|HOVIZ0 | HOVIZ0_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=CCDC104 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

1779 | 5.27 5.52 | 18.61 18.61 18.61 tr[HOUTH3 IHOUTH3_CAVPO CAVPO
GN=NECAP1 PE=4 SV=1
Adenylate kinase 2, mitochondrial OS=Cavia
1780 | 5.25 5.37 | 36.82 29.71 12.13 tr[HOVONS | HOVONS_CAVPO CAVPO
porcellus GN=AK2 PE=3 SV=1
Perilipin OS=Cavia porcellus GN=PLIN3 PE=3
1781 | 5.25 5.85 | 32.23 18.48 12.56 tr IHOW5F3 | HOW5F3_CAVPO V=1 CAVPO
Uncharacterized protein OS=Cavia porcellus
1782 | 524 529 | 7.519 7.519 7.519 trIHOVAH5IHOVAH5_CAVPO CAVPO
GN=RRAGC PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1783 | 523 533 | 25.84 22.47 22.47 trIHOVY68 I HOVY68_CAVPO CAVPO
GN=PRAF2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1784 | 522 58 | 26.78 26.78 20.77 trIHOVWB2IHOVWB2_CAVPO CAVPO
porcellus GN=ARL1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1785 5.2 538 | 28.1 21.9 12.75 tr IHOW5X1 | HOW5X1_CAVPO CAVPO
porcellus GN=PPTC7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1786 | 5.19 525 | 9.031 6.404 6.404 tr IHOVKP2 [HOVKP2_CAVPO CAVPO
porcellus GN=Nlgn4x PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1787 | 5.18 13.7 | 8579 5.549 4.054 trIHOUTVOIHOUTVO0_CAVPO CAVPO
GN=TLN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1788 | 5.18 525 | 31.21 30.64 30.64 trIHOV8V2IHOV8V2_CAVPO CAVPO
GN=5SR4 PE=4 SV=1
Guanine nucleotide-binding protein subunit
1789 | 5.17 5.37 | 42.03 42.03 42.03 tr [HOWB58 I HOWB58_CAVPO | gamma OS=Cavia porcellus GN=GNGT2 PE=3 | CAVPO
Sv=1
Uncharacterized protein OS=Cavia porcellus
1790 | 5.16 525 | 20.36 14.59 9.726 trIHOUWH9 |HOUWH9_CAVPO CAVPO
GN=RNF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1791 | 5.16 7.54 | 7.036 3.247 1.178 tr IHOV9LOIHOVILO_CAVPO CAVPO

GN=HTT PE=4 SV=1




Actin-related protein 2/3 complex subunit 5

1792 | 5.15 527 | 33.77 29.22 25.32 trIHOVBHS5 |HOVBH5_CAVPO CAVPO
OS=Cavia porcellus GN=ARPC5 PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
1793 | 5.15 521 | 29.59 24.49 24.49 trlHOVDN3 IHOVDN3_CAVPO CAVPO
GN=RER1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1794 | 5.15 523 | 44.44 34.26 34.26 trIHOVMN3 |HOVMN3_CAVPO CAVPO
GN=CISD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1795 | 5.15 5.37 | 38.51 22.99 22.99 trIHOVUA5IHOVUA5_CAVPO CAVPO
GN=Eeflel PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1796 | 5.15 5.2 11.01 11.01 11.01 trIHOWDV6 | HOWDV6_CAVPO CAVPO
GN=Ube2j1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1797 | 5.13 522 | 11.17 8.576 5.178 trIHOV7311HOV731_CAVPO CAVPO
GN=NXF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1798 | 5.13 592 | 31.27 22.08 13.9 tr IHOVRF9IHOVRF9_CAVPO CAVPO
GN=Pcbp4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1799 | 512 538 | 12.18 8.576 8.576 trIHOUYA3 I HOUYA3_CAVPO CAVPO
porcellus GN=TMO9SF3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1800 | 5.11 5.63 | 17.07 10.98 6.739 tr IHOVHV2IHOVHV2_CAVPO CAVPO
GN=CASK PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1801 | 5.11 52 | 6.263 3.771 1.886 trIHOVY94 1 HOVY94_CAVPO CAVPO
GN=COL18A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1802 | 5.11 524 | 12.06 12.06 12.06 tr [HOW479 |HOW479_CAVPO CAVPO
GN=RGR PE=4 SV=1
Coronin OS=Cavia porcellus GN=CORO1C
1803 5.1 579 | 18.57 14.14 7.384 tr [HOUWO00 I HOUWO00_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1804 5.1 5.31 9.78 7.579 4.89 trIHOUZW3 IHOUZW3_CAVPO CAVPO
GN=PHC2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1805 5.1 517 | 18.81 12.62 9.406 tr IHOVFK7 |HOVFK?7_CAVPO CAVPO

porcellus GN=ACADL PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1806 5.1 516 | 21.08 21.08 17.04 tr|HOW4B4 | HOW4B4_CAVPO CAVPO
GN=Psmd9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1807 | 5.09 525 | 29.22 28.31 28.31 trIHOVOYO I HOVOYO_CAVPO CAVPO
GN=CHMP5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1808 | 5.09 5.25 50 48.68 48.68 tr|HOVR28 1 HOVR28_CAVPO CAVPO
porcellus GN=COX6C PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1809 | 5.08 513 | 25.21 25.21 25.21 tr IHOV]JS81 HOV]S8_CAVPO CAVPO
porcellus GN=RPS20 PE=3 SV=1
Glycylpeptide N-tetradecanoyltransferase
1810 | 5.07 518 | 2241 18.46 7.884 tr IHOUUWOIHOUUWO_CAVPO CAVPO
OS=Cavia porcellus GN=NMT1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1811 | 5.06 526 | 10.51 6.226 3.502 tr IHOV3K9 IHOV3K9_CAVPO CAVPO
GN=LLGL2 PE=4 S5V=1
Nucleoporin NUP53 OS=Cavia porcellus
1812 5.04 5.11 211 17.43 11.62 trIHOVK95 I HOVK95_CAVPO CAVPO
GN=NUP35 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1813 | 5.03 541 | 25.29 22.41 22.41 trIHOV9311HOV931_CAVPO CAVPO
GN=UBE2E3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1814 | 5.02 533 | 2348 14.6 9.982 tr IHOVB211HOVB21_CAVPO CAVPO
GN=SNX27 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1815 | 5.02 5.09 | 86.67 86.67 86.67 tr [HOVUI8 IHOVUI8_CAVPO CAVPO
porcellus GN=HINT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1816 | 5.01 535 | 7.818 4.351 3.216 trIHOVRES |HOVRES_CAVPO CAVPO
GN=SCRIB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1817 | 5.01 511 | 14.15 14.15 10.38 tr [HOW7P0IHOW7P0_CAVPO CAVPO
GN=RDHS5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1818 5 529 | 11.95 6.501 4.876 tr IHOUX90 | HOUX90_CAVPO CAVPO
GN=UBA®6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1819 5 5.1 10.42 6.713 6.713 tr IHOV8Q21HOV8Q2_CAVPO CAVPO

porcellus GN=KRT14 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1820 5 529 | 15.56 6.358 5.385 trIHOV]JG7 IHOV]G7_CAVPO CAVPO 5
GN=PDS5A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1821 5 18.7 | 50.53 40.43 33.78 trIHOVSVOIHOVSV0_CAVPO CAVPO 11
GN=ACTR1B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1822 | 499 5.07 | 38.37 29.65 25 tr[HOUVK3IHOUVK3_CAVPO CAVPO 3
GN=POLR2G PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1823 | 499 5.1 15.2 7.281 7.281 tr IHOV3B3IHOV3B3_CAVPO CAVPO 3
GN=IGSF21 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1824 | 499 5.56 | 12.94 11.06 9.186 tr |HOV446 |HOV446_CAVPO CAVPO 4
porcellus GN=SEC61A1 PE=3 SV=1
Annexin OS=Cavia porcellus GN=ANXA2
1825 | 497 5.06 | 22.71 20.35 12.39 tr IHOV7P8 IHOV7P8_CAVPO CAVPO 3
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1826 | 4.97 525 | 14.6 12.13 5.569 tr IHOW8V2IHOW8V2_CAVPO CAVPO 3
GN=IWS1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1827 | 4.96 5.1 21.78 11.94 7.494 tr [HOV866 1 HOV866_CAVPO CAVPO 3
porcellus GN=5TK24 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1828 | 4.96 513 | 30.52 29.87 29.87 trIHOVAU2 | HOVAU2_CAVPO CAVPO 4
GN=KCTD12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1829 | 4.95 5.02 | 29.09 25.82 22.18 tr [HOUTMS8 |HOUTM8_CAVPO CAVPO 4
GN=COPS7A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1830 | 4.95 5.01 | 13.23 10.58 10.58 trIHOVI39 |HOVI39_CAVPO CAVPO 3
GN=REEP5 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1831 | 4.95 5.04 | 2549 15.2 12.25 trIHOVZ511HOVZ51_CAVPO CAVPO 3
GN=RPL13A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1832 | 4.95 514 | 39.57 24.06 12.83 tr IHOW154  HOW154_CAVPO CAVPO 3
GN=C17orf62 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1833 | 4.94 5.01 | 27.04 27.04 20.75 tr IHOUZQOIHOUZQO_CAVPO CAVPO 3

porcellus GN=NDUFB11 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1834 | 4.94 535 | 16.96 10.24 7.93 tr IHOV7T5IHOV7T5_CAVPO CAVPO
porcellus GN=ALDHI1L1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1835 | 4.93 5.01 | 12.58 10.41 7.809 trIHOV7U7 ITHOV7U7_CAVPO CAVPO
GN=RGS7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1836 | 4.93 499 | 27.23 24.11 24.11 tr IHOW756 | HOW756_CAVPO CAVPO
porcellus GN=FAHD1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1837 | 4.92 11.3 | 34.43 34.43 32.79 tr IHOVIX9 IHOVIX9_CAVPO CAVPO
porcellus GN=YBX3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1838 | 4.92 497 | 31.87 20 20 tr IHOVJC21HOV]C2_CAVPO CAVPO
porcellus GN=Clorf123 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1839 | 4.92 6.78 | 20.39 15.92 10.12 tr IHOW828 | HOW828_CAVPO CAVPO
GN=FXR2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1840 | 491 514 | 26.74 17.67 10.93 tr IHOUVR9 |HOUVR9_CAVPO CAVPO
GN=Eif5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1841 | 491 496 | 26.67 26.67 26.67 tr IHOVOWS I HOVOWS_CAVPO CAVPO
GN=POLR2H PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1842 | 491 83 | 7.456 3.651 2.537 tr IHOVH35IHOVH35_CAVPO CAVPO
GN=FLNB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1843 | 4.91 5.04 | 39.52 28.14 22.75 tr IHOVXLO I HOVXLO_CAVPO CAVPO
GN=CGGBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1844 49 5.03 | 33.24 22.79 10.72 trIHOUTA9 |HOUTA9_CAVPO CAVPO
GN=MECR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1845 49 5.03 | 22.34 12.71 12.71 trIHOV6RO I HOV6R0O_CAVPO CAVPO
GN=NMRALI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1846 | 4.89 5.05 | 34.98 31.39 31.39 tr IHOV7J91HOV7]9_CAVPO CAVPO
GN=SMNDC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1847 | 4.89 5.08 | 27.54 24.06 19.25 tr [HOVRC9 |HOVRC9_CAVPO CAVPO

GN=PEX14 PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

1848 | 4.88 516 | 22.01 18.53 10.04 trIHOVUP11HOVUP1_CAVPO CAVPO
GN=DNA]JC9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1849 | 4.88 494 | 17.06 17.06 17.06 tr IHOW2S4HOW2S4_CAVPO CAVPO
GN=REEP6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1850 | 4.87 6.41 | 24.62 19.08 19.08 tr IHOUTP9 |THOUTP9_CAVPO CAVPO
porcellus GN=KHDRBS3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1851 4.87 5.04 | 22.89 13.81 10.1 tr[HOVJ141HOV]14_CAVPO CAVPO
porcellus GN=UBXN4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1852 | 4.86 5.09 | 15.66 14.41 14.41 tr IHOV3E8 IHOV3ES_CAVPO CAVPO
GN=PI4K2A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1853 | 4.86 498 | 176 14 14 tr IHOVPJ6 |HOVP]J6_CAVPO CAVPO
GN=SBDS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1854 | 4.85 5.06 | 25.05 13.32 11.13 trIHOV1G8 I HOV1G8_CAVPO CAVPO
GN=SRP54 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
1855 | 4.85 729 | 1827 11.96 11.96 tr IHOVES7 |HOVES7_CAVPO CAVPO
GN=PDCL PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1856 | 4.85 5.02 | 24.87 24.87 15.28 tr IHOVFQ1 IHOVFQ1_CAVPO CAVPO
porcellus GN=UBA5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1857 | 4.84 49 11.2 7.662 7.662 trIHOUTB2 | HOUTB2_CAVPO CAVPO
GN=NUP54 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1858 | 4.84 4.89 | 5047 50.47 50.47 trIHOVDP4 1 HOVDP4_CAVPO CAVPO
GN=C190rf25 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1859 | 4.84 5.33 | 5.998 4.405 3.28 trIHOVN42 | HOVN42_CAVPO CAVPO
GN=UBE4A PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
1860 | 4.84 501 | 29.6 20.58 13.72 trIHOVQW2IHOVQW2_CAVPO CAVPO
GN=MLEC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1861 | 4.82 515 | 43.13 34.6 15.64 trIHOVCT1IHOVCT1_CAVPO CAVPO

GN=PITHD1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1862 | 4.82 5.18 | 10.03 10.03 7.326 tr IHOVES6 | HOVES6_CAVPO CAVPO 4
GN=QRICH1 PE=4 SV=1
Guanine nucleotide-binding protein subunit
1863 | 4.81 49 70.67 62.67 56 trIHOUVY0IHOUVYO0_CAVPO gamma (Fragment) OS=Cavia porcellus CAVPO 6
GN=GNG2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1864 4.8 49 | 29.44 16.5 6.345 tr IHOVIX1IHOVIX1_CAVPO CAVPO 2
GN=SIRT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1865 4.8 4.87 | 15.79 13.16 10.53 tr IHOVSKS5 |HOVSK5_CAVPO CAVPO 3
GN=DCAF7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1866 4.8 175 | 46.02 42.61 42.61 trIHOVZG7 I HOVZG7_CAVPO CAVPO 14
porcellus GN=ANP32B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1867 4.79 49 17.72 12.22 4.277 trIHOVT64 | HOVT64_CAVPO CAVPO 2
GN=Rabgefl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1868 | 4.78 487 | 1571 15.24 6.905 tr IHOUYMS8 I HOUYMS8_CAVPO CAVPO 2
GN=GMPPA PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1869 | 4.77 491 | 13.03 7.563 7.563 tr IHOVTF9 |HOVTF9_CAVPO CAVPO 4
GN=CPE PE=4 S5V=1
Glutathione peroxidase OS=Cavia porcellus
1870 | 4.77 482 | 18.82 18.82 18.82 tr [QIJHM1 | Q9JHM1_CAVPO CAVPO 3
GN=GP-GPx4 PE=2 SV=2
Uncharacterized protein (Fragment) OS=Cavia
1871 | 4.76 4.88 | 10.38 8.197 8.197 trIHOV8T1IHOV8T1_CAVPO CAVPO 3
porcellus GN=UBFD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1872 | 4.76 497 | 18.26 12.58 10.55 tr [HOWOL8 |IHOWOL8_CAVPO CAVPO 4
GN=DNA]JC7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1873 | 4.76 5 26.63 6.699 6.699 tr [HOWDC2 | HOWDC2_CAVPO CAVPO 4
GN=KBTBD11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1874 | 4.75 4.89 | 4091 26.36 26.36 trIHOVLW3 IHOVLW3_CAVPO CAVPO 3
GN=PHF5A PE=4 S5V=1
1875 | 4.75 491 | 2537 14.16 9.735 tr[HOVRO09 |HOVR09_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 3




GN=DNAJB1 PE=4 S5V=1

Uncharacterized protein OS=Cavia porcellus

1876 4.74 4.9 47.62 34.69 22.45 tr IHOVNH9 |HOVNH9_CAVPO CAVPO
GN=NUDT2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1877 4.74 4.84 | 15.38 8.524 2.703 trIHOVZS6 |HOVZS6_CAVPO CAVPO
porcellus GN=CTNND2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1878 4.72 4.84 | 13.02 8.58 8.58 trIHOV4D31HO0V4D3_CAVPO CAVPO
porcellus GN=NFYC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1879 | 4.72 4.85 | 9.158 9.158 9.158 trIHOV9F8 |HOV9F8_CAVPO CAVPO
GN=PEF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1880 | 4.72 491 | 16.09 13.86 7.178 trIHOVB53HOVB53_CAVPO CAVPO
GN=SNX5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1881 | 4.71 5.03 | 22.99 22.99 13.37 trIHOV2L2HOV2L2_CAVPO CAVPO
porcellus GN=APOO PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1882 | 4.71 4.77 | 29.14 29.14 22.86 tr IHOW524 | HOW524_CAVPO CAVPO
GN=C19o0rf43 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1883 4.7 497 | 10.37 6.786 3.841 trIHOV1P7IHOV1P7_CAVPO CAVPO
porcellus GN=SMEK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1884 | 4.68 4.73 | 37.66 22.08 22.08 trIHOUV]3IHOUV]3_CAVPO CAVPO
GN=ISCA2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1885 | 4.68 4.85 | 30.17 30.17 30.17 tr [ HOUWZ8 I HOUWZ8_CAVPO CAVPO
GN=HDDC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1886 | 4.67 4.88 | 28.88 21.88 10.33 tr[HOUUF2 |IHOUUF2_CAVPO CAVPO
GN=UCHLS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1887 | 4.67 4.82 40 39.13 29.57 tr IHOUXL5 |HOUXL5_CAVPO CAVPO
porcellus GN=Ndufa7 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1888 | 4.67 474 | 10.83 9.32 2.519 tr|HOV902 |HOV902_CAVPO CAVPO

GN=UFL1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

1889 | 4.67 4.89 | 9.047 4.455 2.262 trIHOVKV4IHOVKV4_CAVPO CAVPO
porcellus GN=DIP2B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1890 | 4.67 4.84 | 17.08 5.282 5.282 trIHOVQY1IHOVQY1_CAVPO CAVPO
porcellus GN=RABGGTA PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1891 | 4.66 5.01 | 15.13 7.968 4.734 trIHOVN55IHOVN55_CAVPO CAVPO
GN=NAA15 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1892 | 4.66 48 15.68 11.35 8.468 tr IHOVSQ3 IHOVSQ3_CAVPO CAVPO
GN=PIGS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1893 | 4.65 515 | 23.59 13.29 6.202 tr IHOUTF9 |HOUTF9_CAVPO CAVPO
GN=MGEA5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1894 4.65 9.71 14.46 11.42 11.42 trIHOWE04 | HOWE04_CAVPO CAVPO
GN=PICALM PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1895 | 4.64 477 20 14.23 14.23 tr IHOWCT9 THOWCT9_CAVPO CAVPO
GN=HAGH PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1896 | 4.63 47 28.8 14.24 11.39 tr IHOV3V8IHOV3V8_CAVPO CAVPO
porcellus GN=DECR1 PE=4 SV=1
Ubiquitin-fold modifier-conjugating enzyme 1
1897 | 4.62 475 | 28.74 23.95 16.17 tr [HOW2P9 |THOW2P9_CAVPO CAVPO
OS=Cavia porcellus GN=UFC1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1898 | 4.61 5.08 20 13.44 13.44 trIHOVI22 |HOVI22_CAVPO CAVPO
GN=GPM6B PE=4 SV=1
NADH dehydrogenase [ubiquinone] 1 alpha
1899 | 4.59 4.63 | 33.33 33.33 33.33 trIHOVE12IHOVE12_CAVPO subcomplex subunit 2 OS=Cavia porcellus CAVPO
GN=NDUFA2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1900 | 4.59 471 | 28.55 13.16 4.786 trIHOVPE1|HOVPE1_CAVPO CAVPO
GN=GAD2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1901 | 4.58 4.63 | 24.55 19.7 7.576 trIHOV1C6 |HOV1C6_CAVPO CAVPO
GN=RCN3 PE=4 SV=1
1902 | 4.57 483 | 17.16 12.38 5.116 trIHOUXH2 HOUXH2_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO




porcellus GN=PDE1C PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

1903 | 457 4.99 44 32 18.29 tr[HOVBM9 |HOVBM9_CAVPO CAVPO 5
GN=ARF6 PE=3 SV=1
ATP synthase subunit beta (Fragment)
1904 | 457 43.6 | 74.85 7242 7242 tr|QOQEP1QOQEP1_CAVPO CAVPO 49
OS=Cavia porcellus GN=ATP5B PE=2 SV=1
Uncharacterized protein OS=Cavia porcellus
1905 | 4.56 12.8 | 37.31 37.31 32.64 tr [HOW5I4 [ HOW514_CAVPO CAVPO 8
GN=NCALD PE=4 SV=1
Ribonucleoside-diphosphate reductase
1906 | 4.55 471 | 17.42 9.343 4.293 trIHOVNIO |HOVNIO_CAVPO CAVPO 3
OS=Cavia porcellus GN=RRM1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1907 | 4.55 19.5 | 63.41 63.41 63.41 trIHOVTDO I HOVTDO_CAVPO CAVPO 15
GN=RAB1A PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1908 | 4.54 6.67 | 16.35 13.65 7.778 trI[HOUTG?7 [HOUTG7_CAVPO CAVPO 3
porcellus GN=KLC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1909 | 4.52 471 | 21.44 9.897 7.423 trIHOWBT1 IHOWBT1_CAVPO CAVPO 3
GN=NAE1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1910 | 4.52 4.63 | 3391 33.91 33.91 trIHOWDD1IHOWDD1_CAVPO CAVPO 3
porcellus GN=Rps26 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1911 | 4.51 463 | 198 11.22 11.22 tr IHOW5B3 IHOW5B3_CAVPO CAVPO 3
GN=STUB1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1912 | 449 453 | 23.32 19.69 19.69 tr IHOV2X3 1 HOV2X3_CAVPO CAVPO 3
GN=CSRP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1913 | 4.49 46 | 1333 7.619 7.619 tr IHOVSE3 IHOVS8E3_CAVPO CAVPO 3
GN=CRELD1 PE=4 SV=1
Uroporphyrinogen decarboxylase (Fragment)
1914 | 449 474 | 24.59 22.93 17.96 tr|[HOWB33 |HOWB33_CAVPO CAVPO 4
OS=Cavia porcellus GN=UROD PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1915 | 4.48 453 | 177 15.04 7.375 trIHOUTY8 | HOUTY8_CAVPO CAVPO 2

porcellus GN=TMX4 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1916 | 4.48 7.07 | 52.78 42.13 28.24 trIHOVX73 1 HOVX73_CAVPO CAVPO 7
GN=Rab4b PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1917 | 447 473 | 13.55 11.16 6.972 tr IHOV9C5IHOVIC5_CAVPO CAVPO 3
porcellus GN=CSAD PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1918 | 4.47 25.7 | 18.02 14.27 10.93 tr IHOVM29 | HOVM29_CAVPO CAVPO 12
GN=CYFIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1919 4.47 4.59 | 47.06 28.43 28.43 tr lHOW597 IHOW597_CAVPO CAVPO 5
GN=Baspl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1920 | 4.46 534 | 359 35.9 35.9 trIHOUUY8 IHOUUY8_CAVPO CAVPO 4
GN=GLRX5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1921 4.46 4.57 11.5 11.5 8 tr I HOVCX2 1 HOVCX2_CAVPO CAVPO 3
porcellus GN=Crlf3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1922 | 4.46 451 | 18.18 14.66 12.61 tr IHOVHN6 | HOVHN6_CAVPO CAVPO 2
GN=CREB1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
1923 | 4.45 45 | 1558 8.846 5.769 tr IHOV9EO IHOV9EO_CAVPO CAVPO 2
GN=Ppil2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1924 | 4.44 462 | 1391 10.6 3.863 trIHOVNV1IHOVNV1_CAVPO CAVPO 3
GN=PRPF40A PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1925 | 443 4.49 4.3 1.906 1.197 tr[HOV463 |HOV463_CAVPO CAVPO 2
GN=Didol PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1926 | 4.43 4.63 | 69.47 54.74 38.95 trI[HOVEJOIHOVEJO_CAVPO CAVPO 3
GN=Timm13 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1927 | 443 448 | 17.32 14.57 8.268 tr[HOVGO08 | HOVG08_CAVPO CAVPO 2
porcellus GN=TMEM33 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1928 | 442 4.74 | 9.387 5.887 2.625 trIHOVN77 | HOVN77_CAVPO CAVPO 3
GN=STAG1 PE=4 S5V=1
Tubulin gamma chain OS=Cavia porcellus
1929 | 441 446 | 12.86 11.75 4.435 trIHOVD93 |HOVD93_CAVPO CAVPO 2

GN=TUBGI1 PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

1930 | 4.41 445 | 19.26 19.26 16.39 trIHOVKN9 |HOVKN9_CAVPO CAVPO
GN=TBCB PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1931 | 4.41 445 | 13.77 13.77 10.93 trIHOVL62 |HOVL62_CAVPO CAVPO
GN=MLF2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1932 4.4 9.84 | 19.24 14.74 10.35 tr[HOV966 |HOV966_CAVPO CAVPO
porcellus GN=TNPO2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1933 | 4.39 499 | 3244 23.08 13.71 trIHOUYF1IHOUYF1_CAVPO CAVPO
porcellus GN=BPHL PE=4 SV=1
Importin subunit alpha OS=Cavia porcellus
1934 | 4.39 453 | 14.01 10.75 5.95 tr IHOV3K6 |HOV3K6_CAVPO CAVPO
GN=KPNA3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1935 | 4.39 7.08 | 22.55 21.7 19.15 tr IHOV3W8IHOV3W8_CAVPO CAVPO
GN=TMED?9 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1936 | 4.39 453 | 38.73 38.73 14.79 trIHOWAEO I HOWAEO_CAVPO CAVPO
porcellus GN=FAIM PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1937 | 4.38 471 | 36.59 25.99 5.198 tr IHOVS8H2 IHOV8H2_CAVPO CAVPO
GN=Ddx19a PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1938 | 4.38 459 | 34.12 21.18 21.18 trIHOVGE1IHOVGE1_CAVPO CAVPO
GN=COX4I2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1939 | 4.38 476 | 15.32 10.99 7.387 trIHOVS36 | HOVS36_CAVPO CAVPO
porcellus GN=ASPSCR1 PE=4 SV=1
NADH-ubiquinone oxidoreductase chain 1
1940 | 4.38 449 | 116 11.6 11.6 tr|Q9TEH11Q9TEH1_CAVPO CAVPO
OS=Cavia porcellus GN=NADH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1941 | 4.37 455 | 57.99 21.92 16.89 trIHOVNES | HOVNES_CAVPO CAVPO
GN=TRAPPC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1942 | 4.37 449 | 37.86 37.86 37.86 trIHOVVEOIHOVVE(Q_CAVPO CAVPO
GN=Ndufall PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1943 | 4.36 5.68 | 23.52 12.02 6.969 trIHOVM19 |/ HOVM19_CAVPO CAVPO

porcellus GN=SEPT9 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

1944 | 435 4.63 | 24.34 20.58 10.84 tr [HOUXX3 | HOUXX3_CAVPO CAVPO
GN=EIF2B3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1945 | 4.35 5.85 | 16.67 9.005 6.317 tr IHOVBS7 |HOVBS7_CAVPO CAVPO
GN=DCLK2 PE~=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1946 | 4.35 452 | 5.605 4.557 1.152 trIHOVGS41HOVGS4_CAVPO CAVPO
porcellus GN=ARID1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1947 4.34 448 | 17.65 17.65 8.497 tr IHOVCQ2 IHOVCQ2_CAVPO CAVPO
GN=SAP18 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1948 4.34 8.52 | 27.42 21.37 18.15 trIHOVP72I|HOVP72_CAVPO CAVPO
GN=TPM4 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1949 | 4.33 436 | 61.63 39.53 39.53 trIHOV1Y7 IHOV1Y7_CAVPO CAVPO
GN=Bola2b PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1950 | 4.33 44 | 19.16 13.36 4.745 tr IHOV5R8 I HOV5R8_CAVPO CAVPO
porcellus GN=STAU1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1951 | 4.33 441 | 16.72 13.78 8.211 trIHOV7D41HOV7D4_CAVPO CAVPO
GN=ARFIP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1952 | 4.33 449 | 26.07 24.07 17.19 tr IHOW6GO |HOW6G0_CAVPO CAVPO
GN=SYAP1 PE~4 SV=1
40S ribosomal protein S6 OS=Cavia porcellus
1953 | 4.32 442 | 18.07 18.07 10.84 trIHOV1L6 I HOV1L6_CAVPO CAVPO
GN=Rps6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1954 | 432 445 | 172 17.2 17.2 trIHOVHR8 |HOVHRS_CAVPO CAVPO
GN=NUP43 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1955 | 4.32 44 | 5843 41.57 41.57 tr [HOW3G1 I HOW3G1_CAVPO CAVPO
GN=TIMMO9 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1956 | 4.31 442 | 925 6.283 6.283 trIHOVWM2 | HOVWM2_CAVPO CAVPO
porcellus GN=TTC39C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1957 | 429 444 | 13.49 11.11 8.532 trIHOVAT2IHOVAT2_CAVPO CAVPO

GN=EIF2B4 PE=3 SV=1




Serine hydroxymethyltransferase OS=Cavia

1958 | 4.29 46 | 20.83 13.1 10.91 trIHOVMD1 IHOVMD1_CAVPO CAVPO
porcellus GN=SHMT?2 PE=1 S5V=1
Uncharacterized protein OS=Cavia porcellus
1959 | 4.29 443 | 36.36 36.36 36.36 tr|[HOVPK?7 [HOVPK?7_CAVPO CAVPO
GN=MAPILC3A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1960 | 4.28 458 | 7.95 4.184 2.762 tr [HOUUH9 |HOUUH9_CAVPO CAVPO
GN=DHX30 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1961 | 4.28 442 | 8.147 6.439 4.862 trIHOVFA5 |HOVFA5_CAVPO CAVPO
porcellus GN=PPP1R21 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1962 | 4.28 43 | 3171 26.83 16.59 tr [HOWOF1 | HOWOF1_CAVPO CAVPO
GN=Ppplr2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1963 4.27 445 | 2251 17.63 10.67 tr[HOV4C4 | HOV4C4_CAVPO CAVPO
GN=CSTF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1964 | 4.27 43 | 2031 19.79 15.63 tr [HOVKA8IHOVKA8_CAVPO CAVPO
GN=SEC11C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1965 | 4.26 437 | 15.14 15.14 15.14 tr IHOW4C8 1 HOW4C8_CAVPO CAVPO
GN=ICMT PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1966 | 4.25 428 | 9.896 4.028 2.877 tr [HOV8921HOV892_CAVPO CAVPO
GN=GTF3C3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1967 | 4.24 443 | 39.13 29.95 19.81 trIHOUYC6 |HOUYC6_CAVPO CAVPO
GN=SPRYD4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1968 | 4.23 425 | 17.66 9.24 9.24 trIHOVMB1 |HOVMB1_CAVPO CAVPO
porcellus GN=CTSA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1969 | 4.23 426 | 37.56 37.56 22.44 trIHOVN29 | HOVN29_CAVPO CAVPO
porcellus GN=TPD52L1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
1970 | 422 453 | 22.86 12.76 6.286 tr IHOUWQS5 THOUWQ5_CAVPO CAVPO
porcellus GN=MPP7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1971 | 4.21 423 | 30.11 22.16 17.05 tr[HOVHX6 |HOVHX6_CAVPO CAVPO

GN=TPPP3 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1972 | 4.21 35.6 | 62.22 55.66 53.85 tr IHOVXL5 THOVXL5_CAVPO CAVPO 67
PE=4 SV=1
Serine/threonine-protein phosphatase
1973 4.2 18.7 | 44.65 44.34 38.53 trIHOVAY6 I HOVAY6_CAVPO CAVPO 10
OS=Cavia porcellus GN=PPP1CB PE=3 SV=1
Phosphatidate cytidylyltransferase (Fragment)
1974 | 4.18 435 | 15.14 11.78 6.49 trIHOVHE3 |HOVHE3_CAVPO CAVPO 2
0OS=Cavia porcellus GN=CDS1 PE=3 SV=1
SH3 domain-binding glutamic acid-rich-like
1975 | 4.18 4.2 38 37 37 trIHOVL18 |HOVL18_CAVPO protein OS=Cavia porcellus GN=SH3BGRL CAVPO 3
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1976 | 4.16 426 | 17.7 12.03 6.529 tr IHOUWMOIHOUWMO_CAVPO CAVPO 2
porcellus GN=PDE12 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1977 | 4.16 422 | 3575 31.09 19.69 tr IHOW5F0 | HOW5F0_CAVPO CAVPO 2
porcellus GN=Bid PE=4 SV=1
Methionine aminopeptidase (Fragment)
1978 | 4.15 432 | 1891 14.9 14.9 tr IHOVOU3 I HOVOU3_CAVPO CAVPO 3
OS=Cavia porcellus GN=METAP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1979 | 4.15 433 | 6.327 6.327 6.327 trIHOVEW5IHOVEW5_CAVPO CAVPO 3
GN=PLD3 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
1980 | 4.14 416 | 29.12 15.33 11.88 tr|HOV4011HOV401_CAVPO CAVPO 2
GN=EMC3 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1981 | 4.14 429 | 27.06 23.43 10.89 tr IHOVI83 | HOVI83_CAVPO CAVPO 3
porcellus GN=PSMD8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1982 | 4.13 821 | 18.72 15.27 13.05 trIHOVCO01 IHOVC01_CAVPO CAVPO 4
GN=PDK3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1983 | 4.13 424 | 16.76 14.8 11.73 tr [HOVX00 |1 HOVX00_CAVPO CAVPO 3
GN=HSPBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1984 | 4.12 9.06 | 21.03 16.33 16.33 trIHOVBU1IHOVBU1_CAVPO CAVPO 6
porcellus GN=Syn2 PE=4 SV=1
1985 | 4.12 423 | 21.29 15.07 11.48 trIHOVEC6|HOVEC6_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO 3




porcellus GN=FAF2 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

1986 | 4.12 448 | 18.09 16.58 11.56 trIHOVQI8 IHOVQI8_CAVPO CAVPO 2
GN=SSSCA1 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1987 4.12 426 | 19.46 19.46 9.728 tr [ HOW286 |IHOW286_CAVPO CAVPO 3
GN=ADO PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1988 | 4.12 4.14 21 21 16.5 trIHOW9V3IHOW9V3_CAVPO CAVPO 2
GN=LOC100721711 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1989 | 4.11 4.26 | 45.07 40.14 32.39 tr IHOV6Q6 1 HOV6Q6_CAVPO CAVPO 3
GN=TOMM22 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1990 4.1 411 | 9.548 6.03 4.355 tr I HOUWR2 | HOUWR2_CAVPO CAVPO 2
GN=MBD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1991 4.1 8.11 | 2453 16.23 12.45 tr IHOV6P5 I HOV6P5_CAVPO CAVPO 4
GN=SRSF5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1992 4.1 12.5 | 49.03 43.24 27.8 trlHOVQ88IHOVQ88_CAVPO CAVPO 6
GN=LUC7L PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1993 4.1 411 | 29.61 23.46 13.97 trIHOVZ141HOVZ14_CAVPO CAVPO 2
GN=ZNF428 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1994 4.1 423 | 11.77 6.339 2.199 tr IHOW578 |THOW578_CAVPO CAVPO 2
GN=CHAMP1 PE=4 SV=1
Histone H2A OS=Cavia porcellus GN=H2AFX
1995 4.1 8.11 | 44.06 43.36 43.36 tr IHOWS5I5 T HOW5I5_CAVPO CAVPO 13
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
1996 | 4.09 41 | 39.78 39.78 39.78 tr [HOUUI3 | HOUUI3_CAVPO CAVPO 3
GN=HIGD1A PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
1997 | 4.09 41 | 9.717 9.717 9.717 tr I HOUWWI1IHOUWW1_CAVPO CAVPO 4
porcellus GN=ZNF207 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
1998 | 4.09 4.1 10.24 5.903 3.472 tr|[HOVKP4 | HOVKP4_CAVPO CAVPO 2

GN=CDKN2AIP PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

1999 | 4.09 5.56 | 35.93 23.38 20.78 tr IHOVPX6 | HOVPX6_CAVPO CAVPO
GN=Dnajb6 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2000 | 4.08 411 | 9.128 4.966 3.087 trIHOUWU1IHOUWU1_CAVPO CAVPO
GN=CUL2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2001 | 4.08 419 | 3231 20 12.31 tr IHOUY311HOUY31_CAVPO CAVPO
GN=5Ssu72 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2002 | 4.08 425 | 10.03 8.883 3.868 trIHOUYP4|HOUYP4_CAVPO CAVPO
porcellus GN=SEC63 PE=4 SV=1
Alpha-tubulin N-acetyltransferase 1 OS=Cavia
2003 | 4.08 41 14.35 9.647 6.353 trIHOVTA3IHOVTA3_CAVPO CAVPO
porcellus GN=ATAT1 PE=1 S5V=1
Uncharacterized protein OS=Cavia porcellus
2004 | 4.07 4.09 | 9.766 7.856 5.52 tr IHOVOQ2 1 HOV0Q2_CAVPO CAVPO
GN=THUMPD2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2005 | 4.07 4.08 | 38.46 38.46 38.46 trIHOVA131HOVA13_CAVPO CAVPO
porcellus GN=COX7A2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2006 | 4.07 6.13 | 21.81 18.1 14.15 tr IHOV]J8 THOV]J8_CAVPO CAVPO
GN=TMPO PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2007 | 4.07 422 | 16.22 16.22 16.22 trIHOVMU1 I HOVMU1_CAVPO CAVPO
GN=SRM PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
2008 | 4.07 4.08 | 56.52 56.52 56.52 trIHOVWAOIHOVWAO_CAVPO CAVPO
GN=5100B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2009 | 4.07 4.2 11.62 5.755 4.886 tr IHOW2T3 1 HOW2T3_CAVPO CAVPO
porcellus GN=WDR17 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2010 | 4.05 416 | 7.204 4.086 2.151 tr IHOV2P21HOV2P2_CAVPO CAVPO
GN=CC2D1A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2011 | 4.05 415 | 19.53 11.66 8.455 trIHOV6Q2 IHOV6Q2_CAVPO CAVPO
porcellus GN=PBX1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2012 | 4.05 12.1 | 28.61 20.06 17.99 tr IHOVJX8 |HOVJX8_CAVPO CAVPO

GN=SRSF6 PE=4 SV=1




Guanine nucleotide-binding protein subunit

2013 | 4.05 437 | 77.94 69.12 44.12 trIHOWE10 | HOWE10_CAVPO gamma OS=Cavia porcellus GN=GNG7 PE=3 | CAVPO
Sv=1
Uncharacterized protein OS=Cavia porcellus
2014 | 4.04 4.09 | 9.556 5.249 3.903 trIHOV1E7 IHOV1E7_CAVPO CAVPO
GN=NUP88 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2015 | 4.04 416 | 54.11 43.84 43.84 trIHOVQJ8 THOVQJ8_CAVPO CAVPO
GN=CYB5B PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2016 4.03 4.03 | 10.18 4.909 4.909 trIHOV144 1HOV144_CAVPO CAVPO
porcellus GN=PDPK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2017 | 4.03 4.04 | 19.17 10.36 10.36 tr[HOVCC1IHOVCC1_CAVPO CAVPO
GN=C160rf80 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2018 4.03 114 | 45.12 41.46 30.49 trIHOWDH3 | HOWDH3_CAVPO CAVPO
GN=LOC100715281 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2019 | 4.02 6.22 | 18.26 9.211 7.895 trIHOV1]51HOV1]J5_CAVPO CAVPO
porcellus GN=FMR1 PE=4 SV=1
Reticulon OS=Cavia porcellus GN=RTN3 PE=4
2020 | 4.02 8.03 | 10.72 7.32 7.32 tr |HOV406 1 HOV406_CAVPO V-1 CAVPO
Uncharacterized protein OS=Cavia porcellus
2021 | 4.02 418 | 13.72 6.342 3.54 tr[HOV4QO0 | HOV4QO0_CAVPO CAVPO
GN=TAF6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2022 | 4.02 4.03 | 33.57 26.43 16.43 trIHOVFW4|HOVFW4_CAVPO CAVPO
GN=RPL23 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2023 | 4.02 4.02 | 13.16 7.895 7.895 trIHOVVG1IHOVVG1_CAVPO CAVPO
GN=ZNF787 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2024 | 4.02 874 | 21.71 16.57 14.57 tr IHOW958 |THOW958_CAVPO CAVPO
porcellus GN=SH3GL1 PE=4 SV=1
D-tyrosyl-tRNA(Tyr) deacylase OS=Cavia
2025 | 4.01 4.01 | 28.23 16.75 16.75 tr IHOUYI6 |HOUYI6_CAVPO CAVPO
porcellus GN=DTD1 PE=3 SV=1
2026 | 4.01 4.01 | 23.03 19.66 19.66 tr[HOVCC7IHOVCC7_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO




porcellus GN=RPL11 PE=3 SV=1

Uncharacterized protein (Fragment) OS=Cavia

2027 | 4.01 6.71 | 22.76 16.21 16.21 tr IHOVHWOIHOVHWO_CAVPO CAVPO 4
porcellus GN=OPCML PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2028 | 4.01 4.02 | 16.11 6.389 6.389 trIHOVR]J9 |HOVR]J9_CAVPO CAVPO 2
GN=MRPS22 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2029 4.01 14.8 | 41.78 38.54 33.69 trIHOVZ49 1 HOVZ49_CAVPO CAVPO 22
porcellus GN=GNB2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2030 | 4.01 4.03 | 43.27 37.5 37.5 trIHOWO053 | HOW053_CAVPO CAVPO 4
porcellus GN=ERH PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2031 | 4.01 4.02 | 21.51 11.83 11.83 tr IHOWC92 | HOWC92_CAVPO CAVPO 2
GN=H1FX PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2032 4 106 | 41.8 41.27 41.27 trIHOUT66 1 HOUT66_CAVPO CAVPO 7
GN=HRAS PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2033 4 4 4.662 4.662 4.662 tr [HOV1X0IHOV1X0_CAVPO CAVPO 2
porcellus GN=SLC35B2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2034 4 4 51.75 51.75 51.75 trIHOV2W31HOV2W3_CAVPO CAVPO 4
GN=Rplp1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2035 4 4 18.1 17.24 17.24 trlHOV3Q31HOV3Q3_CAVPO CAVPO 2
porcellus GN=VKORCIL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2036 4 4 16.13 16.13 16.13 tr IHOV5LOIHOV5L0_CAVPO CAVPO 2
GN=KIAA1143 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2037 4 6.44 | 12.03 12.03 12.03 trIHOV6Y9 I HOV6Y9_CAVPO CAVPO 4
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2038 4 411 | 25.67 12.64 9.579 trIHOVAE6 |IHOVAE6_CAVPO CAVPO 2
GN=PCSK1N PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2039 4 4 21.46 21.46 21.46 trIHOVAU1IHOVAU1_CAVPO CAVPO 4

porcellus GN=MARCKSL1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2040 4 24.07 24.07 18.52 trIHOVCM4 | HOVCM4_CAVPO CAVPO 2
porcellus GN=SNRPC PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2041 4.02 | 31.32 21.43 21.43 tr IHOVF55 1 HOVF55_CAVPO CAVPO 4
GN=Cl11orf58 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2042 27.5 | 35.09 30.76 29.13 trIHOVG24 1 HOVG24_CAVPO CAVPO 14
GN=Hsd17b4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2043 4 17.28 17.28 17.28 tr|HOVI16 | HOVI16_CAVPO CAVPO 2
porcellus GN=NEDDS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2044 4.02 | 1941 15.29 15.29 tr I HOVIW2 HOVIW2_CAVPO CAVPO 3
GN=SAT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2045 6.01 | 33.16 28.06 20.41 tr IHOV]69 | HOV]69_CAVPO CAVPO 3
GN=RALA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2046 19.7 | 47.54 42.32 39.71 trIHOVN63 | HOVN63_CAVPO CAVPO 11
GN=RBM4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2047 4 24.79 24.79 24.79 tr IHOVS59 THOVS59_CAVPO CAVPO 2
porcellus GN=FHIT PE=4 SV=1
Transporter OS=Cavia porcellus GN=SLC6A6
2048 6 5.323 5.323 5.323 tr [IHOVS95 THOVS95_CAVPO CAVPO 3
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2049 4 20 11.43 11.43 trIHOVVN6 | HOVVN6_CAVPO CAVPO 3
GN=CIRBP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2050 4 32.89 15.79 15.79 tr IHOW5R7 [HOW5R7_CAVPO CAVPO 2
GN=FIS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2051 4.01 33.7 25 25 tr [HOW8S9 |HOWS8S9_CAVPO CAVPO 2
GN=LOC100721790 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2052 4 13.69 13.69 13.69 trIHOWAJ1IHOWAJ1_CAVPO CAVPO 2
GN=PTP4A2 PE=4 SV=1
Histone H2B OS=Cavia porcellus
2053 159 | 74.6 69.05 60.32 tr IHOWBT4 | HOWBT4_CAVPO CAVPO 31

GN=HIST1H2BB PE=3 SV=1




Cytochrome c oxidase subunit 1 OS=Cavia

2054 4 4.08 | 6.043 6.043 6.043 trIQ9TEGIIQITEGY_CAVPO CAVPO 3
porcellus GN=COI PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2055 | 3.99 412 | 13.28 13.28 11.11 trIHOWAC5IHOWAC5_CAVPO CAVPO 3
porcellus GN=LOC100721198 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2056 | 3.98 421 | 14.85 7.723 7.723 trIHOV9S3 | HOV9S3_CAVPO CAVPO 3
GN=FAM114A2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2057 | 3.98 421 | 19.34 14.63 8.711 tr IHOVGL9 |HOVGL9_CAVPO CAVPO 3
GN=FUBP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2058 | 3.97 409 | 343 34.3 16.86 tr|HOV2B11HOV2B1_CAVPO CAVPO 2
GN=LOC100718753 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2059 | 3.97 4.08 | 26.55 10.73 7.627 tr IHOVC301HOVC30_CAVPO CAVPO 2
porcellus GN=VPS36 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2060 | 3.97 405 | 375 37.5 37.5 tr IHOVS34 | HOVS34_CAVPO CAVPO 3
porcellus GN=SEC61B PE=4 SV=1
60S ribosomal protein L18a OS=Cavia
2061 | 3.97 4.08 | 17.05 16.48 12.5 tr IHOVST8 IHOVST8_CAVPO CAVPO 2
porcellus GN=Rpl18a PE=3 SV=1
UDP-glucose 6-dehydrogenase OS=Cavia
2062 | 3.96 406 | 164 8.907 4.453 trIHOV3E1IHOV3E1_CAVPO CAVPO 2
porcellus GN=UGDH PE=3 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2063 | 3.96 421 | 16.69 9.7 6.99 tr[HOVIR4| HOVIR4_CAVPO CAVPO 4
porcellus GN=KIF3A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2064 | 3.96 413 | 12.98 6.711 4.73 tr IHOW3R1I|HOW3R1_CAVPO CAVPO 3
porcellus GN=DNMT3A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2065 | 3.95 4.03 | 9.742 9.742 7.736 trIHOVOH6 |HOVOH6_CAVPO CAVPO 2
porcellus GN=PTER PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2066 | 3.95 27.8 | 54.64 48.28 46.95 trIHOVGS31HOVGS3_CAVPO CAVPO 39
GN=ACTA1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2067 | 3.95 4.04 | 17.99 5913 5.913 tr IHOW3Y1IHOW3Y1_CAVPO CAVPO 2

porcellus GN=MTCH1 PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

2068 | 3.94 4.04 | 16.28 7.849 6.105 trIHOVNF2 | HOVNF2_CAVPO CAVPO
GN=NAGK PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2069 | 3.93 4.01 | 33.81 33.81 26.62 tr[HOV206 |HOV206_CAVPO CAVPO
porcellus GN=NUDT3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2070 | 3.93 421 | 19.48 13.75 13.75 trIHOV576 |[HOV576_CAVPO CAVPO
porcellus GN=LRPAP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2071 | 3.93 415 | 11.07 7.946 2.198 trIHOVKE1 IHOVKE1_CAVPO CAVPO
porcellus GN=EIF5B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2072 3.92 4.02 | 14.78 14.78 10.48 trIHOVAI6 IHOVAI6_CAVPO CAVPO
GN=HEPACAM PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2073 | 3.92 411 | 1545 8.485 5.758 tr[HOVF49 |HOVF49_CAVPO CAVPO
GN=LEO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2074 3.92 4 19.47 19.47 19.47 tr IHOW2L5 | HOW2L5_CAVPO CAVPO
GN=PDDC1 PE=4 SV=1
NADH-ubiquinone oxidoreductase chain 4
2075 | 3.92 4.05 | 8.715 8.715 8.715 trIQ9TEG21Q9TEG2_CAVPO (Fragment) OS=Cavia porcellus GN=NADH4 | CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2076 | 3.91 418 | 10.49 8.663 4.103 trIHOUXQ6 | HOUXQ6_CAVPO CAVPO
GN=ABCD3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2077 | 391 4.1 11.99 7.659 4.769 trIHOVVF41HOVVF4_CAVPO CAVPO
GN=MDM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2078 3.9 423 | 22.63 15.7 6.697 tr IHOVBO5 IHOVB05_CAVPO CAVPO
GN=TRNT1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2079 3.9 425 | 7.775 4.313 3.916 trIHOVVG8IHOVVG8_CAVPO CAVPO
porcellus GN=CASZ1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2080 | 3.89 3.96 | 13.85 13.85 13.85 trIHOWBA4 I HOWBA4_CAVPO CAVPO
porcellus GN=ATP6V0C PE=3 SV=1
2081 3.89 3.96 | 15.83 15.83 15.83 trIHOWBH9 IHOWBH9_CAVPO | Uncharacterized protein (Fragment) OS=Cavia | CAVPO




porcellus GN=ACOT13 PE=4 SV=1

Fibroblast growth factor (Fragment) OS=Cavia

2082 3.88 3.99 27.1 21.94 14.84 trIHOV294 | HOV294_CAVPO CAVPO 2
porcellus GN=FGF1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2083 | 3.86 109 | 42.03 28.57 26.37 trIHOVGZ1 IHOVGZ1_CAVPO CAVPO 13
porcellus GN=ELAVL2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2084 | 3.86 413 | 14.66 13.54 8.72 trIHOVKA6 I HOVKA6_CAVPO CAVPO 3
GN=PCCB PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2085 | 3.85 3.93 | 2.526 1.973 1.973 tr IHOV7B5IHOV7B5_CAVPO CAVPO 2
porcellus GN=NPC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2086 | 3.84 4.04 | 7.366 6.846 3.12 trIHOVGS6 I HOVGS6_CAVPO CAVPO 3
GN=NUP133 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2087 | 3.82 3.97 | 13.64 8.079 3.591 tr IHOW4J0IHOW4J0_CAVPO CAVPO 2
GN=ISYNA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2088 | 3.82 3.97 | 21.39 12.05 12.05 tr IHOW7Y7 |HOW7Y7_CAVPO CAVPO 3
GN=GIPC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2089 | 3.82 3.97 | 29.72 27.31 13.25 tr IHOWCI4 | HOWCI4_CAVPO CAVPO 2
GN=HDHD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2090 | 3.81 391 | 14.44 10.28 7.5 tr[HOV089 |HOV089_CAVPO CAVPO 2
GN=VSX2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2091 | 3.81 13.2 | 30.84 228 18.32 tr IHOV4K5 I HOV4K5_CAVPO CAVPO 8
GN=EHD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2092 | 3.81 3.98 | 25.32 20.46 8.951 trIHOVT92 |HOVT92_CAVPO CAVPO 3
GN=ILKAP PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2093 3.8 414 | 9.979 7.511 4.077 trIHOVCS9 |HOVCS9_CAVPO CAVPO 3
porcellus GN=NUP107 PE=4 SV=1
Elongation factor G, mitochondrial OS=Cavia
2094 | 3.79 3.98 | 9.682 7.162 5.438 tr IHOUVN5 IHOUVN5_CAVPO CAVPO 3

porcellus GN=GFM1 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2095 | 3.79 3.96 | 5.751 4.257 2.539 trIHOVDA2IHOVDA2_CAVPO CAVPO
porcellus GN=CNTNAP1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2096 | 3.79 3.89 | 20.77 7.923 7.923 tr|HOVR36 | HOVR36_CAVPO CAVPO
porcellus GN=MAP2K4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2097 | 3.78 4 29.82 18.18 8.727 trIHOV3E4|HOV3E4_CAVPO CAVPO
GN=POLR2C PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2098 | 3.78 4.07 | 40.94 33.56 30.87 tr IHOVIZ9 IHOVIZ9_CAVPO CAVPO
porcellus GN=Rps16 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2099 | 3.78 3.9 16.24 5.791 4.096 tr IHOV]Y9ITHOV]Y9_CAVPO CAVPO
GN=TMCC2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2100 | 3.78 3.95 | 288 28.8 21.2 tr IHOW306 | HOW306_CAVPO CAVPO
GN=RABL5 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2101 | 3.76 3.91 | 11.92 6.908 5.699 tr IHOVI47 |HOVI47_CAVPO CAVPO
GN=CDC40 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2102 | 3.76 39 | 9991 3.268 3.268 tr IHOVTC5 IHOVTC5_CAVPO CAVPO
porcellus GN=ANKS1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2103 | 3.76 3.98 | 21.03 14.48 11.72 tr IHOW6L3 | HOW6L3_CAVPO CAVPO
GN=MBD3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2104 | 3.75 3.83 9 5.25 5.25 trIHOVVS4|HOVVS4_CAVPO CAVPO
porcellus GN=BSCL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2105 | 3.74 472 | 9.724 6.242 3.721 trIHOVQR1IHOVQR1_CAVPO CAVPO
GN=STT3B PE=4 SV=1
Receptor-type tyrosine-protein phosphatase
2106 | 3.74 3.89 | 11.01 6.709 6.709 trIHOWB62 | HOWB62_CAVPO CAVPO
OS=Cavia porcellus GN=PTPRA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2107 | 3.73 3.86 | 13.68 10.26 10.26 tr IHOV7MS8 I HOV7M8_CAVPO CAVPO
GN=ARMCS6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2108 | 3.73 3.85 | 36.48 22.01 15.09 tr IHOVFR9 |HOVFR9_CAVPO CAVPO

porcellus GN=NDUFAEF3 PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

2109 | 3.73 3.96 | 5.993 3.12 2.135 trIHOVH14 | HOVH14_CAVPO CAVPO
GN=VCPIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2110 | 3.72 391 | 1142 8.199 6.003 trIHOVBH3 |HOVBH3_CAVPO CAVPO
GN=PRPF3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2111 | 3.72 4.66 | 9.428 2.441 2.441 tr IHOVPJ3|HOVPJ3_CAVPO CAVPO
porcellus GN=WDR33 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2112 3.7 3.97 | 15.95 15.95 13.23 tr IHOVXR3 |HOVXR3_CAVPO CAVPO
GN=RPL8 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2113 | 3.69 3.93 | 34.06 25.33 19.21 tr IHOVEH1 IHOVEH1_CAVPO CAVPO
porcellus GN=NIPSNAP3A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2114 | 3.69 3.83 | 17.8 11.3 8.757 trIHOVR47 | HOVR47_CAVPO CAVPO
GN=L3HYPDH PE~=4 SV=1
NADH-ubiquinone oxidoreductase chain 5
2115 | 3.68 3.87 | 995 9.95 7.131 trIQ9TEG1 I1Q9TEG1_CAVPO CAVPO
OS=Cavia porcellus GN=NADH5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2116 | 3.66 3.86 | 11.16 6.803 4.082 tr IHOUXT7 |IHOUXT7_CAVPO CAVPO
GN=DDX50 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2117 |  3.66 3.79 | 2243 7.477 7.477 tr IHOVIZ6 1HOVIZ6_CAVPO CAVPO
GN=PAF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2118 | 3.66 3.72 12 8.333 8.333 tr IHOW4Q2 | HOW4Q2_CAVPO CAVPO
GN=SLC25A35 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2119 | 3.65 3.82 | 11.72 6.345 2.759 tr IHOUX18 [HOUX18_CAVPO CAVPO
GN=BRD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2120 | 3.64 3.73 | 22.54 22.54 14.79 trIHOUYN3 |HOUYN3_CAVPO CAVPO
GN=LAMTOR2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2121 | 3.64 3.75 | 36.73 35.71 18.37 tr [HOW8Z0 | HOW8Z0_CAVPO CAVPO
GN=NDUFB3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2122 | 3.63 3.74 | 21.55 21.55 21.55 trIHOVIN1IHOVIN1_CAVPO CAVPO

GN=NDUFS6 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2123 | 3.63 3.82 | 29.51 16.39 16.39 trIHOV4M4 | HOV4M4_CAVPO CAVPO
GN=UBE2H PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2124 | 3.62 3.86 | 11.07 8.544 4.332 trIHOV4M6 | HOV4AM6_CAVPO CAVPO
porcellus GN=CARS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2125 3.6 375 | 217 16.04 10.69 trIHOUWM1IHOUWMI1_CAVPO CAVPO
GN=UBLCP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2126 3.6 3.69 | 205 12.97 7.531 tr IHOVHT8 |HOVHT8_CAVPO CAVPO
GN=LYPLAL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2127 3.6 3.69 | 169 12.21 8.216 trIHOVMN1IHOVMN1_CAVPO CAVPO
GN=ZC3H15 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2128 3.6 3.68 20 20 20 tr IHOVTA8IHOVTA8_CAVPO CAVPO
GN=Trmt112 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2129 3.6 3.71 16.74 14.32 7.93 tr IHOW1Y8IHOW1Y8_CAVPO CAVPO
porcellus GN=NOVA2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2130 3.6 3.7 | 1324 6.721 5.092 tr IHOWBZ5IHOWBZ5_CAVPO CAVPO
GN=ALGI11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2131 | 3.59 3.64 | 30.16 30.16 30.16 tr IHOVC82 I HOVC82_CAVPO CAVPO
GN=SRP9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2132 | 3.58 3.76 | 15.74 6.085 3.175 trIHOUU40 | HOUU40_CAVPO CAVPO
GN=LIMA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2133 | 3.58 3.92 | 17.08 16.8 6.612 trIHOV6R3 | HOV6R3_CAVPO CAVPO
porcellus GN=FAM50A PE=4 SV=1
Histone-lysine N-methyltransferase SETD7
2134 | 3.58 3.65 | 1148 7.65 7.65 tr [HOWOJ3 |HOWOQJ3_CAVPO CAVPO
OS=Cavia porcellus GN=SETD7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2135 | 3.58 391 | 22.19 15.93 5.744 trIHOW3L7 IHOW3L7_CAVPO CAVPO
GN=COPG2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2136 | 3.57 3.75 | 21.84 17.48 9.223 tr [HOUVS9 |HOUVS9_CAVPO CAVPO

GN=BLVRB PE=4 SV=1




Choline transporter-like protein 2 OS=Cavia

2137 | 3.57 4.65 | 7.779 5.375 5.375 trIHOVPD?7 IHOVPD7_CAVPO CAVPO
porcellus GN=SLC44A2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2138 | 3.57 3.66 | 9.189 4.865 4.865 tr IHOW2N8 I HOW2N8_CAVPO CAVPO
porcellus GN=PGS1 PE=4 SV=1
Signal transducer and activator of
2139 | 3.56 3.71 | 10.63 7.975 3.544 tr IHOVXN9IHOVXN9_CAVPO transcription (Fragment) OS=Cavia porcellus | CAVPO
GN=Stat5b PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2140 | 355 3.62 | 24.6 24.6 24.6 trIHOWDR4 | HOWDR4_CAVPO CAVPO
GN=C12o0rf57 PE=4 SV=1
Single-stranded DNA-binding protein
2141 | 3.54 3.66 | 24.84 24.84 24.84 tr IHOVON9 |HOVON9_CAVPO CAVPO
OS=Cavia porcellus GN=SSBP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2142 | 3.54 3.7 10 5.596 4.495 tr IHOVSF2 I HOVSF2_CAVPO CAVPO
GN=FUK PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2143 | 3.52 3.68 | 11.68 9.137 5.584 tr [HOUVK8 IHOUVK8_CAVPO CAVPO
porcellus GN=PAG1 PE=4 SV=1
Ribosomal protein L15 OS=Cavia porcellus
2144 3.52 3.61 19.61 14.71 11.27 trIHOUY44 |HOUY44_CAVPO CAVPO
GN=RPL15 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2145 | 3.51 3.7 | 2451 20.33 8.357 tr IHOUY67 IHOUY67_CAVPO CAVPO
porcellus GN=GDAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2146 | 3.51 3.59 | 10.67 4.296 4.296 tr[HOV0J41HOV0J4_CAVPO CAVPO
GN=MPP5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2147 | 3.51 3.7 | 5.858 4.15 1.871 tr [HOVNI9 | HOVNI9_CAVPO CAVPO
porcellus GN=ZMYNDS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2148 3.5 3.82 | 184 18.4 16.87 tr IHOUXN6 | HOUXN6_CAVPO CAVPO
GN=MLST8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2149 3.5 3.72 | 6.05 3.139 2.055 tr IHOVOP11HOVOP1_CAVPO CAVPO
porcellus GN=RP1L1 PE=4 SV=1
2150 3.5 3.69 | 11.73 5.537 4.072 trIHOV1431HOV143_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=XRCC6 PE=4 S5V=1

Uncharacterized protein (Fragment) OS=Cavia

2151 3.49 3.57 | 5.882 2.222 1.373 trIHOVG49 |THOVG49_CAVPO CAVPO
porcellus GN=ZNF638 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2152 | 349 3.62 | 23.51 12.91 8.609 tr IHOVUWS5 T HOVUW5_CAVPO CAVPO
porcellus GN=WDR61 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2153 3.49 3.61 | 2449 24.49 24.49 trIHOW4B9 | HOW4B9_CAVPO CAVPO
GN=UBE2D3 PE=3 SV=1
Ubiquitin carboxyl-terminal hydrolase
2154 | 348 426 | 7.058 4.235 4.235 tr [HOUUS87 IHOUU87_CAVPO CAVPO
OS=Cavia porcellus GN=USP15 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2155 | 3.48 3.65 | 10.75 10.57 4.839 trIHOVHQ3 |HOVHQ3_CAVPO CAVPO
GN=ABHD16A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2156 | 3.48 411 | 6.089 5.057 3.199 trIHOVHU4|HOVHU4_CAVPO CAVPO
porcellus GN=EPHB2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2157 | 3.48 3.58 | 17.71 11.44 7.749 tr IHOVIF11HOVIF1_CAVPO CAVPO
porcellus GN=MTX2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2158 | 3.48 3.63 | 4.251 1.756 1.756 trIHOVLG3 |HOVLG3_CAVPO CAVPO
porcellus GN=SCAF4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2159 | 348 3.79 | 21.74 12.11 6.832 trIHOVUC7 |THOVUC7_CAVPO CAVPO
GN=PPWD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2160 | 347 355 | 123 10.71 7.517 tr IHOUXX6 | HOUXX6_CAVPO CAVPO
GN=MFAP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2161 | 347 3.56 | 12.87 9.885 7.816 trIHOVOB1 IHOVOB1_CAVPO CAVPO
GN=NXN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2162 | 3.46 3.62 | 19.27 12.5 12.5 tr IHOVIM5 |HOVIM5_CAVPO CAVPO
GN=BAX PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2163 | 3.46 3.52 | 39.06 37.5 37.5 tr IHOVIM6 |HOVIM6_CAVPO CAVPO

GN=UQCR10 PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

2164 | 3.46 3.54 | 28.39 28.39 15.48 trIHOWA58 | HOWA58_CAVPO CAVPO
porcellus GN=HINT3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2165 | 3.45 3.56 | 41.75 27.18 27.18 trIHOVM11IHOVM11_CAVPO CAVPO
porcellus GN=PCBD1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2166 | 3.45 3.52 | 48.25 40.35 40.35 tr IHOVS83 | HOVS83_CAVPO CAVPO
GN=COX7A2L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2167 3.45 3.75 | 7.527 7.348 4.659 trIHOW1K7 l[HOW1K7_CAVPO CAVPO
porcellus GN=YTHDF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2168 | 3.44 3.56 | 3.955 2.637 2.637 tr IHOUU68 | HOUU68_CAVPO CAVPO
GN=TSC22D1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2169 | 3.44 3.63 | 11.78 7.36 2.159 trIHOUUS11HOUUS1_CAVPO CAVPO
GN=IDE PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2170 | 343 3.51 | 8.812 8.812 8.812 tr [HOUXA9 IHOUXA9_CAVPO CAVPO
porcellus GN=RNF170 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2171 | 343 5.62 | 9.156 7.181 5.566 trIHOV1131HOV113_CAVPO CAVPO
GN=CPNES6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2172 | 342 3.57 | 34.59 28.65 12.97 trIHOV7731HOV773_CAVPO CAVPO
porcellus GN=MANF PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2173 | 342 3.53 50 34.88 24.42 trIHOVLF5 I HOVLF5_CAVPO CAVPO
GN=SF3B5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2174 | 342 6.35 | 19.63 11.16 9.04 tr[HOVUI7 IHOVUI7_CAVPO CAVPO
porcellus GN=MTA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2175 | 342 3.68 | 351 22.6 15.87 trIHOWAS1IHOWAS1_CAVPO CAVPO
GN=MESDC2 PE=4 SV=1
Serine/threonine-protein phosphatase
2176 | 3.41 3.68 | 20.66 20.66 14.43 trIHOV476 |[HOV476_CAVPO CAVPO
OS=Cavia porcellus GN=PPP6C PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2177 | 341 3.49 | 33.09 19.12 19.12 trIHOV6E4|HOV6E4_CAVPO CAVPO

GN=SNAPIN PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2178 | 341 122 | 54.44 51.11 47.78 trIHOVGN3 I HOVGN3_CAVPO CAVPO
GN=ARF4 PE=3 S5V=1
2'-deoxynucleoside 5'-phosphate N-hydrolase
2179 | 341 3.63 | 28.07 22.81 22.81 tr [HOWDP2 |HOWDP2_CAVPO CAVPO
1 OS=Cavia porcellus GN=DNPH1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2180 3.4 3.47 | 8219 6.575 6.575 trIHOUYB2 | HOUYB2_CAVPO CAVPO
GN=LOC100713047 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2181 3.4 3.52 | 20.38 16.61 6.583 tr IHOWIL8 IHOW9L8_CAVPO CAVPO
GN=RDH14 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2182 | 3.39 3.58 | 15.13 9.963 9.963 trIHOV5121HOV512_CAVPO CAVPO
porcellus GN=AQP11 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2183 | 3.38 3.51 | 5.312 2.049 2.049 tr IHOV3B4 | HOV3B4_CAVPO CAVPO
porcellus GN=NBEA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2184 | 3.37 3.47 | 1443 3.659 2.846 trIHOUVL4 I HOUVL4_CAVPO CAVPO
porcellus GN=FARP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2185 | 3.37 3.52 | 5.373 3.289 2.083 tr IHOVG12 | HOVG12_CAVPO CAVPO
porcellus GN=Mthfd1l PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2186 | 3.37 3.54 | 25.53 15.32 10.21 tr IHOVV40 | HOVV40_CAVPO CAVPO
porcellus GN=SRA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2187 | 3.36 3.59 | 25.32 14.14 5.907 tr IHOVSU8IHOVSU8_CAVPO CAVPO
GN=GABRB2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2188 | 3.36 3.58 | 33.19 25.33 16.59 trIHOVXH6 |IHOVXH6_CAVPO CAVPO
porcellus GN=CLIC6 PE=4 SV=1
Signal transducer and activator of
2189 3.35 3.47 | 6.355 2.983 2.983 tr[HOVB80IHOVB80_CAVPO transcription OS=Cavia porcellus GN=STAT3 | CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2190 | 3.35 3.44 | 58.97 41.03 29.91 trIHOVCA9IHOVCA9_CAVPO CAVPO
GN=C120rf23 PE=4 SV=1
2191 3.34 3.47 | 5.128 4.103 4.103 trIHOV4N4 | HOV4N4_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=ZW10 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

2192 | 3.34 4.03 | 24.92 18.36 7.213 tr IHOVEX9 |HOVEX9_CAVPO CAVPO 2
GN=EIF2B1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2193 | 3.33 34 | 1125 4.279 4.279 tr IHOVL40 I HOVL40_CAVPO CAVPO 2
GN=TBRG4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2194 3.32 342 | 4229 4.229 2.865 trIHOVP63 | HOVP63_CAVPO CAVPO 2
GN=ZC3H14 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2195 | 3.31 34 | 30.14 27.4 16.44 trIHOVM93 |[HOVM93_CAVPO CAVPO 2
GN=RBPMS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2196 3.3 3.65 | 18.8 18.55 9.023 trIHOV2C41HOV2C4_CAVPO CAVPO 4
GN=ABHD12 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2197 | 3.29 3.38 | 35.81 22.97 18.24 trIHOWA12|HOWA12_CAVPO CAVPO 2
GN=EDF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2198 | 3.28 34 | 8423 6.989 4.48 trIHOV1E6 IHOV1E6_CAVPO CAVPO 2
GN=ARIH1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2199 | 3.28 3.34 | 10.89 9.556 7.778 tr IHOW2W9 HOW2W9_CAVPO CAVPO 2
GN=SF3A2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2200 | 3.28 374 | 38.1 38.1 38.1 tr IHOW4Y4 HOW4Y4_CAVPO CAVPO 3
GN=MYCBP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2201 | 3.28 3.34 20 20 20 tr IHOW7S0HOW7S0_CAVPO CAVPO 3
GN=RPL32 PE=4 SV=1
60S ribosomal protein L36 OS=Cavia porcellus
2202 | 3.28 3.43 | 39.62 27.36 19.81 trIHOWCA3IHOWCA3_CAVPO CAVPO 2
GN=RPL36 PE=3 S5V=1
Serine/threonine-protein phosphatase
2203 | 3.26 17.3 | 25.19 22.71 20.8 trI[HOVBD6 1 HOVBD6_CAVPO (Fragment) OS=Cavia porcellus GN=PPP3CB | CAVPO 11
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2204 | 3.26 3.32 | 1642 16.42 16.42 trIHOVGG2 |HOVGG2_CAVPO CAVPO 2

GN=BOLA1 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2205 | 3.26 3.65 | 15.59 9.197 2.962 trIHOVXE6 |HOVXE6_CAVPO CAVPO
GN=SON PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2206 | 3.25 3.33 | 7.399 4.036 3.139 trIHOUYQ5IHOUYQ5_CAVPO CAVPO
GN=RBM27 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2207 | 3.25 3.39 | 6.555 4.603 2.301 tr|HOV541 |HOV541_CAVPO CAVPO
porcellus GN=NUP160 PE=4 SV=1
Pyrroline-5-carboxylate reductase OS=Cavia
2208 | 3.25 3.37 | 16.25 11.87 8.75 trIHOV602 T HOV602_CAVPO CAVPO
porcellus GN=Pycr2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2209 | 3.24 3.32 | 6.798 3.448 2.562 tr IHOUXK3 |HOUXK3_CAVPO CAVPO
GN=EGFLAM PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2210 | 3.24 3.49 | 13.88 8.373 8.373 tr IHOUYT9 |HOUYT9_CAVPO CAVPO
GN=BCSIL PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2211 | 3.24 3.45 | 226 8.312 6.234 tr IHOV990 | HOV990_CAVPO CAVPO
porcellus GN=PRPF38B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2212 | 3.24 3.32 | 9.296 7.789 5.151 tr IHOVFK6 | HOVFK6_CAVPO CAVPO
porcellus GN=SEL1L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2213 | 3.23 3.75 | 8.514 4.452 1.781 tr IHOV1B31HOV1B3_CAVPO CAVPO
porcellus GN=PTPRD PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2214 | 3.22 3.49 | 17.08 14.99 5.123 tr IHOV9C6 |HOVIC6_CAVPO CAVPO
porcellus GN=HMGCS1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2215 | 3.22 3.51 | 13.76 8.734 524 trIHOVIES |HOVIES_CAVPO CAVPO
porcellus GN=SLC25A23 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2216 | 3.22 329 | 7.796 5.376 5.376 tr [HOVIS9 |HOVIS9_CAVPO CAVPO
porcellus GN=LPGAT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2217 | 3.22 3.29 | 18.75 18.75 18.75 trTHOVXQ6 1 HOVXQ6_CAVPO CAVPO
GN=RPL22 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2218 | 3.21 3.28 | 8.798 8.798 8.798 trIHOUWD6 | HOUWD6_CAVPO CAVPO

GN=PRRT2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2219 | 3.21 3.31 | 9.663 5.281 2.809 tr IHOVNQ8 IHOVNQ8_CAVPO CAVPO 2
GN=ERMP1 PE~=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2220 3.2 3.43 | 35.05 19.59 8.763 trIHOW169 | HOW169_CAVPO CAVPO 2
GN=RPS9 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2221 | 3.19 122 | 29.78 24.26 16.91 tr IHOUTB5 | HOUTB5_CAVPO CAVPO 7
GN=PAK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2222 | 3.19 3.25 | 29.86 15.97 15.97 trIHOV641 1HOV641_CAVPO CAVPO 2
GN=CCDC58 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2223 | 3.19 3.25 | 8.193 7.143 7.143 tr IHOVTJ31HOVT]3_CAVPO CAVPO 2
GN=SHPK PE=4 SV=1
GTP:AMP phosphotransferase AK3,
2224 | 3.18 3.26 | 21.49 17.11 12.72 trIHOVKB1 |HOVKB1_CAVPO mitochondrial OS=Cavia porcellus GN=AK3 CAVPO 2
PE=3 SV=1
Calcium-transporting ATPase OS=Cavia
2225 | 3.18 259 | 16.57 13.76 11.34 tr [HOW3K3 IHOW3K3_CAVPO CAVPO 14
porcellus GN=ATP2B2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2226 | 3.17 3.36 | 18.45 18.45 18.45 trIHOVAX4 I HOVAX4_CAVPO CAVPO 4
GN=CABP4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2227 | 3.17 3.23 | 27.38 27.38 27.38 tr|IHOVFK4 |1 HOVFK4_CAVPO CAVPO 2
porcellus GN=VMA21 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2228 | 3.17 325 | 6.171 2.314 1.613 trIHOVLQ2 I HOVLQ2_CAVPO CAVPO 2
GN=TRAPPCS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2229 | 3.15 3.26 | 7.475 4.87 3.398 trIHOUTT2 |IHOUTT2_CAVPO CAVPO 2
GN=Gria2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2230 | 3.15 34 | 29.75 17.85 5.263 trIHOV1IH6 | HOV1H6_CAVPO CAVPO 2
GN=Vps4a PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2231 | 3.15 5.46 | 57.49 34.82 24.29 trIHOVLZ8 |HOVLZ8_CAVPO CAVPO 4
porcellus GN=PPA2 PE=4 5V=1
2232 3.15 3.27 | 13.68 12.42 5.474 trIHOVX811HOVX81_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO 2




GN=PARS2 PE=3 5V=1

Uncharacterized protein (Fragment) OS=Cavia

2233 | 3.14 10.1 | 17.51 7.856 5.948 trIHOV126 IHOV126_CAVPO CAVPO 5
porcellus GN=CUL4B PE=3 SV=1
Transporter (Fragment) OS=Cavia porcellus
2234 | 3.14 3.32 | 4.664 4.664 4.664 tr[HOVM74 I HOVM74_CAVPO CAVPO 3
GN=SLC6A17 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2235 | 3.14 3.21 | 31.28 2417 24.17 trIHOVNEF8 | HOVNF8_CAVPO CAVPO 3
GN=SDF2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2236 | 3.13 3.32 | 23.01 20.35 17.26 trIHOV9Q2 1 HOV9Q2_CAVPO CAVPO 3
GN=SPCS2 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2237 | 3.13 32 | 3557 35.57 28.19 tr IHOW809 | HOW809_CAVPO CAVPO 2
GN=CARHSP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2238 | 3.12 3.19 | 8.257 8.257 8.257 tr IHOUY91 IHOUY91_CAVPO CAVPO 2
porcellus GN=GET4 PE=4 SV=1
NADH dehydrogenase [ubiquinone] 1 subunit
2239 | 3.12 32 | 27.73 27.73 27.73 trIHOVLC2|HOVLC2_CAVPO CAVPO 3
C2 OS=Cavia porcellus GN=Ndufc2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2240 | 3.12 3.31 | 10.76 3.553 2.194 tr IHOVPGO I HOVPGO_CAVPO CAVPO 2
porcellus GN=C160rf62 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2241 | 3.12 3.19 | 13.37 13.37 13.37 tr[HOWBLOIHOWBLO_CAVPO CAVPO 2
porcellus GN=DUSP3 PE=4 SV=1
Oxysterol-binding protein (Fragment)
2242 | 3.09 3.24 | 21.82 11.6 1.796 trIHOV6A2 I HOV6A2_CAVPO CAVPO 1
OS=Cavia porcellus GN=OSBP PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2243 | 3.09 3.18 | 16.7 7.675 5.643 trIHOVDD4 |HOVDD4_CAVPO CAVPO 2
GN=TBL2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2244 | 3.09 201 | 47.8 39.02 39.02 tr |HOW8MS5 [HOW8M5_CAVPO CAVPO 19
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2245 | 3.08 3.25 50 32.86 18.57 trIHOVDL2 | HOVDL2_CAVPO CAVPO 2

porcellus GN=RPL38 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2246 | 3.08 318 | 9.79 7.459 3.963 tr|HOVEI2 |HOVEI2_CAVPO CAVPO
GN=POFUT2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2247 | 3.08 3.25 | 1347 8.367 4.898 trlHOVQ38 1 HOVQ38_CAVPO CAVPO
porcellus GN=ZC3HC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2248 | 3.08 3.15 | 4.773 4.773 4.773 trIHOVTO01 IHOVT01_CAVPO CAVPO
porcellus GN=FNTB PE=4 SV=1
Queuine tRNA-ribosyltransferase OS=Cavia
2249 | 3.08 3.14 | 6.931 6.931 6.931 tr IHOW301 1 HOW301_CAVPO CAVPO
porcellus GN=QTRT1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2250 | 3.07 3.22 | 19.11 9.333 9.333 trIHOVWZ9 IHOVWZ9_CAVPO CAVPO
GN=PSPH PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2251 | 3.07 3.17 | 11.25 4.861 2.917 tr IHOW9S8 IHOW9S8_CAVPO CAVPO
porcellus GN=EXOC8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2252 | 3.06 3.29 | 29.51 24.31 19.79 tr IHOVOR5 I HOVOR5_CAVPO CAVPO
GN=STX1A PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
2253 | 3.06 3.19 | 1641 12.83 3.448 tr IHOVHW2 IHOVHW2_CAVPO CAVPO
GN=MCCC1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2254 | 3.05 3.15 | 3.129 3.129 3.129 tr IHOVIN6 IHOVIN6_CAVPO CAVPO
GN=EPB41L5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2255 | 3.05 3.26 | 8.915 7.132 4.309 tr|[HOVBK4 | HOVBK4_CAVPO CAVPO
GN=ARMCS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2256 | 3.04 3.17 | 31.73 14.42 7.692 tr IHOV2MS8 | HOV2MS_CAVPO CAVPO
porcellus GN=GAR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2257 | 3.04 3.15 | 10.14 7.134 2.879 trIHOVTP2|HOVTP2_CAVPO CAVPO
GN=STRN3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2258 | 3.03 31 | 4091 40.91 40.91 tr IHOUT88 I HOUT88_CAVPO CAVPO
porcellus GN=EIF4EBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2259 | 3.03 3.13 | 8.686 5.345 5.345 trIHOVEK1 |HOVEK1_CAVPO CAVPO

GN=NT5DC1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2260 | 3.03 525 | 43.81 20.95 16.67 trIHOW717 |THOW717_CAVPO CAVPO
porcellus GN=RAB12 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2261 | 3.03 7.34 | 35.02 29.95 29.95 tr IHOW7HOIHOW7HO_CAVPO CAVPO
porcellus GN=TAGLN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2262 | 3.03 9.72 | 41.08 41.08 34.05 trIHOWCU1IHOWCU1_CAVPO CAVPO
GN=RAP1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2263 | 3.02 3.11 | 1753 13.51 7.471 trIHOV5E2 |[HOV5E2_CAVPO CAVPO
GN=LMAN2L PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2264 | 3.02 3.28 | 10.73 3.663 3.066 tr IHOVK30 I HOVK30_CAVPO CAVPO
GN=PLEKHAG6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2265 | 3.02 3.09 | 109 4135 4.135 tr IHOVP88 IHOVP88_CAVPO CAVPO
GN=ADCK4 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2266 | 3.02 3.34 | 1544 11.62 4.434 trIHOVVY41HOVVY4_CAVPO CAVPO
GN=ACADVL PE=3 SV=1
Annexin OS=Cavia porcellus GN=ANXA7
2267 | 3.01 3.18 | 15.32 10.28 5.47 tr IHOUYT8 IHOUYT8_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2268 | 3.01 3.08 | 19.32 15.34 15.34 tr IHOVOH7 |IHOVOH7_CAVPO CAVPO
GN=DR1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2269 | 3.01 3.17 | 7.063 2.194 1.231 trIHOVAO03 I HOVA03_CAVPO CAVPO
porcellus GN=ANKI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2270 | 3.01 3.12 | 21.59 13.64 9.091 trIHOVLN6 | HOVLN6_CAVPO CAVPO
GN=VPS25 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2271 3 3.14 | 14.97 14.97 14.97 tr IHOV6L9 IHOV6L9_CAVPO CAVPO
GN=TMEM35 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2272 3 3.19 | 6.026 6.026 6.026 tr IHOVWW3 I HOVWW3_CAVPO CAVPO
GN=RIC8A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2273 3 3.26 | 19.11 19.11 13.38 trIHOVZ88 1 HOVZ88_CAVPO CAVPO

porcellus GN=Rpl24 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2274 | 299 3.05 | 23.73 23.73 23.73 tr IHOVIO3 | HOVIO3_CAVPO CAVPO 2
GN=FAM103A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2275 | 2.99 3.13 | 37.32 27.54 8.696 trlHOV]551HOV]55_CAVPO CAVPO 2
GN=FAM151B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2276 | 2.99 3.05 | 18.68 12.45 12.45 tr IHOW2NOIHOW2NO0_CAVPO CAVPO 2
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2277 2.98 3.15 | 9.235 5.277 5.277 tr IHOVMQ8 | HOVMQ8_CAVPO CAVPO 2
porcellus GN=LAMP2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2278 2.98 3.07 | 2542 22.74 12.71 trIHOVS52 | HOVS52_CAVPO CAVPO 2
GN=PEX19 PE~4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2279 297 3.21 10.46 10.09 9.174 trIHOV2E2 | HOV2E2_CAVPO CAVPO 3
GN=DCAF11 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2280 | 297 3.3 45 25.62 18.13 trIHOW4Y5 I HOW4Y5_CAVPO CAVPO 3
porcellus GN=EFHD2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2281 | 297 3.05 14 9.949 7.42 tr IHOWCGO I HOWCGO_CAVPO CAVPO 2
GN=Bbsl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2282 | 2.96 3.07 | 8.04 8.04 6.533 tr IHOUT90 1 HOUT90_CAVPO CAVPO 2
porcellus GN=ATG4B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2283 | 295 179 | 43.87 41.6 35.33 trIHOVF741HOVF74_CAVPO CAVPO 10
porcellus GN=PRKACB PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2284 | 295 5.52 | 20.65 14.72 6.135 trIHOVGQ5IHOVGQ5_CAVPO CAVPO 3
GN=Cdk9 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2285 | 293 312 | 10.21 8.314 5.701 trIHOUU62 | HOUU62_CAVPO CAVPO 2
porcellus GN=GLA PE=4 SV=1
Ribulose-phosphate 3-epimerase OS=Cavia
2286 | 293 3 17.54 11.4 114 trIHOUWCS8 THOUWC8_CAVPO CAVPO 2
porcellus GN=Rpe PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2287 | 293 3.19 | 9.012 6.914 2.716 tr IHOUYK3 |HOUYK3_CAVPO CAVPO 2

porcellus GN=TTC7B PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2288 | 293 3.17 | 20.08 13.12 4.573 tr[HOV027 |HOV027_CAVPO CAVPO
GN=PDHX PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2289 | 293 3.1 37.74 36.79 17.92 tr IHOVOC5 I HOVOC5_CAVPO CAVPO
GN=NDUFS5 PE=4 SV=1
Coronin OS=Cavia porcellus GN=CORO1A
2290 | 293 3.08 | 9.111 7.158 5.64 trIHOV1Y31HOV1Y3_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2291 | 293 3.03 | 10.25 5.95 4.793 tr [HOVHH3 | HOVHH3_CAVPO CAVPO
GN=SH3BP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2292 | 293 3.26 | 27.66 24.62 9.898 tr IHOWD57 |HOWD57_CAVPO CAVPO
GN=ALKBHS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2293 | 291 2.99 | 6.861 2.922 2.922 trIHOV1H4|HOV1H4_CAVPO CAVPO
porcellus GN=PDXDC1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2294 | 291 3.01 | 11.58 11.38 4.391 tr IHOVB66 |HOVB66_CAVPO CAVPO
GN=TFCP2 PE~4 SV=1
Peptidyl-prolyl cis-trans isomerase E
2295 2.9 791 | 255 25.5 11.26 tr IHOV9Y2IHOVI9Y2_CAVPO CAVPO
OS=Cavia porcellus GN=PPIE PE=3 SV=1
Ferritin OS=Cavia porcellus GN=Fth1 PE=2
2296 2.9 298 | 25.27 19.23 15.38 tr1Q920K41Q920K4_CAVPO V-1 CAVPO
Uncharacterized protein OS=Cavia porcellus
2297 | 2.89 296 | 124 9.69 9.69 trIHOUW36 | HOUW36_CAVPO CAVPO
GN=Fam192a PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2298 | 2.89 299 | 32.69 16.67 11.54 tr|[HOUZT4/HOUZT4_CAVPO CAVPO
GN=NCBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2299 | 2.89 3.07 | 11.15 3.925 3.925 trIHOVSA3IHOVSA3_CAVPO CAVPO
GN=SRPR PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2300 | 2.88 294 | 19.19 13.8 13.8 trIHOUUHS5 |HOUUH5_CAVPO CAVPO
GN=CFDP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2301 | 2.88 3.07 | 19.62 12.1 2.688 trIHOV2X41HOV2X4_CAVPO CAVPO

GN=CDC73 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2302 | 2.88 3.08 | 24.03 24.03 24.03 tr[HOV899 |HOV899_CAVPO CAVPO
porcellus GN=CHCHD4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2303 | 2.88 3.04 | 10.15 2.977 2.977 trIHOVUW1IHOVUW1_CAVPO CAVPO
porcellus GN=KIF3B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2304 | 2.87 3.49 | 12.08 8.679 6.604 tr|HOVH]3 | HOVH]3_CAVPO CAVPO
porcellus GN=HEXA PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2305 2.87 3.01 14.29 9.524 9.524 tr IHOVKW1IHOVKW1_CAVPO CAVPO
porcellus GN=TMED5 PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
2306 | 2.87 3.15 | 2613 21.62 14.86 tr IHOW786 | HOW786_CAVPO CAVPO
GN=CHMP2A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2307 | 2.86 295 | 10.38 7.186 3.194 tr IHOV9Q3 1 HOVIQ3_CAVPO CAVPO
porcellus GN=CDK5RAP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2308 | 2.86 3.03 | 27.76 25.08 10.37 tr IHOVSL6 | HOVSL6_CAVPO CAVPO
GN=Rqcd1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2309 | 2.86 3.11 | 28.93 15.98 7.713 trIHOWA77 | HOWA77_CAVPO CAVPO
GN=KIAA1045 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2310 | 2.85 298 | 9.034 5919 5.919 trIHOVB]7 I HOVBJ7_CAVPO CAVPO
GN=CD47 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2311 | 2.85 3.04 | 11.64 6.119 4.478 tr IHOVIT3 | HOVIT3_CAVPO CAVPO
porcellus GN=PCCA PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
2312 | 2.84 299 | 2324 23.24 23.24 tr IHOVRI3 IHOVRI3_CAVPO CAVPO
GN=VAMP4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2313 | 2.84 295 | 1221 4.469 0.993 tr IHOVT70IHOVT70_CAVPO CAVPO
porcellus GN=ITGAV PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2314 | 2.83 292 | 5.351 2.085 0.7644 tr IHOV2T4/HOV2T4_CAVPO CAVPO
GN=GAPVD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2315 | 2.82 2.88 | 3043 30.43 30.43 tr IHOW364 | HOW364_CAVPO CAVPO

GN=RPS28 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2316 | 2.82 545 | 15.09 9.434 6.761 tr IHOW486 | HOW486_CAVPO CAVPO
porcellus GN=CNGA3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2317 | 2.82 292 | 17.72 12.86 3.883 tr |[HOWSE5 IHOW8E5_CAVPO CAVPO
GN=FKBP8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2318 | 281 2.87 | 7.767 7.767 7.767 tr IHOW889 | HOW889_CAVPO CAVPO
porcellus GN=ZADH2 PE=4 SV=1
60S ribosomal protein L27 (Fragment)
2319 2.81 2.88 | 42.86 41.07 17.86 trIHOW9V1IHOW9V1_CAVPO CAVPO
OS=Cavia porcellus GN=RPL27 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2320 2.8 294 | 7.769 7.769 7.769 trIHOVOG2 I HOVOG2_CAVPO CAVPO
porcellus GN=POFUT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2321 2.8 3.05 | 17.11 8.48 3.509 tr IHOVIV6 IHOVIV6_CAVPO CAVPO
GN=CPSF3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2322 2.8 483 | 5.019 3.726 2.51 trIHOVN26 |HOVN26_CAVPO CAVPO
GN=GAK PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2323 2.8 3.01 | 7.224 5.524 4.108 tr IHOVT85IHOVT85_CAVPO CAVPO
porcellus GN=PRMT7 PE=4 SV=1
Hydroxypyruvate isomerase OS=Cavia
2324 | 279 294 | 1573 9.363 9.363 trIHOV7321HOV732_CAVPO CAVPO
porcellus GN=HYI PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2325 | 2.79 3 9.872 5.641 5.641 trIHOVKU6 |IHOVKU6_CAVPO CAVPO
GN=STRN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2326 | 2.79 288 | 321 23.46 15.43 tr [HOWSL3 IHOWSL3_CAVPO CAVPO
GN=Btf3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2327 | 278 2.84 | 1045 7.666 7.666 trIHOV2G21HOV2G2_CAVPO CAVPO
porcellus GN=TTC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2328 | 2.78 296 | 5.443 2.582 1.954 tr IHOVK33IHOVK33_CAVPO CAVPO
porcellus GN=BAZ1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2329 | 277 295 | 119 9.762 9.762 trl[HOVDC?7 |HOVDC7_CAVPO CAVPO

GN=ACAA1 PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

2330 | 277 292 | 13.12 6.807 3.837 trIHOVLES [HOVLE5_CAVPO CAVPO
GN=Zc3hlla PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2331 | 276 2.89 | 7.692 7.692 7.692 tr|HOV487 |HOV487_CAVPO CAVPO
GN=MPDU1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2332 | 276 299 | 7174 2.343 1.098 trIHOVKL2 | HOVKL2_CAVPO CAVPO
GN=TNIK PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2333 | 275 2.81 | 12.02 7.625 7.625 trIHOVA66 | HOVA66_CAVPO CAVPO
GN=DHRS13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2334 | 275 2.89 | 1213 8.787 8.787 tr IHOVRT5 |HOVRT5_CAVPO CAVPO
GN=PSME2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2335 | 275 2.81 | 4.038 4.038 4.038 tr IHOVUG3 |HOVUG3_CAVPO CAVPO
GN=DYNC1I1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2336 | 2.74 2.9 13.85 6.24 2.892 trIHOUV41I1HOUV41_CAVPO CAVPO
GN=THOC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2337 | 274 2.81 | 6.366 6.366 4.107 tr IHOUXZ3 | HOUXZ3_CAVPO CAVPO
porcellus GN=GDA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2338 | 2.74 2.8 | 6.785 6.785 6.785 tr IHOUZ87 IHOUZ87_CAVPO CAVPO
GN=CLYBL PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2339 | 274 3.11 | 25.85 22.93 8.293 trIHOVN30IHOVN30_CAVPO CAVPO
porcellus GN=HDDC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2340 | 273 295 | 16.72 11.67 6.309 tr IHOUZS3 | HOUZS3_CAVPO CAVPO
GN=PRKAGI PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2341 | 273 281 | 40.71 30 30 trI[HOV5R4 1 HOV5R4_CAVPO CAVPO
GN=PTRHD1 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2342 | 273 3.11 | 13.61 11.91 5.671 tr IHOV6C3 IHOV6C3_CAVPO CAVPO
porcellus GN=SNTB1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2343 | 272 292 | 31.62 31.62 12.82 trIHOVNL2 | HOVNL2_CAVPO CAVPO

GN=GABARAPL2 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2344 | 2.72 297 | 6.855 4.637 4.637 trIHOVNP5 | HOVNP5_CAVPO CAVPO
GN=DLGAP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2345 | 271 2.77 | 34.57 23.46 23.46 tr|HOVOR1 1 HOVOR1_CAVPO CAVPO
GN=ABRACL PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2346 | 271 2.87 | 19.79 10.93 4.33 tr|[HOV4ANS |HOV4ANS_CAVPO CAVPO
GN=WDRI13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2347 271 2.85 | 12.97 9.73 9.73 trIHOV6HO I HOV6HO_CAVPO CAVPO
GN=PTGES2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2348 271 277 | 47.87 39.36 3191 trIHOVZ221HOVZ22_CAVPO CAVPO
porcellus GN=LSM2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2349 2.7 2.76 | 18.01 9.962 9.962 tr IHOUV59 I HOUV59_CAVPO CAVPO
GN=Clorf35 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2350 2.7 2.76 | 17.62 17.62 12.95 tr IHOV9I9 |HOVI9I9_CAVPO CAVPO
GN=AP3S1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2351 2.7 29 | 21.63 16.11 7.692 tr IHOVCL7 IHOVCL7_CAVPO CAVPO
GN=ACTR10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2352 | 2.69 11.8 | 27.76 24.94 14.59 tr IHOVR65 I HOVR65_CAVPO CAVPO
GN=RBBP7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2353 | 2.68 2.73 | 8911 8.911 8.911 tr IHOW8X0 I HOW8X0_CAVPO CAVPO
GN=RNF126 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2354 | 2.67 2.82 | 5.689 5.689 5.689 trIHOVFA2 | HOVFA2_CAVPO CAVPO
GN=HSD17B7 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2355 | 2.66 2.8 | 6.602 3.851 2.889 trIHOUTDS8 IHOUTDS_CAVPO CAVPO
GN=GPD2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2356 | 2.66 4.46 | 22.38 13.81 8.84 trIHOUZG?7 |THOUZG7_CAVPO CAVPO
porcellus GN=TMOD3 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2357 | 2.66 2.84 | 5.371 2.16 1.401 trIHOVIR3 I HOV1R3_CAVPO CAVPO

GN=CDC42BPB PE=4 5V=1




Serine/threonine-protein phosphatase

2358 | 2.66 5.08 | 23.78 17.59 14.98 tr|HOV2121HOV212_CAVPO CAVPO
OS=Cavia porcellus GN=PPP4C PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2359 | 2.66 2.84 | 38.62 26.21 15.86 tr IHOW6X3 | HOW6X3_CAVPO CAVPO
porcellus GN=Fam136a PE=4 SV=1
Protein kish (Fragment) OS=Cavia porcellus
2360 | 2.66 271 | 25.35 25.35 25.35 trIHOWAVOIHOWAV0_CAVPO CAVPO
GN=TMEM167A PE=3 SV=1
Serine/threonine-protein phosphatase 2A 55
2361 2.65 8.85 | 29.87 19.25 11.95 trIHOUWX4 | HOUWX4_CAVPO kDa regulatory subunit B (Fragment) CAVPO
OS=Cavia porcellus GN=PPP2R2D PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2362 | 2.65 2.81 | 17.12 6.849 5.308 tr [HOV832 I HOV832_CAVPO CAVPO
porcellus GN=EIF2A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2363 | 2.65 272 | 217 21.7 9.906 tr I HOWAWOIHOWAWO0_CAVPO CAVPO
GN=DRAP1 PE=4 SV=1
Anoctamin OS=Cavia porcellus GN=ANO2
2364 | 2.64 2.83 | 10.28 3.72 2.626 tr IHOUVO06 | HOUV06_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2365 | 2.64 2.7 | 21.96 14.12 9.804 tr IHOVJG3 I HOV]JG3_CAVPO CAVPO
GN=5TX6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2366 | 2.63 2.74 | 8.68 5.257 1.711 tr IHOVDM9 |HOVDM9_CAVPO CAVPO
porcellus GN=EFR3A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2367 | 2.63 2.76 | 28.87 19.59 19.59 tr[HOVKR6 |HOVKR6_CAVPO CAVPO
porcellus GN=SUMO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2368 | 2.63 27 | 47.37 47.37 44.21 trIHOVQ54 | HOVQ54_CAVPO CAVPO
GN=Fxyd6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2369 | 2.62 2.68 | 6.086 3.181 3.181 trIHOVAY4|HOVAY4_CAVPO CAVPO
GN=PIK3R1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2370 | 2.62 2.67 | 6.953 3.254 3.254 trIHOVLA4IHOVLA4_CAVPO CAVPO
GN=PTCD3 PE=4 SV=1
2371 2.62 2,67 | 31.11 22.22 22.22 tr [HOW599 |HOW599_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=TIMM10 PE=4 5V=1

Uncharacterized protein OS=Cavia porcellus

2372 2.62 271 | 4.808 3.486 2.524 tr IHOWBV5IHOWBV5_CAVPO CAVPO
GN=TMEM®63B PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2373 | 2.61 2.74 | 6.376 3.326 2.98 trIHOV776 |[HOV776_CAVPO CAVPO
porcellus GN=VPRBP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2374 | 261 2.83 | 17.18 12.02 7.634 trIHOVOU1I1HOV9U1_CAVPO CAVPO
porcellus GN=WDR26 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2375 2.6 265 | 193 9.81 9.81 tr [HOVCR4 1 HOVCR4_CAVPO CAVPO
porcellus GN=ABHD11 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2376 2.6 5.03 | 21.96 21.96 18.04 trIHOVQW3 I HOVQW3_CAVPO CAVPO
GN=UNCI119B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2377 | 2.59 2.63 | 26.51 26.51 26.51 trIHOVVE2 | HOVVE2_CAVPO CAVPO
porcellus GN=NDUFB4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2378 | 2.58 2,63 | 643 5.322 1.441 trIHOVBG8 |HOVBG8_CAVPO CAVPO
GN=LARS2 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
2379 | 2.58 2.64 | 7.895 3.684 2.211 trIHOVE]7 |HOVE]7_CAVPO CAVPO
GN=XRN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2380 | 2.58 2.73 | 9.066 9.066 6.319 trIHOVHY0IHOVHY0_CAVPO CAVPO
porcellus GN=Atxn3 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2381 | 2.58 2,63 | 7.216 4.742 4.742 tr IHOW1Q8 | HOW1Q8_CAVPO CAVPO
porcellus GN=MTMR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2382 | 2.58 27 | 5321 3.274 3.274 tr|HOWB99 |IHOWB99_CAVPO CAVPO
GN=IRF2BPL PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2383 | 2.57 2,61 | 7.167 7.167 7.167 trIHOV6E3 IHOV6E3_CAVPO CAVPO
GN=MSMO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2384 | 2.57 2.63 | 1591 9.596 3.535 tr IHOVEX5 HOVEX5_CAVPO CAVPO

GN=CHID1 PE=3 S5V=1




Uncharacterized protein OS=Cavia porcellus

2385 | 2.57 2.64 | 7.233 1.766 1.766 trIHOVRG4 | HOVRG4_CAVPO CAVPO
GN=DAB2IP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2386 | 2.56 2.61 | 4.848 3.03 3.03 tr|HOV845IHOV845_CAVPO CAVPO
GN=SLC7A5 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2387 | 2.56 262 | 2548 22.12 22.12 trIHOVCW8IHOVCW8_CAVPO CAVPO
GN=CRIP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2388 | 255 2.65 | 6.217 1.421 0.8289 tr[HOUTK3 |HOUTK3_CAVPO CAVPO
GN=PBRM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2389 | 2.55 2.85 | 19.62 15.26 8.719 tr IHOVHP6 |HOVHP6_CAVPO CAVPO
GN=DRG1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2390 | 2.55 2.61 | 13.05 9.071 4.425 tr IHOVVK3 IHOVVK3_CAVPO CAVPO
porcellus GN=PPM1F PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2391 | 2.54 2.61 18 16.29 10.29 tr IHOUUMS | HOUUMS_CAVPO CAVPO
GN=ATP6AP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2392 | 2.54 2.58 | 12.34 8.442 8.442 tr IHOVLX3 IHOVLX3_CAVPO CAVPO
GN=SAP30BP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2393 | 2.53 2.58 | 16.31 8.873 6.475 tr IHOW9H9 ITHOW9H9_CAVPO CAVPO
porcellus GN=ALDH5A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2394 | 252 2,68 | 574 2.189 1.479 trIHOUYC9HOUYC9_CAVPO CAVPO
GN=KDM3B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2395 | 252 2.6 214 18.6 6.512 trIHOUYD1IHOUYD1_CAVPO CAVPO
GN=RPL10 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2396 | 2.52 256 | 15.04 10.18 10.18 tr [HOW603 | HOW603_CAVPO CAVPO
GN=OVCA2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2397 | 251 2.55 40 21.38 21.38 tr[HOV238 | HOV238_CAVPO CAVPO
porcellus GN=Rps15 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2398 | 251 2.58 | 19.65 10.95 3.234 tr IHOVIZ21HOVIZ2_CAVPO CAVPO

porcellus GN=CPOX PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2399 2.5 2.54 | 2641 14.72 10.39 trIHOUYT6 | HOUYT6_CAVPO CAVPO
GN=STX7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2400 2.5 272 | 2248 14.52 5.621 trIHOVKN1IHOVKN1_CAVPO CAVPO
GN=FLOT1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2401 2.5 2,62 | 3.374 1.018 1.018 trlHOVQ951HOVQ95_CAVPO CAVPO
GN=SBF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2402 2.49 259 | 1231 10.21 10.21 trIHOVE49 |HOVE49_CAVPO CAVPO
GN=CTSV PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2403 | 249 2.53 | 15.58 7.609 4.71 trIHOVN65 I HOVN65_CAVPO CAVPO
GN=CCS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2404 2.49 2.61 | 7.857 4.762 4.762 tr [ HOWO0K2 |HOW0K2_CAVPO CAVPO
GN=NUCB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2405 | 248 2.54 | 14.66 9.971 2.639 tr|[HOV4D2 1 HOV4D2_CAVPO CAVPO
GN=Bbs5 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2406 | 248 252 | 17.54 17.54 17.54 trIHOVAS5IHOVAS5_CAVPO CAVPO
porcellus GN=COPZ1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2407 | 248 2.61 | 10.42 8.958 3.125 trIHOVLAOIHOVLAO_CAVPO CAVPO
porcellus GN=RBM42 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2408 | 248 2.52 | 8.056 7.778 7.778 tr IHOVPQ3 I HOVPQ3_CAVPO CAVPO
porcellus GN=WBP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2409 | 248 254 | 15.84 11.17 2.857 trIHOVY96 | HOVY96_CAVPO CAVPO
GN=PELO PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2410 | 247 2.63 | 11.92 7.277 3.137 trIHOV676 lHOV676_CAVPO CAVPO
GN=TRAPPC12 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2411 | 247 2.52 | 9.063 4.455 1.382 trIHOVFE9 |IHOVFE9_CAVPO CAVPO
porcellus GN=ADRBK2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2412 | 247 258 | 14.91 14.91 1491 tr [ HOWBW8 I HOWBWS_CAVPO CAVPO

GN=LOC100726034 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2413 | 246 2.88 | 9.829 7.479 4.487 tr IHOVJF11HOV]JF1_CAVPO CAVPO
GN=C160rf58 PE=4 SV=1
Ubiquitin carboxyl-terminal hydrolase
2414 | 246 2.52 | 9.399 8.616 3.655 tr[HOVLLO | HOVLLO_CAVPO (Fragment) OS=Cavia porcellus GN=USP10 CAVPO
PE=3 SV=1
Phosphoinositide phospholipase C (Fragment)
2415 | 246 2.61 | 6.502 4.161 2.471 tr IHOVSL8 |HOVSL8_CAVPO CAVPO
OS=Cavia porcellus GN=PLCD4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2416 | 245 2.58 | 35.63 29.89 18.97 tr IHOVIK8 |HOVIK8_CAVPO CAVPO
GN=C20orf27 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2417 2.45 249 | 23.73 14.69 14.69 tr [HOVIIT IHOVIIT_CAVPO CAVPO
GN=H1F0 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2418 | 245 25 | 9.237 6.225 2.209 tr IHOVLS4 | HOVLS4_CAVPO CAVPO
GN=TH PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2419 | 245 252 | 7419 5.806 2.473 tr IHOVZQ5IHOVZQ5_CAVPO CAVPO
porcellus GN=SCAF1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2420 | 243 2.47 40 23.53 9.412 tr IHOUVF7 IHOUVF7_CAVPO CAVPO
porcellus GN=RRAS2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2421 | 243 248 | 312 24.8 18.4 tr IHOVW]2 IHOVW]2_CAVPO CAVPO
GN=RPL31 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2422 | 242 2.68 | 8.195 3.424 0.9234 tr [ HOVZQ21HOV7Q2_CAVPO CAVPO
GN=GOLGBI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2423 | 242 2.54 | 11.99 3.894 3.894 trIHOVZ66 | HOVZ66_CAVPO CAVPO
porcellus GN=RECQL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2424 | 241 2.89 | 28.66 15.31 12.7 trIHOVGB4 1 HOVGB4_CAVPO CAVPO
GN=AKR1E2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2425 | 241 245 | 57.14 26.79 26.79 trIHOVVMOIHOVVMO_CAVPO CAVPO
GN=ARPP19 PE=4 SV=1
2426 2.4 244 | 5546 3.578 1.431 tr|[HOV2D31HOV2D3_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=WASF1 PE=4 5V=1

Uncharacterized protein OS=Cavia porcellus

2427 24 251 | 8.556 8.556 8.556 trIHOV2Z11HO0V2Z21_CAVPO CAVPO
GN=GPN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2428 24 2.6 54.43 24.05 8.861 trIHOVDD7 |THOVDD7_CAVPO CAVPO
GN=TRAPPC6B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2429 2.4 2.53 | 16.99 16.99 16.99 trIHOVDV8IHOVDVS8_CAVPO CAVPO
GN=ORMDL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2430 2.4 2.54 | 1046 6.971 3.351 tr IHOVS86 |HOVS86_CAVPO CAVPO
GN=WDR91 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2431 | 2.39 245 | 11.14 6.627 4.217 trIHOVOL1 IHOVOL1_CAVPO CAVPO
porcellus GN=PARVA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2432 | 2.39 254 | 17.19 11.31 7.014 tr[HOV390 HOV390_CAVPO CAVPO
GN=Acot2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2433 | 2.39 245 | 6438 1.793 0.978 trIHOVW81 I HOVW81_CAVPO CAVPO
porcellus GN=BCR PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2434 | 2.38 254 | 1271 10.7 3.846 tr IHOUWD7 IHOUWD?7_CAVPO CAVPO
GN=NR2C2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2435 | 2.38 253 | 8215 3.688 0.922 trIHOVCM5 | HOVCM5_CAVPO CAVPO
porcellus GN=CUX1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2436 | 2.38 244 | 211 13.99 6.193 trIHOVDG8 |[HOVDG8_CAVPO CAVPO
porcellus GN=SREK1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2437 | 2.38 243 | 7426 6.271 1.32 trIHOVQE2 | HOVQE2_CAVPO CAVPO
GN=GPR37 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2438 | 2.38 246 | 19.85 15.46 3.866 trIHOVSH9 |HOVSH9_CAVPO CAVPO
porcellus GN=INPP5A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2439 | 237 2.44 | 30.29 19.92 4.149 trIHOV2J91HOV2]9_CAVPO CAVPO

GN=EMC7 PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

2440 | 2.37 241 | 13.17 9.16 4.58 tr|HOVPK5 |HOVPKS_CAVPO CAVPO 2
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2441 | 2.36 6.12 | 2525 25.25 19.7 trIHOVRN5 I HOVRN5_CAVPO CAVPO 4
GN=5SAR1B PE=3 S5V=1
Transcription elongation factor SPT4 OS=Cavia
2442 | 236 249 | 27.35 21.37 21.37 trIHOVWS5 HOVWS5_CAVPO CAVPO 2
porcellus GN=SUPT4H1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2443 2.36 24 47 18.5 8 tr lHOW240 1 HOW240_CAVPO CAVPO 1
GN=NUDT16 PE=4 SV=1
Synaptogyrin OS=Cavia porcellus
2444 | 236 24 | 2052 19.65 6.55 tr IHOW4Y6 |HOW4Y6_CAVPO CAVPO 1
GN=SYNGR3 PE=3 SV=1
Serine/threonine-protein phosphatase
2445 2.34 211 50 47.08 47.08 trIHOV4U11HOV4U1_CAVPO CAVPO 13
OS=Cavia porcellus GN=PPP2CB PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2446 | 2.34 2.66 | 14.08 8.169 3.662 trIHOVA56 | HOVA56_CAVPO CAVPO 1
porcellus GN=HOMER1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2447 | 234 2.38 | 7.882 6.897 3.941 tr IHOVGH2 I HOVGH2_CAVPO CAVPO 2
GN=TAF15 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2448 | 234 2.38 | 28.18 20.91 6.364 tr IHOVTD8 |HOVTDS8_CAVPO CAVPO 1
GN=RPL35A PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2449 | 2.33 236 | 11.11 11.11 11.11 tr IHOV3P51HOV3P5_CAVPO CAVPO 1
porcellus GN=SNRPD1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2450 | 2.33 236 | 7.774 7.774 7.774 tr[HOV3WOIHOV3WO0_CAVPO CAVPO 2
GN=UBXN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2451 | 2.33 236 | 12.08 9.434 6.038 tr IHOVZM9 |HOVZMY9_CAVPO CAVPO 1
GN=AQP5 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2452 | 233 236 | 8.759 8.759 2.676 tr[HOWBR9 |HOWBR9_CAVPO CAVPO 1
porcellus GN=NAGA PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2453 | 2.32 236 | 38.85 19.42 9.353 tr |[HOUZ92 |HOUZ92_CAVPO CAVPO 1

porcellus GN=TRAPPC2L PE=4 SV=1




Peptidyl-prolyl cis-trans isomerase OS=Cavia

2454 | 2.32 235 | 1571 9.286 8.571 trIHOUZP2 |HOUZP2_CAVPO CAVPO
porcellus GN=FKBP2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2455 | 2.32 2.44 | 7.627 5.085 5.085 tr[HOVXHOIHOVXHO_CAVPO CAVPO
porcellus GN=IRF2BP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2456 | 2.32 2.39 | 9.704 3.618 2.138 tr IHOW8X9 |HOW8X9_CAVPO CAVPO
GN=EPM2AIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2457 | 231 244 | 18.64 10.08 10.08 tr IHOV]J98 | HOV]98_CAVPO CAVPO
GN=VPS37A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2458 | 2.31 243 | 4.501 3.001 2.207 trIHOVJL4 1 HOVJL4_CAVPO CAVPO
GN=TRAPPC11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2459 2.3 2.38 | 7.882 7.882 4.926 tr IHOVLTS IHOVLT5_CAVPO CAVPO
GN=ARL6IP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2460 | 2.29 58 | 8.569 4.409 3.161 tr IHOV5Q51HOV5Q5_CAVPO CAVPO
GN=PPFIA1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2461 | 2.29 2.63 | 6.81 3.853 2.151 tr IHOVCZ31HOVCZ3_CAVPO CAVPO
GN=ERC1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2462 | 229 241 | 2957 1.163 1.163 tr IHOVDJ5IHOVD]5_CAVPO CAVPO
GN=MPDZ PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2463 | 2.29 232 | 1293 5.122 3.171 tr IHOW5Z0 | HOW5Z0_CAVPO CAVPO
GN=AUP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2464 | 2.28 244 | 1381 9.524 4.524 tr IHOUX61 IHOUX61_CAVPO CAVPO
porcellus GN=HAT1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2465 | 2.28 246 | 1845 11.26 4.854 tr IHOVII4 | HOVII4_CAVPO CAVPO
porcellus GN=GTF3C5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2466 | 2.28 232 | 24.18 18.95 7.19 tr[HOVUF9 | HOVUF9_CAVPO CAVPO
GN=CSDC2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2467 | 227 242 | 1525 9.746 4.025 trIHOVE54 | HOVE54_CAVPO CAVPO

porcellus GN=Nampt PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2468 | 2.27 23 | 2053 14.74 5.263 tr IHOVI91 | HOVI91_CAVPO CAVPO
GN=DCTN6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2469 | 226 234 | 16.24 5.412 3.294 tr IHOUXR3 | HOUXR3_CAVPO CAVPO
GN=AADAT PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2470 | 2.26 2.44 | 19.57 13.66 7.143 trIHOVJYOIHOV]YO_CAVPO CAVPO
porcellus GN=RBBP5 PE=4 5V=1
Amidophosphoribosyltransferase OS=Cavia
2471 | 225 237 | 118 3.675 3.675 tr [HOUTF7 IHOUTF7_CAVPO CAVPO
porcellus GN=PPAT PE=3 SV=1
Phosphoinositide phospholipase C OS=Cavia
2472 | 2.25 2.38 | 8.511 3.319 2.213 tr IHOUTZ8 | HOUTZ8_CAVPO CAVPO
porcellus GN=PLCB4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2473 | 225 2.39 | 8.636 4.922 1.295 trIHOVGV7 I HOVGV7_CAVPO CAVPO
GN=TECPR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2474 | 225 2.45 | 30.61 15.31 6.463 tr IHOVMN7 |HOVMN7_CAVPO CAVPO
GN=C5o0rf51 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2475 | 225 2.38 | 10.72 6.369 1.38 tr IHOVNKS8 IHOVNKS8_CAVPO CAVPO
GN=ERAP1 PE=4 SV=1
ATP synthase subunit a OS=Cavia porcellus
2476 | 2.25 2.38 | 8.407 8.407 8.407 tr|Q9TEG6 1QITEG6_CAVPO CAVPO
GN=ATPase 6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2477 | 224 228 | 9.724 3.728 1.783 trIHOV1I3|HOV1I3_CAVPO CAVPO
GN=VPS33B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2478 | 224 237 | 7.143 7.143 4.898 trIHOVBV6 | HOVBV6_CAVPO CAVPO
GN=TOM1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2479 | 224 2.27 | 10.86 7.566 3.618 trIHOVMA1IHOVMA1_CAVPO CAVPO
porcellus GN=ACOTS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2480 | 2.24 226 | 7.035 4.774 2.764 trIHOVN40| HOVN40_CAVPO CAVPO
GN=C170rf75 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2481 | 223 226 | 10.54 3.514 1.597 trIHOUYA2IHOUYA2_CAVPO CAVPO

GN=PEX5L PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2482 | 223 2.38 | 16.14 16.14 9.259 trIHOVGF2 |HOVGF2_CAVPO CAVPO
porcellus GN=VASP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2483 | 222 6.03 | 15.76 14.35 7.882 tr IHOUUMO | HOUUMO_CAVPO CAVPO
GN=DLG3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2484 | 222 225 | 39.32 17.09 17.09 tr IHOVJW6 | HOVJW6_CAVPO CAVPO
GN=Rpa3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2485 222 226 | 6.639 2.075 2.075 trIHOVLI1 IHOVLI1_CAVPO CAVPO
GN=INTS4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2486 | 2.22 236 | 10.34 10.34 2.842 tr IHOW205 1 HOW205_CAVPO CAVPO
GN=MCAT PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2487 2.21 232 | 6491 2.86 1.76 trIHOUVD6 |HOUVD6_CAVPO CAVPO
GN=HACE1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2488 | 2.21 2.37 | 6.869 5.945 4.359 tr IHOV8P7 IHOV8P7_CAVPO CAVPO
GN=MEFN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2489 | 221 2.35 | 1855 10.71 6.119 tr IHOV9I4 | HOV9I4_CAVPO CAVPO
GN=ACBD3 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2490 | 221 2.24 | 31.63 16.84 6.122 tr IHOVJBO |HOVJBO_CAVPO CAVPO
porcellus GN=NAA10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2491 | 221 224 | 22.79 11.26 7.775 trIHOVRR7 [HOVRR7_CAVPO CAVPO
porcellus GN=Cep41 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2492 22 222 | 23.32 16.58 7.772 trIHOUVN3 IHOUVN3_CAVPO CAVPO
GN=CSRP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2493 22 226 | 13.61 7.483 2.948 tr IHOV2K7 |IHOV2K7_CAVPO CAVPO
porcellus GN=ACOT9 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2494 22 226 | 5.707 3.442 1.812 trIHOVOH6 |HOVOH6_CAVPO CAVPO
porcellus GN=CCDC136 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2495 22 16.1 | 34.04 27.02 24.56 tr lHOV9Q61HOVIQ6_CAVPO CAVPO

GN=TPM3 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2496 | 2.19 2.32 | 10.94 4.34 4.34 trIHOVAEOIHOVAEO_CAVPO CAVPO
GN=OPTN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2497 | 219 223 | 17.83 11.09 1.957 tr IHOVP96 |HOVP96_CAVPO CAVPO
GN=CCDC6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2498 | 219 235 | 13.76 6.237 3.656 tr |[HOWOL9 IHOWOL9_CAVPO CAVPO
porcellus GN=OLFM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2499 2.19 221 17.11 17.11 15.79 tr IHOW2T41HOW2T4_CAVPO CAVPO
GN=SNRPG PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2500 | 2.19 222 | 17.67 5.511 2.107 tr IHOWDS3 | HOWDS3_CAVPO CAVPO
GN=CCDC22 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2501 2.18 2.21 19.2 16.91 3.725 trIHOUVF2 | HOUVF2_CAVPO CAVPO
GN=GKAP1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2502 | 218 22 | 4583 4.583 2.708 tr IHOVJM4 | HOVIM4_CAVPO CAVPO
GN=DHCR? PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2503 | 2.18 234 | 1244 7.68 2.611 tr IHOVLI9 IHOVLI9_CAVPO CAVPO
porcellus GN=DPY19L1 PE=4 SV=1
2504 | 2.18 221 | 1943 14.86 7.429 tr | QIJKP61QI9JKP6_CAVPO Ferritin OS=Cavia porcellus PE=2 SV=1 CAVPO
Uncharacterized protein OS=Cavia porcellus
2505 | 217 219 | 3371 33.71 31.46 trIHOV273 HOV273_CAVPO CAVPO
GN=HMGN4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2506 | 2.17 432 | 10.73 7.309 3.266 tr IHOV3F9 | HOV3F9_CAVPO CAVPO
porcellus GN=SLC27A4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2507 | 217 22 | 6.025 2.895 1.095 trIHOV792 1 HOV792_CAVPO CAVPO
GN=GIGYF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2508 | 217 22 | 1538 9.67 2.637 tr IHOVM37 | HOVM37_CAVPO CAVPO
GN=HTRA2 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2509 | 217 2.21 11.4 8.772 4.825 trIHOVM72 | HOVM72_CAVPO CAVPO

GN=CD9 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2510 | 2.17 219 | 12.88 5.828 3.374 trIHOW9U4 | HOW9U4_CAVPO CAVPO
GN=STX16-NPEPL1 PE=3 SV=1
Tuftelin-interacting protein 11 OS=Cavia
2511 | 216 229 | 7.527 3.465 3.465 tr|[HOUTR3|HOUTR3_CAVPO CAVPO
porcellus GN=TFIP11 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2512 | 215 229 | 17.14 13.04 3.325 trIHOVLY7 IHOVLY7_CAVPO CAVPO
GN=GALK1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2513 | 215 219 | 11.95 9.61 7.013 tr[HOVRF7 |[HOVRF7_CAVPO CAVPO
GN=SMARCBI1 PE=4 SV=1
40S ribosomal protein 524 (Fragment)
2514 | 215 217 | 20.15 19.4 11.19 tr [HOW8T11HOW8T1_CAVPO OS=Cavia porcellus GN=LOC100724673 PE=3 | CAVPO
Sv=1
Uncharacterized protein (Fragment) OS=Cavia
2515 | 2.14 6.2 14.7 12.99 6.838 tr IHOUYM9 | HOUYM9_CAVPO CAVPO
porcellus GN=UBQLN4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2516 | 2.14 2.67 | 13.51 6.892 3.243 trIHOVAY0IHOVAY0_CAVPO CAVPO
GN=RBM12B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2517 | 214 217 | 188 5 2.8 tr IHOVFS9 |HOVFS9_CAVPO CAVPO
porcellus GN=PPIG PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2518 | 2.14 222 | 9.241 2.483 1.379 tr IHOVH82 |HOVHS82_CAVPO CAVPO
GN=TARS2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2519 | 214 216 | 4.318 3.203 1.811 tr IHOVKY3 I HOVKY3_CAVPO CAVPO
porcellus GN=TRIM67 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2520 | 214 3.18 | 18.09 6.202 6.202 trIHOVNF4 | HOVNF4_CAVPO CAVPO
porcellus GN=NADK?2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2521 | 213 2.3 9.58 7.059 7.059 trIHOV2Y8 I HOV2Y8_CAVPO CAVPO
porcellus GN=ZNF512 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2522 | 213 218 | 8.798 5.15 3.004 tr IHOVD78 |HOVD78_CAVPO CAVPO
GN=MPP1 PE=4 SV=1
2523 213 226 | 18.93 8.214 4.286 trIHOVLP3 |HOVLP3_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=NMNAT1 PE=4 SV=1

Uncharacterized protein (Fragment) OS=Cavia

2524 2.13 2.15 | 2281 22.81 11.4 trIHOVZES IHOVZES_CAVPO CAVPO
porcellus GN=LOC100728264 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2525 2.12 2.14 | 7.495 5.484 2.559 trIHOVOP41HOVOP4_CAVPO CAVPO
GN=DDX56 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2526 | 212 217 | 15.09 15.09 5.189 tr[HOW938 1 HOW938_CAVPO CAVPO
porcellus GN=MOB1A PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2527 211 736 | 17.23 14.04 10.67 trIHOUTJ4 | HOUTJ4_CAVPO CAVPO
porcellus GN=PPP2R5C PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2528 | 211 222 | 1511 7.418 5.22 tr IHOVMC?7 |HOVMC7_CAVPO CAVPO
GN-=Istl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2529 | 211 214 | 29.79 6.507 4.11 tr|HOVNK1IHOVNK1_CAVPO CAVPO
porcellus GN=CCDC50 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2530 | 211 213 | 9.091 6.364 3.333 trIHOVQZ31HOVQZ3_CAVPO CAVPO
porcellus GN=KDSR PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
2531 | 211 295 | 6.667 3.74 3.74 trIHOVT91 1HOVT91_CAVPO CAVPO
GN=LRIT1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2532 | 211 225 | 28.64 25.13 18.09 tr IHOVUJ9 IHOVUJ9_CAVPO CAVPO
porcellus GN=MEMO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2533 | 211 214 | 3.285 1.951 1.129 tr IHOWOU9 |HOWOU9_CAVPO CAVPO
GN=VPS18 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2534 | 211 215 | 10.96 3.373 1.686 trIHOW1AO0IHOW1AO0_CAVPO CAVPO
GN=STXBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2535 2.1 3.52 | 8.333 6.481 3.009 tr IHOV8B3IHOV8B3_CAVPO CAVPO
GN=KCNV2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2536 | 2.09 211 | 10.37 4.259 2.963 trIHOVIT9IHOV1T9_CAVPO CAVPO

GN=PPM1G PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2537 | 2.09 438 | 13.91 6.653 4.435 tr IHOV5KO0IHOV5K0_CAVPO CAVPO
GN=CDK16 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2538 | 2.09 23 | 2571 25.71 12.86 trIHOV9Z8 1 HOV9Z8_CAVPO CAVPO
GN=LAMPS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2539 | 2.09 211 | 4.49 2.309 0.898 tr IHOVBS9 |HOVBS9_CAVPO CAVPO
porcellus GN=LAMC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2540 2.09 211 | 3.201 3.201 1.677 trIHOVT86 | HOVT86_CAVPO CAVPO
GN=SMPD3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2541 | 2.09 2.24 | 19.03 7.386 7.386 trIHOVWG7 |HOVWG7_CAVPO CAVPO
GN=VPS37C PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2542 2.09 222 | 9.259 4.444 4.444 tr IHOWCAOIHOWCAO_CAVPO CAVPO
porcellus GN=PPAP2B PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2543 | 2.08 222 | 9.163 3.791 3.791 tr IHOUY53 |HOUY53_CAVPO CAVPO
porcellus GN=PARN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2544 | 2.08 2.09 | 4.737 3.509 2.105 tr|HOV4391HOV439_CAVPO CAVPO
GN=MSTO1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2545 | 2.08 2.09 | 23.94 23.94 23.94 tr IHOVRF4|HOVRF4_CAVPO CAVPO
GN=CHCHD10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2546 | 2.08 2.1 12.92 3.197 1.535 trIHOVSW8IHOVSWS8_CAVPO CAVPO
GN=KIAA1468 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2547 | 2.08 2.1 7.941 6.176 3.235 tr [HOVSX8IHOVSX8_CAVPO CAVPO
porcellus GN=CD2BP2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2548 | 2.08 2.09 | 6.342 3.687 1.917 tr IHOW5D6 | HOW5D6_CAVPO CAVPO
porcellus GN=RSBN1L PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2549 | 2.08 2.09 | 6.667 5.067 2.933 trIHOWAU1IHOWAU1_CAVPO CAVPO
GN=MEIS3 PE=3 SV=1
Glycylpeptide N-tetradecanoyltransferase
2550 | 2.07 297 | 2227 13.64 2.955 tr[HOV248 |HOV248_CAVPO CAVPO

(Fragment) OS=Cavia porcellus GN=NMT2




PE=3 SV=1

Uncharacterized protein OS=Cavia porcellus

2551 2.07 2.08 40 20.67 9.333 trIHOV922HOV922_CAVPO CAVPO 1
GN=C5o0rf24 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2552 | 2.07 2.09 | 18.04 5.836 3.183 tr [HOVJROIHOVJRO_CAVPO CAVPO 1
GN=HM13 PE=4 SV=1
Eukaryotic translation initiation factor 3
2553 | 2.07 2.09 | 21.56 11.93 5.046 tr IHOVK89 |HOVK89_CAVPO | subunit K OS=Cavia porcellus GN=EIF3K PE=3 | CAVPO 1
Sv=1
Uncharacterized protein (Fragment) OS=Cavia
2554 | 2.06 217 | 4.097 4.097 2.048 tr IHOUVT8IHOUVTS_CAVPO CAVPO 1
porcellus GN=MLLT1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2555 | 2.06 2.1 7.98 4.072 2.28 tr IHOUW96 |HOUW96_CAVPO CAVPO 1
porcellus GN=MEN1 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2556 | 2.06 3.3 12.5 12.5 6 trIHOUYNS | HOUYNS_CAVPO CAVPO 2
GN=Habp4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2557 | 2.06 227 | le.14 10.76 4.933 trIHOVGT2HOVGT2_CAVPO CAVPO 1
GN=EPDRI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2558 | 2.06 29.5 | 59.78 42.98 41.6 tr IHOVIV8 |HOVIV8_CAVPO CAVPO 29
porcellus GN=HNRNPA3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2559 | 2.06 2.07 | 4.944 2.097 1.423 tr IHOVMQ3 IHOVMQ3_CAVPO CAVPO 1
GN=RPTOR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2560 | 2.06 244 | 5.364 1.756 0.6502 trIHOVND7 |IHOVND7_CAVPO CAVPO 2
porcellus GN=LAMA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2561 | 2.06 215 | 25.85 21.61 10.59 trIHOWD78 |HOWD78_CAVPO CAVPO 1
PE=4 SV=1
DNA mismatch repair protein MSH6
2562 | 2.05 2.06 | 6.204 1.846 0.8863 tr IHOUV201 HOUV20_CAVPO CAVPO 1
OS=Cavia porcellus GN=MSH6 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2563 | 2.05 3.66 | 12.98 4.606 2.68 trIHOV152 1 HOV152_CAVPO CAVPO 3

GN=PPFIA3 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2564 | 2.05 2.05 | 5.893 2.143 2.143 tr|HOV154 1 HOV154_CAVPO CAVPO
GN=TDRKH PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2565 | 2.05 213 | 12.66 6.846 3.112 trIHOVP191HOVP19_CAVPO CAVPO
porcellus GN=STK39 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2566 | 2.05 2.06 | 32.63 23.16 12.63 tr IHOWCS2 |[HOWCS2_CAVPO CAVPO
GN=Sumo2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2567 | 2.04 3.32 | 6.076 1.83 1.245 tr IHOUWS50 1 HOUW50_CAVPO CAVPO
GN=BRD4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2568 | 2.04 221 | 19.52 8.571 8.571 tr IHOUWG3 IHOUWG3_CAVPO CAVPO
GN=POLR2E PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2569 | 2.04 2.05 | 8.685 3.474 3.474 tr [HOUXR?7 |HOUXR7_CAVPO CAVPO
GN=INPP1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2570 2.04 2.05 | 4.183 2471 2471 trIHOV4R0IHOV4R0_CAVPO CAVPO
porcellus GN=PNKP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2571 | 2.04 2.52 | 8.045 1.727 0.5055 tr IHOVB25IHOVB25_CAVPO CAVPO
porcellus GN=ATRX PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2572 | 2.04 6.06 | 18.92 17.84 17.84 trIHOVCA7 I HOVCA7_CAVPO CAVPO
porcellus GN=CBX1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2573 | 2.04 204 | 17.34 11.56 11.56 trIHOVFU8 |HOVFUS_CAVPO CAVPO
GN=GCSH PE=3 SV=1
Elongation factor Ts (Fragment) OS=Cavia
2574 | 2.04 2.05 | 10.89 5.611 5.611 trIHOVHN1IHOVHN1_CAVPO CAVPO
porcellus GN=TSFM PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2575 | 2.04 2.05 | 9.649 2.193 2.193 trIHOVKT4IHOVKT4_CAVPO CAVPO
porcellus GN=EPS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2576 | 2.04 2.04 | 6.992 4.025 2.542 trIHOVLY6 |HOVLY6_CAVPO CAVPO
GN=MBOAT7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2577 | 2.04 2.05 | 1041 2.048 2.048 tr IHOVQHS8 IHOVQHS8_CAVPO CAVPO

porcellus GN=PLBD2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2578 | 2.04 2.05 | 13.44 4.743 4.743 trIHOVSC4 | HOVSC4_CAVPO CAVPO
GN=FGFR10P2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2579 | 2.04 2.05 | 3.463 3.463 1.385 trIHOVU91 1 HOVU91_CAVPO CAVPO
porcellus GN=INPP4B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2580 | 2.04 22 | 1233 9.692 5.286 tr IHOVWH5 IHOVWH5_CAVPO CAVPO
porcellus GN=ANKRD33B PE=4 S5V=1
Cytosine-specific methyltransferase OS=Cavia
2581 | 2.04 2.07 | 5.649 0.9932 0.6828 trIHOW7Q9 | HOW7Q9_CAVPO CAVPO
porcellus GN=DNMT1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2582 | 2.03 2.03 | 20.71 8.571 8.571 trIHOUUV9IHOUUV9_CAVPO CAVPO
GN=CCDC126 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2583 | 2.03 204 | 727 1.646 1.646 trIHOVHU6 I HOVHU6_CAVPO CAVPO
GN=TBK1 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2584 | 2.03 2.03 | 34.33 26.12 26.12 trIHOVLJOIHOVL]JO_CAVPO CAVPO
porcellus GN=PFDN4 PE=4 SV=1
Dystrobrevin OS=Cavia porcellus GN=DTNA
2585 | 2.03 2.05 | 7.537 1.884 1.884 trIHOVLL6 IHOVLL6_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2586 | 2.03 218 | 13.77 8.945 6.798 tr IHOVMO09 |HOVMO09_CAVPO CAVPO
porcellus GN=SGPL1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2587 | 2.03 221 | 1347 8.632 5.684 tr IHOVSK3|HOVSK3_CAVPO CAVPO
GN=SPTLC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2588 | 2.03 2.03 | 13.79 8.966 8.966 trIHOVSU41HOVSU4_CAVPO CAVPO
GN=TOMM20 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2589 | 2.03 2.09 | 6.531 5.102 3.061 trIHOVVP8 |IHOVVP8_CAVPO CAVPO
porcellus GN=KCNA3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2590 | 2.03 2.04 | 9.477 3.268 3.268 tr IHOW265 1 HOW265_CAVPO CAVPO
porcellus GN=CTSZ PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2591 | 2.03 2.04 | 17.19 4.688 4.688 tr IHOW4R5 | HOW4R5_CAVPO CAVPO

porcellus GN=CAS8 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2592 | 2.03 213 | 7.324 5.634 2.817 tr [HOWCR1 |HOWCR1_CAVPO CAVPO
GN=IMPAD1 PE=4 SV=1
Green-sensitive opsin (Fragment) O5=Cavia
2593 | 2.03 2.03 | 10.62 6.227 6.227 tr10354771035477_CAVPO CAVPO
porcellus PE=2 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2594 | 2.02 252 | 7.759 5.345 2.759 tr IHOUZS1I|HOUZS1_CAVPO CAVPO
porcellus GN=YTHDF3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2595 | 2.02 2.03 | 23.61 5.093 5.093 trIHOV4R11HOV4R1_CAVPO CAVPO
GN=CNPY4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2596 | 2.02 202 | 16.74 8.372 8.372 tr IHOV5Q21HOV5Q2_CAVPO CAVPO
porcellus GN=SCN2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2597 | 2.02 2.02 | 10.74 3.306 3.306 tr IHOV829 |HOV829_CAVPO CAVPO
GN=AGPATS5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2598 | 2.02 2.02 | 8.251 4.29 4.29 tr IHOV8E1IHOV8E1_CAVPO CAVPO
porcellus GN=YIF1B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2599 | 2.02 2.03 | 8.841 2.161 2.161 trIHOVA231HOVA23_CAVPO CAVPO
porcellus GN=ARSA PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2600 | 2.02 2.04 | 18.64 7.91 7.91 trIHOVD27 IHOVD27_CAVPO CAVPO
GN=CUTA PE~4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2601 | 2.02 2.03 | 2455 12.73 12.73 trIHOVDL5 | HOVDL5_CAVPO CAVPO
GN=SRP14 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2602 | 2.02 2.03 | 6.144 2.331 2.331 trIHOVK74|HOVK74_CAVPO CAVPO
GN=PRCC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2603 | 2.02 2.35 | 11.07 6.086 3.596 trIHOVL16/HOVL16_CAVPO CAVPO
porcellus GN=APLP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2604 | 2.02 2.02 | 1553 7.767 7.767 trlHOVQ301HOVQ30_CAVPO CAVPO
porcellus GN=LSM7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2605 | 2.02 2.03 | 9.375 2.539 2.539 tr IHOVQ361HOVQ36_CAVPO CAVPO

porcellus GN=PODXL PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

2606 | 2.02 2.03 | 8.088 8.088 8.088 trIHOVRN6 |HOVRN6_CAVPO CAVPO
porcellus GN=Fau PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2607 | 2.02 2.02 | 2297 7.432 7.432 trIHOVZC2I1HOVZC2_CAVPO CAVPO
GN=Rpl27a PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2608 | 2.02 215 | 10.63 10.63 10.63 trIHOW6U9 |HOW6U9_CAVPO CAVPO
GN=AP1S2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2609 | 2.02 2.02 | 5.191 1.679 1.679 trIHOW7E3 |HOW7E3_CAVPO CAVPO
porcellus GN=NUP85 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2610 | 2.02 2.03 | 6.278 3.587 3.587 tr IHOW7S7 |[HOW7S7_CAVPO CAVPO
GN=Sigmarl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2611 2.01 201 | 7.325 1.704 1.704 trIHOUVL2IHOUVL2_CAVPO CAVPO
porcellus GN=FNBP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2612 | 2.01 6.59 | 12.05 9.178 9.178 tr IHOUXPO |HOUXPO_CAVPO CAVPO
GN=FAM98A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2613 | 2.01 2.01 25 12.88 12.88 tr [HOUXX5 HOUXX5_CAVPO CAVPO
porcellus GN=HYPK PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2614 | 2.01 212 | 6.096 4.064 2.322 tr [HOUZQ4 1 HOUZQ4_CAVPO CAVPO
porcellus GN=5p3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2615 | 2.01 2.02 | 4.645 3.005 3.005 trlHOVOQ3 1 HOV0Q3_CAVPO CAVPO
porcellus GN=GTF2A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2616 | 2.01 2.01 | 5371 2.054 2.054 trIHOVO0S0 | HOV0S0_CAVPO CAVPO
GN=CLPX PE=4 5V=1
Annexin (Fragment) OS=Cavia porcellus
2617 | 2.01 2.02 | 9.034 4.673 4.673 trIHOV9E1 IHOV9E1_CAVPO CAVPO
GN=ANXA4 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2618 | 2.01 2.01 | 14.94 5.364 5.364 tr IHOV9I0 | HOV9I0_CAVPO CAVPO
porcellus GN=MRPL28 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2619 | 2.01 2.02 | 1591 9.091 9.091 tr IHOVII8 IHOV9IS_CAVPO CAVPO

GN=FABP4 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2620 | 2.01 2.02 | 3.834 2.738 1.205 trIHOVB33IHOVB33_CAVPO CAVPO
porcellus GN=RASA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2621 | 2.01 201 | 5714 3.117 3.117 trIHOVB97IHOVB97_CAVPO CAVPO
GN=LIMS1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2622 | 2.01 2.02 | 6.267 2.4 2.4 tr[HOVCS6 | HOVCS6_CAVPO CAVPO
porcellus GN=TCEB3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2623 2.01 2.02 | 11.01 7.048 7.048 trIHOVEN2 I HOVEN2_CAVPO CAVPO
porcellus GN=NCCRP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2624 | 2.01 2.02 | 14.39 6.439 6.439 tr IHOVF48 | HOVF48_CAVPO CAVPO
GN=C12o0rf5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2625 | 2.01 2.01 7.65 6.557 6.557 tr IHOW5K7 IHOW5K7_CAVPO CAVPO
GN=JAGN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2626 | 2.01 2.02 | 9.117 3.989 3.989 tr IHOW753 | HOW753_CAVPO CAVPO
GN=NECABI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2627 | 2.01 2.14 | 16.56 5.664 3.486 tr IHOWAP8 |HOWAP8_CAVPO CAVPO
GN=SON PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2628 | 2.01 218 | 22.63 12.11 6.842 tr [IHOWB83 | HOWB83_CAVPO CAVPO
porcellus GN=Dnall PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2629 | 2.01 201 | 13.14 13.14 13.14 tr [HOWDO05 | HOWD05_CAVPO CAVPO
GN=AGPAT1 PE=4 5V=1
Cytochrome b OS=Cavia porcellus GN=cytb
2630 | 2.01 2.01 | 5.013 2.375 2.375 tr IQ9TEF91Q9TEF9_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2631 2 2 5.43 5.43 5.43 trIHOUTS1 IHOUTS1_CAVPO CAVPO
porcellus GN=SYNGR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2632 2 2 2.033 2.033 2.033 tr[HOUU74 I HOUU74_CAVPO CAVPO
GN=PRAME PE=4 SV=1
Inosine triphosphate pyrophosphatase
2633 2 2 13.13 8.586 8.586 trIHOUVVOIHOUVVO0_CAVPO CAVPO

OS=Cavia porcellus GN=ITPA PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2634 2 25.88 14.12 14.12 trIHOUW09 |HOUW09_CAVPO CAVPO
GN=MANBAL PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2635 2 2.23 2.23 2.23 tr[HOUWB9 |HOUWB9_CAVPO CAVPO
porcellus GN=SLC2A12 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2636 2 3.036 1.469 1.469 tr IHOUX28 |HOUX28_CAVPO CAVPO
GN=MPRIP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2637 2 2.817 1.921 1.921 tr IHOUXNOIHOUXNO_CAVPO CAVPO
GN=E4F1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2638 2 5.342 3.205 3.205 tr IHOUY76 |[HOUY76_CAVPO CAVPO
porcellus GN=FAM63B PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2639 2 3.896 3.896 3.896 tr IHOUY88 | HOUY88_CAVPO CAVPO
porcellus GN=TMED1 PE=3 SV=1
Protein yippee-like (Fragment) OS=Cavia
2640 2 9.917 9.917 9.917 tr IHOUZI9 ITHOUZI9_CAVPO CAVPO
porcellus GN=YPEL5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2641 2 3.249 3.249 3.249 tr IHOVO0S2 THOV0S2_CAVPO CAVPO
GN=TRIM14 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2642 421 10 10 7.2 tr IHOVOU1I1HOVOU1_CAVPO CAVPO
GN=0OTX2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2643 2 12.42 12.42 12.42 trIHOVOU2 I HOVOU2_CAVPO CAVPO
GN=NHP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2644 2 12 12 12 trIHOV1511HOV151_CAVPO CAVPO
GN=RBM3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2645 201 | 1142 4.152 4.152 trIHOV1C1IHOV1C1_CAVPO CAVPO
GN=ATPAF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2646 2 9.677 9.677 9.677 trIHOV298 |HOV298_CAVPO CAVPO
GN=TMEM254 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2647 2 11.22 11.22 11.22 tr IHOV2BOIHOV2B0_CAVPO CAVPO

GN=RNASEK PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

2648 2 4.154 4.154 4.154 tr IHOV2M9 |HOV2M9_CAVPO CAVPO 1
GN=RRH PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2649 202 | 995 6.468 6.468 trIHOV2UO I HOV2UO_CAVPO CAVPO 1
GN=FXN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2650 4.06 | 108 5.634 5.634 tr|HOV4S4 | HOV4S4_CAVPO CAVPO 2
GN=ACTL6B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2651 2 25.86 25.86 25.86 tr IHOV555 I HOV555_CAVPO CAVPO 1
GN=USMGS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2652 2.01 | 2.585 1.497 1.497 trIHOV624 1 HOV624_CAVPO CAVPO 1
GN=PNISR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2653 105 | 53.8 46.2 46.2 trIHOV6D2 1 HOV6D2_CAVPO CAVPO 14
GN=Rps27a PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2654 2 3.869 2.227 1.641 trIHOV6N6 |HOV6N6_CAVPO CAVPO 1
GN=TMEM245 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2655 2 23.6 15.73 15.73 tr IHOV6VS ITHOV6VS5_CAVPO CAVPO 1
GN=COX19 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2656 2 9.655 9.655 9.655 tr IHOV6WO I HOV6WO0_CAVPO CAVPO 1
porcellus GN=C7orf50 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2657 2 7.975 7.975 7.975 trI[HOVZH8 | HOVZHS_CAVPO CAVPO 1
GN=Vkorcl PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2658 577 | 573 49.44 49.44 trIHOV8N4 | HOV8N4_CAVPO CAVPO 3
GN=DYNLL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2659 2 10.75 10.75 10.75 trIHOV9A1I1HOV9A1_CAVPO CAVPO 1
GN=SH3BGRL3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2660 2 14.39 14.39 14.39 tr IHOVOT3 |HOVIT3_CAVPO CAVPO 1
GN=CNIH4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2661 3.14 | 33.33 33.33 33.33 tr IHOVCE8 |HOVCF8_CAVPO CAVPO 3

porcellus GN=VAMP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2662 2 7.853 7.853 7.853 trIHOVCP2|HOVCP2_CAVPO CAVPO
GN=NTPCR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2663 2.01 | 7.527 5.018 5.018 trIHOVDO08 |HOVD08_CAVPO CAVPO
porcellus GN=RFC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2664 2.01 | 4723 1.629 1.629 trIHOVDT11HOVDT1_CAVPO CAVPO
GN=CRTC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2665 2.03 | 8.032 4.819 4.819 trIHOVDY4IHOVDY4_CAVPO CAVPO
porcellus GN=Cd63 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2666 2 2.376 2.376 2.376 trIHOVEI1 IHOVEI1_CAVPO CAVPO
GN=NRF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2667 2 6.011 6.011 6.011 trIHOVER5 | HOVER5_CAVPO CAVPO
GN=GNPNAT1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2668 2 2.506 2.506 2.506 trIHOVF14 | HOVF14_CAVPO CAVPO
porcellus GN=ENTPD5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2669 2.03 | 6422 2.752 2.752 tr IHOVFJ7 IHOVE]7_CAVPO CAVPO
GN=SPATS2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2670 2.04 | 2.652 1.641 1.641 tr IHOVG98 |HOVG98_CAVPO CAVPO
porcellus GN=KIFAP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2671 2 3.903 2.23 2.23 trIHOVHY3 1 HOVHY3_CAVPO CAVPO
GN=CWF19L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2672 2 12.07 5.46 5.46 tr IHOVIIS |HOVIIS_CAVPO CAVPO
GN=NFYA PE=4 SV=1
Palmitoyltransferase OS=Cavia porcellus
2673 2 3.019 3.019 3.019 trI[HOVKC3 |HOVKC3_CAVPO CAVPO
GN=ZDHHC21 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2674 2 4.79 4.79 4.79 trIHOVM12 | HOVM12_CAVPO CAVPO
porcellus GN=SDHC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2675 2 4.333 4.333 4.333 tr IHOVP351HOVP35_CAVPO CAVPO

porcellus GN=OTUD6B PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2676 2 14.06 14.06 14.06 trIHOVPC5 HOVPC5_CAVPO CAVPO 1
GN=NDUFB6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2677 2.01 | 4971 2.924 2.924 tr|[HOVPEO |HOVPEO_CAVPO CAVPO 1
GN=TUSC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2678 2 4.255 4.255 4.255 trIHOVPE5 |HOVPE5_CAVPO CAVPO 1
GN=TMCO1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2679 2 16.05 16.05 16.05 tr IHOVQC3 I HOVQC3_CAVPO CAVPO 1
GN=COX7A1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2680 2 14.47 7.895 7.895 tr IHOVQQS5 IHOVQQ5_CAVPO CAVPO 1
GN=OARD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2681 13 48.19 47.15 47.15 trIHOVRA2IHOVRA2_CAVPO CAVPO 10
GN=RHOC PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2682 2 3.141 3.141 3.141 trIHOVRL2 |HOVRL2_CAVPO CAVPO 1
GN=SH3BP5L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2683 2 5.495 5.495 5.495 tr IHOVT54  HOVT54_CAVPO CAVPO 1
porcellus GN=ZBTB8OS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2684 2.01 | 10.03 3.762 3.762 trIHOVTA9IHOVTA9_CAVPO CAVPO 1
porcellus GN=C6orf136 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2685 2 4.598 4.598 4.598 trIHOVTS8 IHOVTS8_CAVPO CAVPO 1
GN=ENOPHI1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2686 2 22.37 13.16 13.16 trIHOVW34 I HOVW34_CAVPO CAVPO 2
GN=NDUFC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2687 2 7.965 7.965 7.965 tr IHOVX65 I HOVX65_CAVPO CAVPO 1
GN=RNF7 PE=4 SV=1
Peptidyl-prolyl cis-trans isomerase OS=Cavia
2688 2 12.04 12.04 12.04 tr IHOVXJOIHOVXJO_CAVPO CAVPO 1
porcellus GN=FKBP1B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2689 2 2391 23.91 23.91 trIHOVZA3IHOVZA3_CAVPO CAVPO 3

GN=DPM3 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2690 2 5.699 5.699 5.699 trIHOVZC7 IHOVZC7_CAVPO CAVPO
porcellus GN=WIBG PE=4 SV=1
Protein tweety homolog OS=Cavia porcellus
2691 2 2.882 2.882 2.882 trIHOVZP8 | HOVZP8_CAVPO CAVPO
GN=TTYH1 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2692 2 4.286 4.286 4.286 tr [HOWOI5 |HOWO0I5_CAVPO CAVPO
porcellus GN=EVL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2693 2 2.57 2.57 2.57 tr [ HOW1C9IHOW1C9_CAVPO CAVPO
GN=DMAP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2694 2.02 | 21.92 12.33 12.33 tr IHOW1K9 |HOW1K9_CAVPO CAVPO
porcellus GN=NDUFS7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2695 2 8.824 4.202 4.202 tr IHOW1T3 I HOW1T3_CAVPO CAVPO
GN=Bcl2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2696 2 19.57 19.57 19.57 tr IHOW255 1 HOW255_CAVPO CAVPO
GN=RPL37A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2697 411 | 224 22.4 22.4 tr IHOW268 | HOW268_CAVPO CAVPO
GN=Map1llc3b PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2698 2.1 18.97 10.92 4.023 tr IHOW2Q7 |HOW2Q7_CAVPO CAVPO
GN=TPRKB PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2699 2 27.91 27.91 27.91 trIHOW2V7IHOW2V7_CAVPO CAVPO
GN=NDUFA3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2700 2.53 21 13.5 10.5 trIHOW3H4 1 HOW3H4_CAVPO CAVPO
GN=LOC100726016 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2701 2.01 | 1813 18.13 18.13 tr [HOW4C51HOW4C5_CAVPO CAVPO
GN=TXN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2702 2 4.783 4.783 4.783 tr IHOW5L6 IHOW5L6_CAVPO CAVPO
porcellus GN=SCAMP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2703 2 8.553 8.553 8.553 tr IHOW5P1 I HOW5P1_CAVPO CAVPO

GN=PLP2 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2704 2 6.593 2.747 2.747 tr|HOW6B7 IHOW6B7_CAVPO CAVPO
GN=55BP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2705 2 52.78 52.78 52.78 trIHOW6V6 IHOW6V6_CAVPO CAVPO
GN=MARCKS PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2706 2 9.059 4.878 4.878 tr IHOW7CO I HOW7C0_CAVPO CAVPO
GN=PHYHD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2707 2 3.863 3.863 3.863 tr IHOW7N2 IHOW7N2_CAVPO CAVPO
GN=BCL2L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2708 2 7.746 7.746 7.746 trIHOWSR8 | HOW8R8_CAVPO CAVPO
GN=TXNL4A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2709 2.03 | 36.51 25.4 25.4 tr IHOW9D8 | HOW9D8_CAVPO CAVPO
GN=COX17 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2710 2 9.924 9.924 9.924 tr I HOW9K4 |HOW9K4_CAVPO CAVPO
porcellus GN=LEPROTL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2711 2 1.518 1.518 1.518 tr IHOWAJ5 I HOWAJ5_CAVPO CAVPO
GN=PDP1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2712 201 | 7123 4.843 3.134 trIHOWAV2IHOWAV2_CAVPO CAVPO
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2713 2 12.02 12.02 12.02 tr[HOWB32 I HOWB32_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2714 201 | 5.777 1.513 1.513 trIHOWB76 [ HOWB76_CAVPO CAVPO
GN=PLOD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2715 2 6.599 6.599 6.599 tr IHOWCNOIHOWCNO_CAVPO CAVPO
GN=C11orf73 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2716 2 8.054 8.054 8.054 tr [ HOWCP2 |HOWCP2_CAVPO CAVPO
GN=OSTC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2717 2 8.667 8.667 8.667 tr IHOWDW3 | HOWDW3_CAVPO CAVPO

porcellus GN=MCFD2 PE=4 S5V=1




Succinate dehydrogenase complex subunit A

2718 2 224 | 46.17 38.69 30.29 trQOQF16 1 Q0QF16_CAVPO (Fragment) OS=Cavia porcellus GN=SDHA CAVPO 13
PE=2 SV=1
Protein gene product 9.5 (Fragment) OS=Cavia
2719 2 15.8 | 60.77 60.22 50.83 tr 1 Q80XX51Q80XX5_CAVPO CAVPO 12
porcellus PE=2 SV=1
NADH-ubiquinone oxidoreductase chain 3
2720 2 2 13.04 13.04 13.04 trIQ9TEG4 | QI9TEG4_CAVPO (Fragment) OS=Cavia porcellus GN=NADH3 | CAVPO 1
PE=3 SV=1
Cytochrome c oxidase subunit 3 (Fragment)
2721 2 2 3.448 3.448 3.448 trlQITEG5 |Q9TEG5_CAVPO CAVPO 1
OS=Cavia porcellus GN=COIII PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2722 1.98 2.07 | 8.918 2.778 1.754 trlHOV5F1 1HOV5F1_CAVPO CAVPO 1
GN=EXOC?7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2723 | 1.97 2.02 | 8.464 3.135 3.135 tr IHOV3EO IHOV3EO_CAVPO CAVPO 1
GN=COQ9 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2724 | 197 2.01 | 5573 3.406 3.406 tr IHOV8X5 I HOV8X5_CAVPO CAVPO 1
porcellus GN=BABAM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2725 | 1.97 6.95 | 24.02 15.23 5.859 tr IHOV]JS51HOV]S5_CAVPO CAVPO 3
GN=LYN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2726 | 1.97 2.06 | 15.69 10.04 1.883 tr IHOVTI4 | HOVTI4_CAVPO CAVPO 1
GN=AKT3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2727 | 197 2.02 | 3.182 0.7486 0.7486 trIHOW041 1 HOW041_CAVPO CAVPO 1
GN=AHDC1 PE=4 SV=1
Ubiquitin-related modifier 1 OS=Cavia
2728 | 1.96 2 14.85 14.85 14.85 trIHOV3G5I1HOV3G5_CAVPO CAVPO 1
porcellus GN=URM1 PE=1 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2729 | 1.96 2 1.488 1.488 1.488 tr IHOVI62 | HOVI62_CAVPO CAVPO 1
porcellus GN=COLEC12 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2730 | 1.96 228 | 11.34 4.193 3.416 tr IHOVT97 IHOVT97_CAVPO CAVPO 2

porcellus GN=WDR70 PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

2731 1.96 216 | 8.199 3.297 2.367 tr IHOVTX6 |HOVTX6_CAVPO CAVPO
GN=Gtf2all PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2732 | 1.96 2 4.197 1.825 1.825 trIHOWO011 1 HOW011_CAVPO CAVPO
GN=GPR108 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2733 | 1.95 2.04 | 4.466 1.326 1.326 tr[HOV5151HOV515_CAVPO CAVPO
porcellus GN=RSF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2734 1.95 2.07 | 17.09 14.55 6.909 tr [ HOW4X6 | HOW4X6_CAVPO CAVPO
GN=ROGDI PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2735 | 1.94 213 | 7.269 7.269 5.305 trIHOV682 IHOV682_CAVPO CAVPO
GN=MEF2D PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2736 | 1.93 2.08 | 5.948 4.833 4.833 trIHOUT23 1 HOUT23_CAVPO CAVPO
GN=NAPRT1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2737 | 1.93 2.01 | 10.04 6.024 6.024 tr[HOUTC8 I HOUTC8_CAVPO CAVPO
GN=TSPAN7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2738 | 1.93 2.09 | 6.566 4.377 4.377 tr|HOVB64 | HOVB64_CAVPO CAVPO
porcellus GN=SNX9 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2739 | 1.93 2.01 | 39.6 16.83 16.83 tr IHOVI67 |HOVI67_CAVPO CAVPO
porcellus GN=ENY2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2740 | 1.92 4.06 | 8.866 8.866 4.824 trIHOUYH6 | HOUYH6_CAVPO CAVPO
GN=SEC23B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2741 1.92 2 8.276 8.276 8.276 trIHOVOR11HOVI9R1_CAVPO CAVPO
porcellus GN=LAGE3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2742 | 1.92 2 5.655 3.571 3.571 trIHOVAF9 |HOVAF9_CAVPO CAVPO
GN=PHYH PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2743 | 1.92 2 7.205 4.899 4.899 tr IHOVJT5 THOV]JT5_CAVPO CAVPO
GN=HMG20A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2744 | 1.92 2 8.333 8.333 8.333 tr[HOVLB7 IHOVLB7_CAVPO CAVPO

porcellus GN=REEP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2745 | 1.92 6.22 | 29.44 18.57 6.897 tr IHOVMW3 |HOVMW3_CAVPO CAVPO 3
GN=GNA13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2746 | 1.92 2.07 | 19.05 11.43 11.43 tr [HOWOT2 |THOWO0T2_CAVPO CAVPO 2
GN=EMCS8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2747 | 191 3.93 | 3248 18.47 10.19 trIHOVOE2 |[HOVOE2_CAVPO CAVPO 2
porcellus GN=ARGLU1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2748 1.91 249 | 19.51 17.85 13.82 trIHOV645 | HOV645_CAVPO CAVPO 14
porcellus GN=ATP2B4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2749 1.91 1.98 6 2.2 2.2 trIHOWBE1 IHOWBE1_CAVPO CAVPO 1
GN=LOC100715321 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2750 1.9 2.05 | 11.66 8.282 4.908 tr IHOVKSO0 | HOVKS0_CAVPO CAVPO 1
porcellus GN=USF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2751 1.9 2.08 | 8.318 6.691 6.691 tr IHOVQI1IHOVQI1_CAVPO CAVPO 4
GN=GNS PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2752 | 1.89 199 | 5514 3.759 3.759 trIHOVEY3 I HOVEY3_CAVPO CAVPO 1
GN=DAP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2753 | 1.88 1.99 | 3.563 1.448 1.448 tr IHOVE90 I HOVE90_CAVPO CAVPO 1
GN=EPS15 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2754 | 1.88 2.08 | 9.905 8 4.381 trIHOVPN1IHOVPN1_CAVPO CAVPO 2
porcellus GN=RPE65 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2755 | 1.88 212 | 17.52 9.335 1.535 trIHOWO016 | HOW016_CAVPO CAVPO 1
porcellus GN=VPS51 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2756 | 1.87 197 | 27.36 14.62 9.434 tr[HOV326 |HOV326_CAVPO CAVPO 1
GN=MED20 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2757 | 1.87 1.98 | 8.554 4.684 4.684 tr IHOVB50 | HOVB50_CAVPO CAVPO 1
porcellus GN=PLEKHO2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2758 | 1.86 2.03 | 7.568 6.119 3.704 trIHOVB61 IHOVB61_CAVPO CAVPO 2

GN=GPAA1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2759 | 1.86 2.09 | 7174 4.636 1.049 tr|HOVS14 | HOVS14_CAVPO CAVPO
GN=PLXNB2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2760 | 1.86 196 | 6.197 2.778 2.778 trIHOW319 1 HOW319_CAVPO CAVPO
GN=SLC39A7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2761 1.85 2.07 | 10.55 10.55 5.275 trIHOUZJ7 THOUZJ7_CAVPO CAVPO
GN=SCPEP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2762 | 1.85 196 | 3.501 1.681 1.681 trIHOV2331HOV233_CAVPO CAVPO
GN=CAPN1 PE=4 SV=1
Protein tweety homolog OS=Cavia porcellus
2763 | 1.85 196 | 2.857 2.857 2.857 tr IHOVFI4 | HOVFI4_CAVPO CAVPO
GN=Ttyh3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2764 | 1.85 201 | 6.773 3.984 3.984 trIHOVG94 I HOVG94_CAVPO CAVPO
GN=WASF3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2765 1.85 2 12.47 6.112 6.112 trIHOVQH6 lHOVQH6_CAVPO CAVPO
porcellus GN=Pcid2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2766 | 1.85 196 | 6.552 6.552 6.552 trIHOVZ63 I HOVZ63_CAVPO CAVPO
GN=Tmx2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2767 | 1.85 196 | 41.13 8.871 8.871 tr IHOW6C3 I HOW6C3_CAVPO CAVPO
GN=LOC100729172 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2768 | 1.85 196 | 13.82 13.82 13.82 tr [HOWDI3 | HOWDI3_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2769 | 1.84 2 23.45 14.48 14.48 tr[HOUXL1 I HOUXL1_CAVPO CAVPO
GN=TRAPPC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2770 | 1.84 2.06 | 5.639 4.289 2.065 tr IHOUZKS5 |HOUZK5_CAVPO CAVPO
porcellus GN=SORBS1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2771 1.84 194 | 11.94 5.97 5.97 trIHOVBH6 |HOVBH6_CAVPO CAVPO
porcellus GN=NUBP2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2772 | 1.84 2 7.509 7.509 7.509 trIHOVVROIHOVVRO_CAVPO CAVPO

porcellus GN=QPRT PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2773 | 1.83 196 | 9.729 7.692 3.394 trIHOVH]JO I HOVH]J0_CAVPO CAVPO
GN=PRRC1 PE~=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2774 | 1.83 198 | 17.13 9.562 9.562 trIHOVZW3IHOVZW3_CAVPO CAVPO
GN=Cl11orf68 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2775 | 1.83 194 | 14.35 3.797 3.797 tr IHOW8X1 | HOW8X1_CAVPO CAVPO
GN=NHE]1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2776 | 1.82 1.98 | 5.684 4 4 tr IHOUXY7 IHOUXY7_CAVPO CAVPO
GN=GABRG2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2777 1.82 1.98 | 10.84 7.74 7.74 trIHOUYS9IHOUYS9_CAVPO CAVPO
GN=CACNG?2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2778 | 1.82 191 | 18.01 18.01 13.66 trIHOVA36 | HOVA36_CAVPO CAVPO
porcellus GN=FAM96B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2779 1.82 192 | 16.75 8.134 8.134 tr IHOWAT7 IHOWAT7_CAVPO CAVPO
GN=LOC100720044 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2780 | 1.82 192 | 10.53 10.53 10.53 tr IHOWCB1 I HOWCB1_CAVPO CAVPO
GN=CYSTM1 PE=4 SV=1
Oxysterol-binding protein OS=Cavia porcellus
2781 1.81 416 | 19.21 8.884 8.884 tr [IHOVEWO I HOV8WO0_CAVPO CAVPO
GN=0OSBPL2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2782 | 1.81 1.98 | 10.43 5.298 5.298 tr IHOVFF6 IHOVEF6_CAVPO CAVPO
GN=S5cg2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2783 1.8 1.91 9.47 6.421 2.889 trIHOUVUOIHOUVUO_CAVPO CAVPO
GN=KIAA1467 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2784 1.8 1.89 | 8.547 8.547 8.547 trIHOUW44 | HOUW44_CAVPO CAVPO
GN=POLR2] PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2785 1.8 1.89 | 6.355 4.013 4.013 tr IHOUWT5 | HOUWT5_CAVPO CAVPO
GN=GGPS1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2786 1.8 218 | 4.826 3.475 2.317 tr [HOUZ06 |HOUZ06_CAVPO CAVPO

GN=VEZF1 PE=4 SV=1




Protein kinase C epsilon type OS=Cavia

2787 1.8 44 | 13.72 7.337 4.212 trIHOVV111HOVV11_CAVPO CAVPO
porcellus GN=PRKCE PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2788 1.8 19 | 4.871 3.152 3.152 trlHOVZQ8 I HOVZQ8_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2789 1.8 1.89 | 12.93 3.155 3.155 trIHOW151 1 HOW151_CAVPO CAVPO
porcellus GN=IGLON5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2790 1.79 121 | 57.05 42.95 29.53 tr IHOVQPOIHOVQPO0_CAVPO CAVPO
GN=CALML3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2791 1.79 1.92 7.9 3.95 1.351 tr IHOVRE9 IHOVRE9_CAVPO CAVPO
GN=ARVCF PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2792 | 179 1.87 | 14.85 6.931 6.931 trIHOVRY6 |HOVRY6_CAVPO CAVPO
GN=ISOC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2793 | 1.78 1.87 | 51.85 38.89 20.37 tr IHOV106 |HOV106_CAVPO CAVPO
GN=RPS29 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2794 | 178 194 | 11.53 11.53 4.511 trIHOVAO04 I HOVA04_CAVPO CAVPO
GN=SEC62 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2795 | 1.78 1.9 | 6.901 3.125 1.563 tr IHOVC04 | HOVC04_CAVPO CAVPO
porcellus GN=PDESA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2796 | 1.78 205 | 11.14 11.14 4.106 trIHOVCF9 |HOVCF9_CAVPO CAVPO
GN=THOC6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2797 | 177 191 | 3.896 2.381 1.19 tr[HOV195IHOV195_CAVPO CAVPO
GN=EXOC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2798 | 1.77 412 | 8.893 4.53 2.349 tr [HOVKQ9 |HOVKQ9_CAVPO CAVPO
GN=PKP4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2799 | 1.77 196 | 14.12 14.12 3.435 trIHOVYG6 | HOVYG6_CAVPO CAVPO
GN=CA13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2800 | 1.76 2.88 | 18.72 6.828 3.965 trIHOV3R7 IHOV3R7_CAVPO CAVPO

GN=GABPA PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2801 1.76 19 | 27.61 12.88 7.362 trIHOV]J39 1 HOV]39_CAVPO CAVPO
GN=ARL2BP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2802 | 1.74 1.87 | 47.37 47.37 47.37 tr IHOVIO6 | HOVIO6_CAVPO CAVPO
GN=PKIA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2803 | 1.74 1.88 | 18.26 8.982 4.79 trIHOVLZ2 I HOVLZ2_CAVPO CAVPO
porcellus GN=GRHPR PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2804 | 1.74 1.82 | 4.036 1.495 1.495 tr IHOVNU2IHOVNU2_CAVPO CAVPO
GN=DYM PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2805 | 1.73 1.86 | 8.108 2.838 1.486 tr IHOUZ14 | HOUZ14_CAVPO CAVPO
porcellus GN=PAPOLA PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2806 | 1.72 1.97 | 1832 11.82 3.767 tr [HOV429 |HOV429_CAVPO CAVPO
GN=EPN2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2807 | 1.72 1.8 | 2.693 2.693 2.693 trIHOVKE4 | HOVKE4_CAVPO CAVPO
porcellus GN=SLC24A3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2808 | 1.72 8.55 | 28.84 28.84 28.84 tr IHOW6H9 ITHOW6H9_CAVPO CAVPO
GN=HIST1H1A PE=3 SV=1
60S ribosomal protein L18 (Fragment)
2809 | 1.72 1.82 | 22.87 13.83 13.83 tr IHOW843 | HOW843_CAVPO CAVPO
OS=Cavia porcellus GN=RPL18 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2810 1.7 1.8 | 2.759 2.759 2.759 tr IHOVEGO |HOVEGO_CAVPO CAVPO
porcellus GN=GLOD4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2811 1.7 1.8 | 6.587 4.192 4.192 tr IHOVKS4 | HOVKS4_CAVPO CAVPO
GN=RDH13 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2812 | 1.69 1.84 | 10.57 6.857 2.857 trIHOVAF4|HOVAF4_CAVPO CAVPO
GN=RP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2813 | 1.69 1.79 | 11.62 5.808 3.03 tr IHOVCQ9IHOVCQ9_CAVPO CAVPO
porcellus GN=C9orf41 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2814 | 1.69 2.01 | 6.289 5.464 2.371 trIHOW4M4 |[HOW4M4_CAVPO CAVPO

GN=Slc8al PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2815 | 1.68 1.79 | 12.67 1.811 1.811 tr IHOUTI1 IHOUTI1_CAVPO CAVPO
GN=HOOK3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2816 | 1.68 175 | 3.623 1.863 1.863 trIHOUYY7 I HOUYY7_CAVPO CAVPO
GN=CTDP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2817 | 1.68 1.84 | 1553 11.17 5.722 tr IHOVSM3 | HOV5M3_CAVPO CAVPO
GN=PCYT1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2818 | 1.68 1.77 | 3.969 1.639 0.9491 tr IHOVDJ2HOVD]2_CAVPO CAVPO
GN=HDACS6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2819 | 1.68 177 | 129 6.989 6.989 tr IHOW4A3 1 HOW4A3_CAVPO CAVPO
porcellus GN=MEA1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2820 | 1.68 1.78 | 4.305 2.152 2.152 tr IHOW9B1 IHOW9B1_CAVPO CAVPO
porcellus GN=SEMA7A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2821 1.67 176 | 12.97 3.956 3.956 tr IHOUXDS5 | HOUXD5_CAVPO CAVPO
GN=DDX47 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2822 | 1.67 176 | 9.717 5.668 5.668 tr IHOVIP7 IHOVIP7_CAVPO CAVPO
GN=TIMM21 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2823 | 1.67 191 | 6.781 4.82 1.062 trIHOVZ04 1 HOVZ04_CAVPO CAVPO
GN=PPP1R9B PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2824 | 1.66 1.84 5 4.327 3.462 trIHOUUN3 | HOUUN3_CAVPO CAVPO
GN=IPO9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2825 | 1.66 1.82 | 12.83 7.965 4.867 trIHOVLM2 | HOVLM2_CAVPO CAVPO
GN=llk PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2826 | 1.66 1.76 | 9.333 3.238 3.238 trIHOVR411HOVR41_CAVPO CAVPO
GN=FBXO7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2827 | 1.66 1.76 | 15.66 15.66 8.434 trIHOVRN7 |IHOVRN7_CAVPO CAVPO
GN=MRPL49 PE=4 SV=1
Proteasome assembly chaperone 2 OS=Cavia
2828 | 1.66 174 | 4494 4.494 4.494 trIHOVV44|HOVV44_CAVPO CAVPO

porcellus GN=PSMG2 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2829 | 1.66 1.74 | 5338 5.338 5.338 trIHOVV491HOVV49_CAVPO CAVPO
GN=WBSCR22 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2830 | 1.65 1.81 | 8.087 6.065 4.51 trIHOV2U3 1 HOV2U3_CAVPO CAVPO
porcellus GN=CAPN5 PE=4 SV=1
Phosphatidylinositol 3-kinase OS=Cavia
2831 1.65 1.78 | 7.494 2.685 1.342 tr[HOV305IHOV305_CAVPO CAVPO
porcellus GN=PIK3C3 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2832 | 1.65 1.76 | 6.567 4.925 2.985 trIHOVHH6 |HOVHH6_CAVPO CAVPO
porcellus GN=ABCB7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2833 | 1.65 1.74 | 7.895 4.386 4.386 tr IHOVQX0 I HOVQX0_CAVPO CAVPO
GN=CCDC97 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2834 | 1.65 1.75 | 11.22 6.341 6.341 trIHOWAMS5 | HOWAMS5_CAVPO CAVPO
porcellus GN=RBFOX2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2835 | 1.64 1.75 | 14.76 7.619 2.381 trIHOUXEO IHOUXEO_CAVPO CAVPO
GN=RBM22 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2836 | 1.64 1.78 | 10.81 7.143 1.832 trIHOV1K8 IHOV1K8_CAVPO CAVPO
GN=ELP3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2837 | 1.64 1.75 | 1.655 0.5079 0.1966 tr [HOV266 1 HOV266_CAVPO CAVPO
porcellus GN=GPR98 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2838 | 1.64 1.81 | 3.122 2.153 1.292 trIHOV6N3 | HOV6N3_CAVPO CAVPO
GN=PIGN PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2839 | 1.64 1.82 | 1.683 0.6731 0.3846 trIHOVPW41HOVPW4_CAVPO CAVPO
GN=RALGAPA1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2840 | 1.63 1.73 | 3477 1.987 1.987 tr IHOV8J8 | HOVSJ8_CAVPO CAVPO
porcellus GN=LRRFIP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2841 1.63 1.71 | 2047 5.848 5.848 trIHOVN21HOVN21_CAVPO CAVPO
porcellus GN=SPRYD7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2842 | 1.62 3.61 | 8.987 5.163 5.163 tr IHOVI87 |HOVI87_CAVPO CAVPO

porcellus GN=TXNRD2 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2843 | 1.62 179 | 16.88 5.928 3.866 tr IHOWOH3 |IHOWO0H3_CAVPO CAVPO
GN=CULI1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2844 | 1.62 172 | 5534 4.743 4.743 trIHOW3V2IHOW3V2_CAVPO CAVPO
porcellus GN=TMUB1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2845 | 1.61 1.88 | 23.44 18.1 4.748 tr [HOUWI9 |THOUWI9_CAVPO CAVPO
GN=ABHD6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2846 | 1.61 3.83 | 25.35 18.78 12.68 trIHOVHL4 | HOVHL4_CAVPO CAVPO
GN=RAB39B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2847 1.6 1.7 | 2913 0.9015 0.9015 tr IHOUVH5IHOUVH5_CAVPO CAVPO
GN=NCOA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2848 1.6 1.88 | 275 20.83 5.417 tr|HOV2B4|HOV2B4_CAVPO CAVPO
GN=GSTT1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2849 1.6 1.78 | 9.747 5.316 4.304 tr IHOV2C9IHOV2C9_CAVPO CAVPO
porcellus GN=AGAP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2850 1.6 175 | 5.33 3.303 1.652 tr IHOV6K7 IHOV6K7_CAVPO CAVPO
GN=IKBKAP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2851 1.6 1.7 | 20.29 10.14 10.14 tr[HOVRH7 |[HOVRH7_CAVPO CAVPO
GN=GOLT1B PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2852 1.6 1.68 | 2.302 2.302 2.302 tr IHOVSP7 IHOVSP7_CAVPO CAVPO
porcellus GN=5P4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2853 1.6 172 | 11.72 2.241 2.241 trIHOVID7 |THOVTD7_CAVPO CAVPO
GN=NELFB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2854 1.6 173 | 4732 2.681 1.42 tr IHOVU96 | HOVU96_CAVPO CAVPO
GN=KLHL22 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2855 | 1.59 1.69 | 5.045 1.141 0.7207 tr[HOVOHS5 |HOVOH5_CAVPO CAVPO
porcellus GN=Ankrd26 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2856 | 1.59 1.68 | 2.128 2.128 2.128 trIHOV8K1 IHOV8K1_CAVPO CAVPO

GN=DAXX PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

2857 | 1.59 174 | 4332 4.332 4.332 tr IHOW643 |HOW643_CAVPO CAVPO
porcellus GN=C200rf112 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2858 | 1.59 171 | 6.988 4.337 2.41 trIHOWCZ4 | HOWCZ4_CAVPO CAVPO
GN=CSNK1G2 PE=3 SV=1
DNA ligase OS=Cavia porcellus GN=LIG3
2859 | 1.58 176 | 825 4.771 1.193 trIHOVMT6 | HOVMT6_CAVPO CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2860 | 1.57 1.66 | 5.512 5.512 5.512 tr IHOUU18 | HOUU18_CAVPO CAVPO
GN=ETHE1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2861 1.57 1.65 | 7.194 1.871 1.871 tr [ HOUZF7 IHOUZF7_CAVPO CAVPO
GN=NUFIP2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2862 | 1.57 1.65 | 2.628 1.445 1.445 trIHOV7H6 |HOV7H6_CAVPO CAVPO
porcellus GN=LOC100729034 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2863 | 1.57 6.6 | 3257 21.56 21.56 tr IHOVQQ4 1 HOVQQ4_CAVPO CAVPO
GN=RAB4A PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2864 | 1.57 176 | 7.468 5.519 3.571 tr IHOVYF3IHOVYE3_CAVPO CAVPO
GN=RTFDC1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2865 | 1.57 164 | 9.79 7.692 7.692 tr IHOW2M3 IHOW2M3_CAVPO CAVPO
porcellus GN=Rps23 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2866 | 1.57 1.64 | 7.258 7.258 7.258 tr IHOW8QO0 | HOW8QO_CAVPO CAVPO
porcellus GN=FDX1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2867 | 1.55 1.69 | 19.77 13.95 5.426 tr[HOV061 IHOV061_CAVPO CAVPO
GN=SNAP29 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2868 | 1.55 1.72 | 16.98 10.61 2918 trIHOV3YOIHOV3Y0_CAVPO CAVPO
GN=Nckl1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2869 | 1.54 1.62 | 4.633 4.633 4.633 trIHOVOES IHOVOES_CAVPO CAVPO
porcellus GN=SCD5 PE=3 S5V=1
Alanine--tRNA ligase, cytoplasmic OS=Cavia
2870 | 1.54 1.63 | 3.046 1.32 1.32 tr IHOVF52 | HOVE52_CAVPO CAVPO

porcellus GN=AARS2 PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

2871 1.54 1.63 | 4247 42.47 42.47 trIHOW113 1 HOW113_CAVPO CAVPO
GN=HOPX PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2872 | 153 1.7 | 9.873 9.873 1.592 trIHOVP151HOVP15_CAVPO CAVPO
GN=BCAM PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2873 | 1.52 1.69 | 8761 8.761 6.344 tr|[HOUUF1 IHOUUF1_CAVPO CAVPO
porcellus GN=RABGGTB PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2874 | 1.52 1.65 | 12.71 12.71 9.322 tr IHOUVY3IHOUVY3_CAVPO CAVPO
GN=YIPF6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2875 | 1.52 1.6 18.52 18.52 12.96 tr IHOUW76 | HOUW76_CAVPO CAVPO
porcellus GN=SH3BGRL2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2876 | 1.52 171 | 9.171 2.099 1.105 tr IHOVOHS5 |HOVIH5_CAVPO CAVPO
GN=CNTROB PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2877 | 1.52 1.6 | 4.933 4.933 4.933 tr IHOVYU9 IHOVYU9_CAVPO CAVPO
GN=NTMT1 PE=4 SV=1
Parvalbumin alpha OS=Cavia porcellus
2878 | 1.52 1.66 | 33.64 20 20 tr IHOW915 1 HOW915_CAVPO CAVPO
GN=PVALB PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2879 | 1.51 1.61 | 8.664 8.664 3.249 tr IHOVOC3 I1HOVIC3_CAVPO CAVPO
GN=RSU1 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2880 | 1.51 1.59 | 6.452 6.452 6.452 trIHOVSR11HOVSR1_CAVPO CAVPO
GN=CA6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2881 151 172 | 124 8.527 5.426 tr |HOW400 | HOW400_CAVPO CAVPO
GN=SNF8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2882 | 1.51 159 | 21.21 21.21 21.21 tr IHOW6X9 [ HOW6X9_CAVPO CAVPO
porcellus GN=FXYD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2883 1.5 1.64 | 12.08 6.144 1.059 trIHOUWZ9 | HOUWZ9_CAVPO CAVPO
GN=UNC45A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2884 1.5 2.5 14.69 7.992 4.695 trIHOV4Z31HOV4Z3_CAVPO CAVPO

GN=RNF40 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2885 1.5 161 | 7.714 3.226 1.683 tr IHOVXQ9IHOVXQ9_CAVPO CAVPO
porcellus GN=BRSK2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2886 | 1.49 159 | 4.14 4.14 4.14 trI[HOUUP1IHOUUP1_CAVPO CAVPO
porcellus GN=Rdh10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2887 | 1.49 159 | 7.077 7.077 4.308 trIHOUWL4 I HOUWL4_CAVPO CAVPO
GN=TMEDS8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2888 | 1.49 158 | 5.642 0.7052 0.7052 tr IHOVBM3 | HOVBM3_CAVPO CAVPO
porcellus GN=UACA PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2889 | 1.49 158 | 2259 1.335 1.335 tr IHOVCC6 IHOVCC6_CAVPO CAVPO
GN=PITPNM3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2890 | 1.49 1.65 | 8.601 5.248 3.936 tr IHOVF84 1 HOVF84_CAVPO CAVPO
GN=AKAPS8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2891 1.49 159 | 10.44 4.016 4.016 tr IHOVL55IHOVL55_CAVPO CAVPO
GN=ING4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2892 | 1.49 158 | 7.338 2.725 2.725 trIHOVLF6 | HOVLF6_CAVPO CAVPO
porcellus GN=NRBP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2893 | 1.49 1.57 | 9.091 9.091 9.091 tr IHOVQ57 THOVQ57_CAVPO CAVPO
GN=Fabp7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2894 | 149 1.73 | 23.79 10.13 3.524 trIHOVWJ1IHOVW]1_CAVPO CAVPO
GN=LOC100714943 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2895 | 148 1.62 | 1.766 0.9566 0.9566 trIHOV6H9 IHOV6H9_CAVPO CAVPO
GN=KIAA1462 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2896 | 1.48 1.65 | 17.78 17.78 11.67 trIHOVCL1 IHOVCL1_CAVPO CAVPO
GN=SPCS3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2897 | 148 1.63 | 17.88 12.58 12.58 trIHOVRQ2IHOVRQ2_CAVPO CAVPO
GN=AIF1L PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2898 | 148 1.56 | 4.225 2.414 2.414 trIHOVY18 1 HOVY18_CAVPO CAVPO

GN=NACCI1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2899 | 148 158 | 6.697 1.37 1.37 tr [HOW9I0 lHOW9I0_CAVPO CAVPO
GN=ABCGS5 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2900 | 147 1.62 | 13.85 11.36 4.155 tr IHOUZK1 |HOUZK1_CAVPO CAVPO
GN=NSDHL PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2901 1.47 155 | 4.669 4.669 4.669 tr IHOV8M3 | HOV8M3_CAVPO CAVPO
porcellus GN=PIGX PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2902 1.47 1.58 | 8.264 4.339 2273 tr IHOV8POIHOV8PO_CAVPO CAVPO
GN=THNSL2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2903 | 147 1.6 | 18.59 6.197 2.817 tr IHOVC23 I HOVC23_CAVPO CAVPO
GN=STX5 PE=3 SV=1
Serine/threonine-protein phosphatase
2904 | 1.47 17.5 | 36.97 36.67 33.94 tr|HOVIK4 | HOVIK4_CAVPO CAVPO
OS=Cavia porcellus GN=PPP1CA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2905 | 147 1.62 | 5371 3.886 1.943 tr IHOVJW2 | HOVJW2_CAVPO CAVPO
GN=MIOS PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2906 | 1.47 155 | 56.76 18.92 18.92 tr IHOW1Q3 | HOW1Q3_CAVPO CAVPO
GN=TOMMS6 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2907 | 147 1.56 | 6.706 6.706 217 trIHOW9X7 IHOW9X7_CAVPO CAVPO
GN=TCP11L1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2908 | 1.46 155 | 41.41 31.31 31.31 trIHOVLD2IHOVLD2_CAVPO CAVPO
porcellus GN=HMGN3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2909 | 1.44 1.54 | 5.866 1.536 1.536 trIHOUYUSIHOUYUS_CAVPO CAVPO
GN=MADI1L1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2910 | 1.44 152 | 3.939 3.939 3.939 trIHOVER6 |HOVER6_CAVPO CAVPO
porcellus GN=PLSCR4 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2911 1.44 153 | 5472 3.962 2.642 tr [HOWOF2 | HOWO0F2_CAVPO CAVPO
porcellus GN=BTD PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2912 | 144 1.61 | 6.375 1.57 0.4282 tr [HOW3I1 IHOW3I1_CAVPO CAVPO

porcellus GN=PDE4DIP PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

2913 | 1.44 158 | 11.22 9.756 3.171 tr IHOW7G7 [HOW7G7_CAVPO CAVPO
GN=RMDN?2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2914 | 143 152 | 1247 2.036 2.036 trIHOVH23 | HOVH23_CAVPO CAVPO
GN=Kin PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2915 | 143 155 | 10.33 1.976 1.976 trIHOVYW1IHOVYW1_CAVPO CAVPO
PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2916 | 143 1.63 | 18.87 14.37 2.817 tr IHOW5G9 IHOW5G9_CAVPO CAVPO
porcellus GN=MTX1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2917 1.42 1.53 | 7.674 7.674 4.556 trlHOVOB9 |HOVOB9_CAVPO CAVPO
porcellus GN=IGSF11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2918 | 142 1.59 | 9.378 4177 1.279 trIHOVDN6 |HOVDN6_CAVPO CAVPO
GN=CTR9 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
2919 | 142 149 | 4.669 4.669 4.669 tr IHOVE62 |IHOVE62_CAVPO CAVPO
GN=YIPF5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2920 | 141 149 | 1341 13.41 13.41 tr IHOVIC3 |HOVIC3_CAVPO CAVPO
porcellus GN=TIMMS8B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2921 1.41 152 | 8.115 4.296 2.148 tr IHOVJG9 I HOV]JG9_CAVPO CAVPO
GN=ANKRD10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2922 1.4 6.2 16.88 12.86 8.521 tr IHOVS09 | HOVS09_CAVPO CAVPO
GN=KLC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2923 1.4 1.49 | 26.89 9.244 9.244 trIHOVWH9 IHOVWH9_CAVPO CAVPO
GN=NUDT15 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2924 | 1.39 1.61 | 8229 4.613 2.369 trIHOV8E2 |[HOV8E2_CAVPO CAVPO
GN=Rasa4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2925 | 1.39 1.51 19 4.977 3.167 trIHOVDV5I1HOVDV5_CAVPO CAVPO
GN=CCDC91 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2926 | 1.39 1.53 | 5.176 5.176 1.294 trIHOVHP8 IHOVHPS_CAVPO CAVPO

GN=RFT1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

2927 | 1.39 147 | 127 10.05 10.05 tr[HOVUFO0IHOVUF0_CAVPO CAVPO
GN=TMEM205 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2928 | 1.38 146 | 11.04 3.084 3.084 trIHOUUP6 | HOUUP6_CAVPO CAVPO
porcellus GN=LRIT3 PE=4 SV=1
Granulins (Fragment) OS=Cavia porcellus
2929 | 1.38 153 | 9.645 6.937 3.892 trIHOVD49 |HOVD49_CAVPO CAVPO
GN=GRN PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2930 | 1.38 1.51 | 4.992 3.48 1.967 trIHOVHS2 |HOVHS2_CAVPO CAVPO
porcellus GN=WDR48 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2931 1.38 1.48 | 9.253 3.915 3.915 tr IHOW4R1 | HOW4R1_CAVPO CAVPO
porcellus GN=MTX3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2932 | 1.37 147 | 3.419 3.419 1.852 tr IHOUZ93 |HOUZ93_CAVPO CAVPO
porcellus GN=ATG7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2933 | 1.37 1.45 | 19.08 6.87 6.87 tr IHOV1U9 I HOV1U9_CAVPO CAVPO
GN=EMC10 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2934 | 1.37 1.5 12.64 6.319 3.846 tr [HOV758 THOV758_CAVPO CAVPO
porcellus GN=ADA PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2935 | 1.37 1.46 | 5.803 1.85 1.85 tr IHOVP36 IHOVP36_CAVPO CAVPO
GN=SLC24A1 PE=4 SV=1
Histone deacetylase OS=Cavia porcellus
2936 | 1.37 1.62 | 6.308 4.673 2.804 trIHOVQN2IHOVQN2_CAVPO CAVPO
GN=HDAC3 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2937 | 1.36 146 | 8.316 4.99 2.495 tr IHOVEG8 |HOVEG8_CAVPO CAVPO
porcellus GN=RCOR3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2938 | 1.36 1.5 12.48 3.248 3.248 trIHOVGE4 1 HOVGE4_CAVPO CAVPO
GN=SWAP70 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2939 | 1.36 3.58 | 15.94 14.54 4.382 trIHOVHE6 lHOVHE6_CAVPO CAVPO
porcellus GN=KPNA4 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
2940 | 1.35 149 | 2414 1.892 1.892 tr IHOUX17 |[HOUX17_CAVPO CAVPO

porcellus PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2941 1.35 146 | 4284 1.463 1.463 trlHOVOQ8IHOV0Q8_CAVPO CAVPO
porcellus GN=LARP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2942 | 1.35 1.71 | 3.565 0.3753 0.05447 trIHOV1Y51HOV1Y5_CAVPO CAVPO
porcellus GN=Ttn PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2943 | 1.35 143 | 6312 6.312 2.658 trIHOVECOIHOVECO0_CAVPO CAVPO
GN=SLC25A20 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2944 | 1.35 1.48 | 11.58 3.107 1.554 tr IHOVEF9 |HOVEF9_CAVPO CAVPO
porcellus GN=RTF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2945 | 1.34 153 | 10.62 5.645 3.495 tr IHOUULO |HOUULO_CAVPO CAVPO
GN=REPS1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2946 1.34 1.45 | 2.532 2.532 1.718 tr [ HOUXX2 |[HOUXX2_CAVPO CAVPO
porcellus GN=MAGI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2947 | 133 141 | 6.993 6.993 6.993 tr [HOUTN2 IHOUTN2_CAVPO CAVPO
GN=CLDND?2 PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2948 | 133 146 | 5735 2.398 2.398 tr IHOVGZ0IHOVGZ0_CAVPO CAVPO
porcellus GN=LIMCH1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2949 | 1.33 489 | 19.78 5.806 5.806 trIHOVIA2 |IHOVIA2_CAVPO CAVPO
GN=KRT7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2950 | 1.33 146 | 16.8 5.785 2.755 tr[HOVIM1IHOVIM1_CAVPO CAVPO
GN=RFC4 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2951 1.33 143 | 1532 2.078 2.078 tr [ HOVKWOIHOVKWO0_CAVPO CAVPO
porcellus GN=SPHK1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2952 | 1.33 556 | 121 5.832 5.832 tr IHOVP431HOVP43_CAVPO CAVPO
porcellus GN=MAPK10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2953 | 1.33 142 | 11.74 2.347 2.347 trIHOVRT8 |HOVRT8_CAVPO CAVPO
porcellus GN=NEU1 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2954 | 1.33 157 | 4444 4.444 4.444 trIHOVS85IHOVS85_CAVPO CAVPO

porcellus GN=SMAP1 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2955 | 1.33 14.7 | 35.9 27.99 13.59 tr IHOW4G1 |HOW4G1_CAVPO CAVPO
porcellus GN=AHCYL2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2956 | 1.32 1.48 | 4.455 3.517 1.29 trIHOUYF2 |HOUYF2_CAVPO CAVPO
porcellus GN=COGS5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2957 | 1.32 148 | 1593 9.615 6.044 trIHOV1C7IHOV1C7_CAVPO CAVPO
GN=DRG2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2958 1.32 1.72 | 9.329 4.956 2.624 trIHOVRL8 IHOVRLS_CAVPO CAVPO
porcellus GN=HOMER?2 PE=4 SV=1
Annexin (Fragment) OS=Cavia porcellus
2959 | 1.32 142 | 11.52 4.783 1.957 trIHOW1K3 HOW1K3_CAVPO CAVPO
GN=ANXA11 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2960 | 1.31 14 | 2.647 1.418 1.418 trIHOV032HOV032_CAVPO CAVPO
GN=MICAL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2961 1.31 141 | 6417 2.523 1.081 tr IHOVC131HOVC13_CAVPO CAVPO
GN=KIAA1107 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2962 | 1.31 1.39 | 8.081 4.04 4.04 tr IHOVN24 | HOVN24_CAVPO CAVPO
GN=DSCR3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2963 | 1.29 1.45 | 9.383 6.42 4.691 trIHOV6161 HOV616_CAVPO CAVPO
GN=RBM17 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2964 | 1.29 146 | 14.49 12.37 5.3 trIHOW3U1IHOW3U1_CAVPO CAVPO
porcellus GN=PPAP2C PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2965 | 1.29 1.38 | 28.66 4.459 4.459 tr IHOW9S6 lHOW9S6_CAVPO CAVPO
GN=Nudt11 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2966 | 1.28 1.37 | 1.939 1.939 1.939 tr ITHOUX09 [HOUX09_CAVPO CAVPO
porcellus GN=AVL9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2967 | 1.28 136 | 7.568 7.568 7.568 tr[HOV6J9 | HOV6]9_CAVPO CAVPO
GN=SSR3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2968 | 1.28 137 | 4743 4.743 4.743 tr IHOVI27 |HOVI27_CAVPO CAVPO

porcellus GN=CUTC PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

2969 | 1.28 136 | 203 4.95 4.95 tr IHOVSK6 | HOVSK6_CAVPO CAVPO
GN=BCL7B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2970 | 1.27 145 | 16.29 9.551 2.247 tr|HOUT47 1 HOUT47_CAVPO CAVPO
GN=BAIAP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2971 1.27 145 | 17.36 12.69 5.959 tr IHOUW30 1 HOUW30_CAVPO CAVPO
GN=NAPEPLD PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2972 | 1.27 1.5 10.85 7.39 1.549 tr IHOV193 | HOV193_CAVPO CAVPO
GN=VPS16 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2973 1.27 146 | 23.11 19.12 8.613 trIHOVPA7 IHOVPA7_CAVPO CAVPO
porcellus GN=GPT2 PE=4 SV=1
Proteasome subunit alpha type OS=Cavia
2974 | 1.26 579 | 18.88 18.88 18.88 trIHOVL191HOVL19_CAVPO CAVPO
porcellus GN=PSMAS8 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
2975 | 1.26 135 | 5.622 1.807 1.807 tr IHOW964 | HOW964_CAVPO CAVPO
GN=LOC100719074 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2976 | 1.25 143 | 11.49 3.908 1.149 trIHOUV24 1 HOUV24_CAVPO CAVPO
GN=BBS9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2977 | 125 1.39 | 4.658 4.658 2.329 tr IHOV4R5 I HOV4R5_CAVPO CAVPO
GN=TBC1D17 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
2978 | 1.25 132 | 6916 4.611 4.611 trIHOVSA1IHOVSA1_CAVPO CAVPO
GN=FAM118B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2979 | 1.25 135 | 16.43 10.14 5.314 trIHOW1B9 |HOW1B9_CAVPO CAVPO
porcellus GN=RPL7 PE=3 SV=1
Acetylcholinesterase OS=Cavia porcellus
2980 | 1.24 1.32 | 5.383 1.305 1.305 trID3YE96 I D3YE96_CAVPO CAVPO
GN=AchE PE=2 SV=1
Transcription initiation factor IIA subunit 2
2981 1.24 1.32 | 8257 8.257 8.257 tr[HOUUS7 IHOUUS7_CAVPO CAVPO
OS=Cavia porcellus GN=GTF2A2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2982 | 1.24 1.39 | 12.26 9.748 5.975 trIHOUWY6 I HOUWY6_CAVPO CAVPO

porcellus GN=SLC25A1 PE=3 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2983 | 1.24 1.39 | 11.26 9.066 3.571 trIHOVG28 | HOVG28_CAVPO CAVPO
porcellus GN=Cxadr PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2984 | 1.24 134 | 9.222 1.989 1.989 tr IHOVI15 I HOVI15_CAVPO CAVPO
porcellus GN=YTHDC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2985 | 1.24 138 | 17.11 17.11 114 trIHOVK21 1HOVK21_CAVPO CAVPO
GN=C20rf49 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2986 | 1.24 1.39 | 16.51 16.51 5.66 tr IHOVKD3 |HOVKD3_CAVPO CAVPO
GN=PDCD10 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2987 | 1.24 1.38 5 5 5 trIHOVUDOIHOVUDO_CAVPO CAVPO
porcellus GN=PIP4K2C PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
2988 | 1.24 132 | 6417 3.209 3.209 tr IHOVW65 IHOVW65_CAVPO CAVPO
porcellus GN=PTAR1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2989 1.24 1.62 | 12.99 11.02 1.772 tr [ HOWOF6 | HOWOF6_CAVPO CAVPO
GN=ARFGAP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2990 | 1.24 1.34 | 14.33 7.164 2.687 tr IHOW372 1 HOW372_CAVPO CAVPO
GN=B3GAT3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2991 1.23 1.38 | 20.92 15.69 4.902 tr IHOUY57 [HOUY57_CAVPO CAVPO
porcellus GN=UFDIL PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
2992 | 1.23 131 | 6.128 4.457 4.457 trIHOVIM2 |HOVIM2_CAVPO CAVPO
GN=SLC35B1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2993 | 1.23 1.38 | 9.128 4.905 4.087 tr[HOV2191HOV219_CAVPO CAVPO
porcellus GN=RPS6KA1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2994 | 1.23 1.32 | 3.538 0.2984 0.2984 trIHOVOW7 IHOV6W7_CAVPO CAVPO
GN=ACACA PE=3 5V=1
Uncharacterized protein OS=Cavia porcellus
2995 | 1.23 14 | 2143 15.34 0 tr IHOV9U4 |1 HOV9U4_CAVPO CAVPO
GN=DPF3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2996 | 1.23 1.34 | 6.481 2.16 1.337 trIHOVEN1IHOVEN1_CAVPO CAVPO

porcellus GN=INTS3 PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

2997 | 1.23 1.33 | 10.05 5.667 3.291 trIHOVQAS5IHOVQA5_CAVPO CAVPO
porcellus GN=FOXK1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
2998 | 1.23 3.47 | 35.61 34.09 18.94 trIHOVWS6 [HOVWS6_CAVPO CAVPO
porcellus GN=CPLX1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
2999 | 122 1.3 | 3.759 2.105 2.105 tr IHOUZ30 1 HOUZ30_CAVPO CAVPO
GN=0S9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3000 | 1.22 131 | 7572 1.336 1.336 trIHOVPE2 [HOVPE2_CAVPO CAVPO
GN=Glral PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3001 1.22 1.38 | 19.49 13.1 3.514 trIHOVQY8IHOVQY8_CAVPO CAVPO
GN=Rmdn1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3002 | 1.22 144 | 108 8.483 2.571 tr IHOWO0S2 I HOW0S2_CAVPO CAVPO
GN=CBX8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3003 | 1.21 136 | 13.79 10.68 3.107 tr IHOUUH?7 |THOUUH7_CAVPO CAVPO
GN=TTC8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3004 | 1.21 1.34 | 6.649 3.089 1.813 tr IHOUWC2 [HOUWC2_CAVPO CAVPO
GN=GOLGA3 PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3005 | 1.21 135 | 3.532 3.532 3.532 tr IHOVOH9 |IHOVOH9_CAVPO CAVPO
porcellus GN=WASL PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3006 | 1.21 142 | 15.63 8.807 3.409 trlHOVQ621HOVQ62_CAVPO CAVPO
porcellus GN=GPD1L PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3007 | 1.21 9.71 | 2255 13.86 8.872 trIHOVTP1IHOVTP1_CAVPO CAVPO
GN=YES1 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
3008 | 1.21 1.35 | 15.75 5.503 3.416 trIHOVYA5IHOVYA5_CAVPO CAVPO
porcellus GN=PVRL2 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
3009 | 1.21 1.3 | 2401 0.8212 0.8212 tr [HOWBX5IHOWBX5_CAVPO CAVPO
porcellus GN=CAMSAP1 PE=4 SV=1
Synaptosomal-associated protein OS=Cavia
3010 1.2 3.51 | 36.02 18.96 10.9 trIHOV1IC51HOV1C5_CAVPO CAVPO

porcellus GN=SNAP23 PE=3 SV=1




Uncharacterized protein OS=Cavia porcellus

3011 1.2 135 | 1.721 0.6287 0.2978 trIHOV1Z41HOV1Z4_CAVPO CAVPO
GN=FRY PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3012 1.2 135 | 7.523 2.808 1.103 trIHOV3W2IHOV3W2_CAVPO CAVPO
GN=SEC23IP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3013 1.2 128 | 2.679 2.679 2.679 trIHOV6T7 IHOV6T7_CAVPO CAVPO
GN=GPR107 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3014 | 1.19 1.31 | 7.707 4.624 1.927 trIHOVHA3 IHOVHA3_CAVPO CAVPO
porcellus GN=RORB PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3015 1.19 1.28 | 1.267 1.267 1.267 tr IHOVXF5 [ HOVXF5_CAVPO CAVPO
porcellus GN=SORCS2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3016 | 1.19 9.6 | 60.53 57.89 57.89 tr IHOWAD6 IHOWAD6_CAVPO CAVPO
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3017 | 1.18 1.3 10.55 3.247 1.623 trIHOUT141HOUT14_CAVPO CAVPO
GN=RPA1 PE~4 SV=1
Succinyl-CoA:3-ketoacid-coenzyme A
3018 | 1.18 1.29 | 9.615 6.731 2.5 trIHOVMN2 | HOVMN2_CAVPO transferase OS=Cavia porcellus GN=OXCT1 CAVPO
PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3019 | 1.17 125 | 7.895 6.842 6.842 tr IHOVIM3 I HOVTM3_CAVPO CAVPO
GN=TMEM9 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3020 | 1.17 1.27 | 4.966 4.966 2.935 trIHOVVA9IHOVVA9_CAVPO CAVPO
GN=NDUFAF7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3021 1.16 1.33 | 289 18.81 0 trIHOV5B4 | HOV5B4_CAVPO CAVPO
GN=MRPS34 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3022 | 1.16 1.3 19.73 11.66 11.66 trIHOVY331HOVY33_CAVPO CAVPO
GN=CCDC124 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3023 | 1.16 125 | 6.97 2.727 2.727 trIHOVZ46 1 HOVZ46_CAVPO CAVPO
porcellus GN=OGFRL1 PE=4 SV=1
3024 1.15 1.3 8.075 8.075 5.59 trIHOV5X2 1 HOV5X2_CAVPO Uncharacterized protein OS=Cavia porcellus | CAVPO




GN=CCDC47 PE=4 SV=1

Uncharacterized protein OS=Cavia porcellus

3025 | 1.14 127 | 1.951 1.951 1.951 trIHOUU23 | HOUU23_CAVPO CAVPO
GN=NCOA2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3026 | 1.14 126 | 7.25 3.107 1.036 tr[HOUX95 |HOUX95_CAVPO CAVPO
GN=PRPF40B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3027 | 1.14 3.36 | 17.87 10.97 10.97 trIHOUZ46 |HOUZ46_CAVPO CAVPO
porcellus GN=RDH11 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3028 | 1.14 123 | 9.465 4.733 3.498 trIHOV7L9 IHOV7L9_CAVPO CAVPO
porcellus GN=FRMD5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3029 | 1.14 128 | 14.62 11.92 11.92 trIHOV7S7 |HOV7S7_CAVPO CAVPO
porcellus GN=BCCIP PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3030 | 1.14 124 | 6.286 1.714 1.714 trIHOVD64 | HOVD64_CAVPO CAVPO
GN=UPF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3031 1.14 125 | 18.37 1.895 1.895 trI[HOVKE2 |HOVKE2_CAVPO CAVPO
GN=RHPN2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3032 | 1.14 126 | 8257 1.009 1.009 trIHOVNE9 |HOVNE9_CAVPO CAVPO
GN=TMF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3033 | 1.14 134 | 443 29.11 4.43 trIHOVSN8 | HOVSNS_CAVPO CAVPO
GN=RPS11 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3034 | 1.14 123 | 33.33 14.71 14.71 tr [HOW9L6 IHOW9L6_CAVPO CAVPO
GN=SPCS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3035 | 1.14 126 | 12.76 12.76 4.138 trIHOWD55 I HOWD55_CAVPO CAVPO
GN=PIH1D1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3036 | 1.13 127 | 157 7.623 4.933 trIHOUYL9 |HOUYL9_CAVPO CAVPO
GN=CHMP7 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3037 | 1.13 121 | 14.09 5.705 5.705 trIHOV3R31HOV3R3_CAVPO CAVPO

GN=JAM2 PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

3038 | 1.13 2.63 | 19.51 10.37 7.407 tr[HOV658 IHOV658_CAVPO CAVPO
porcellus GN=GABRB3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3039 | 1.13 121 | 4.62 4.62 4.62 trIHOV6P3IHOV6P3_CAVPO CAVPO
GN=TEX264 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3040 | 1.12 129 | 12.33 8.969 2.242 trIHOUTP1IHOUTP1_CAVPO CAVPO
GN=Bckdha PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3041 1.12 129 | 9.114 6.329 2.658 tr|[HOUY51 |HOUY51_CAVPO CAVPO
GN=ESPN PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3042 1.12 1.21 | 2.455 2.455 2.455 trIHOVLS5 I HOVLS5_CAVPO CAVPO
GN=BAG4 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3043 | 1.12 2.82 | 8.673 7.143 7.143 tr IHOVQZ9HOVQZ9_CAVPO CAVPO
GN=TSC22D4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3044 1.12 1.3 11.22 5.179 2.343 trIHOVTG6 |HOVTG6_CAVPO CAVPO
PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3045 | 1.11 121 | 3.733 0.5867 0.5867 tr IHOUUNO I HOUUNO_CAVPO CAVPO
GN=NAV1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3046 | 1.11 1.19 | 3.084 3.084 3.084 tr [HOV967 1HOV967_CAVPO CAVPO
porcellus GN=ITM2B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3047 | 1.11 12 | 5.794 5.794 4.486 trlHOVQ521HOVQ52_CAVPO CAVPO
GN=SLC7A8 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3048 | 1.11 1.19 | 7.023 5.351 5.351 tr IHOW699 |HOW699_CAVPO CAVPO
GN=LOC100714430 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3049 1.1 121 | 6.785 3.716 1.777 tr [HOUTJ3 |HOUTJ3_CAVPO CAVPO
GN=SLC27A6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3050 1.1 126 | 24.07 14.11 5.394 tr I HOUWW6 | HOUWW6_CAVPO CAVPO
porcellus GN=PDCL3 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3051 1.1 1.2 | 7.709 1.713 1.713 tr IHOV8T7 IHOV8T7_CAVPO CAVPO

porcellus GN=INPP5K PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

3052 1.1 1.2 14.59 10.53 5.024 tr IHOVB56 |[HOVB56_CAVPO CAVPO
GN=TRAPPC13 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3053 1.1 122 | 17.58 11.36 5.495 trIHOVCEO |HOVCEO_CAVPO CAVPO
GN=PAQR4 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3054 1.1 118 | 7.171 4.382 4.382 tr IHOVK66 [ HOVK66_CAVPO CAVPO
GN=DERL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3055 1.1 12 | 6.773 1.338 1.338 tr IHOVMMS8 I HOVMMS_CAVPO CAVPO
GN=Wapal PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3056 | 1.09 14 | 1519 9.409 1.344 trIHOUVA5IHOUVA5_CAVPO CAVPO
GN=TRIM3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3057 | 1.09 134 | 8278 5.474 2.136 trIHOVNT2 | HOVNT2_CAVPO CAVPO
GN=EML2 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
3058 | 1.09 527 | 7.49%4 7.494 7.494 trIHOVTN4 | HOVTN4_CAVPO CAVPO
GN=MAPKS PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3059 | 1.09 1.18 | 13.21 8.491 8.491 tr IHOVZ09 | HOVZ09_CAVPO CAVPO
porcellus GN=GATC PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3060 | 1.08 1.17 | 4.102 2.405 1.556 tr IHOVS5I0 | HOV5I0_CAVPO CAVPO
porcellus GN=Bop1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3061 1.08 1.17 | 4.215 1.903 1.292 tr[HOV912IHOV912_CAVPO CAVPO
GN=MAGI3 PE=4 5V=1
Uncharacterized protein (Fragment) OS=Cavia
3062 | 1.08 1.17 | 5252 1.969 1.969 trIHOVGI6 |IHOVGI6_CAVPO CAVPO
porcellus GN=ASAP2 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3063 | 1.08 116 | 1.998 0.8226 0.8226 tr IHOVU90 1 HOVU90_CAVPO CAVPO
GN=SETD1A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3064 | 1.07 1.16 | 5.314 2.415 2.415 trIHOV585IHOV585_CAVPO CAVPO
GN=Fam175b PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3065 | 1.07 124 | 249 16.33 5.306 trIHOVGR7 [HOVGR7_CAVPO CAVPO

GN=BDH2 PE=4 S5V=1




Uncharacterized protein (Fragment) OS=Cavia

3066 | 1.07 1.16 | 8.091 5.825 5.825 tr IHOW187 |IHOW187_CAVPO CAVPO
porcellus GN=NUBP1 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3067 | 1.07 116 | 112 5.6 2.4 tr IHOW655 | HOW655_CAVPO CAVPO
porcellus GN=RGS20 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3068 | 1.06 121 | 7214 4.353 1.493 tr IHOUZI3 |HOUZI3_CAVPO CAVPO
GN=ALDH16A1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3069 | 1.06 3.55 | 26.87 23.79 18.06 trIHOVeW6 IHOVeW6_CAVPO CAVPO
porcellus GN=VAPA PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3070 | 1.06 1.14 | 3.704 1.961 1.961 trIHOVA57 IHOVAS57_CAVPO CAVPO
porcellus GN=B3GALTL PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3071 1.06 1.16 | 7.307 5.846 3.34 tr IHOVCK?7 [HOVCK7_CAVPO CAVPO
GN=DNAJA3 PE=3 S5V=1
Uncharacterized protein OS=Cavia porcellus
3072 | 1.06 1.18 | 8.108 8.108 4.955 trIHOVVQ3IHOVVQ3_CAVPO CAVPO
GN=CDC34 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3073 | 1.05 1.14 | 6.033 1.463 1.463 tr IHOV3G8 | HOV3G8_CAVPO CAVPO
porcellus GN=FAM134A PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3074 | 1.05 435 | 103 8.108 8.108 tr IHOVGMS8 I HOVGMS8_CAVPO CAVPO
GN=GATAD2B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3075 | 1.05 1.13 | 5.419 3.448 3.448 trIHOVRN1IHOVRN1_CAVPO CAVPO
GN=TM7SF2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3076 | 1.05 1.13 | 2.621 2.621 2.621 tr[HOW1IM5 [ HOW1M5_CAVPO CAVPO
GN=Xiap PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3077 | 1.05 1.18 | 22.66 22.66 8.594 tr IHOWBG9 |HOWBG9_CAVPO CAVPO
porcellus GN=FAM195B PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3078 | 1.05 1.13 | 3.774 1.887 1.887 tr [HOWBJ0 | HOWBJO_CAVPO CAVPO
GN=LRRC2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3079 | 1.04 3.25 | 5.386 2.814 1.447 trIHOUTG3 | HOUTG3_CAVPO CAVPO

GN=DHX8 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

3080 | 1.04 112 | 7.813 4.297 4.297 trIHOVE50 HOVE50_CAVPO CAVPO
GN=SYPL1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3081 1.04 113 | 12.83 4.934 4.934 trIHOVH11IHOVH11_CAVPO CAVPO
GN=GULP1 PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
3082 | 1.04 1.16 | 8.084 8.084 3.892 tr IHOVM28 | HOVM28_CAVPO CAVPO
GN=WDR54 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3083 | 1.03 1.18 | 6.872 2.974 1.231 trIHOUWG9 THOUWGY9_CAVPO CAVPO
GN=BICD1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3084 | 1.02 9.08 | 38.46 38.46 25 tr IHOUWS5 I HOUWS5_CAVPO CAVPO
GN=RAB6B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3085 | 1.02 1.15 | 10.59 10.59 10.59 trIHOUYQ1IHOUYQ1_CAVPO CAVPO
GN=RAB23 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3086 1.02 1.1 2.125 1.417 1.417 trIHOV743 HOV743_CAVPO CAVPO
porcellus GN=VPS41 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3087 | 1.02 1.11 | 8.408 3.754 2.102 tr IHOW330 1 HOW330_CAVPO CAVPO
porcellus GN=MTSS1L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3088 | 1.01 1.14 | 13.06 11.34 3.78 tr [HOUX94 | HOUX94_CAVPO CAVPO
porcellus GN=BRCC3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3089 | 1.01 1.09 | 4.455 1.382 1.382 tr IHOV3Q51HOV3Q5_CAVPO CAVPO
GN=GUSB PE~=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3090 | 1.01 1.1 11.85 4.502 3.081 trIHOVNJ6 | HOVNJ6_CAVPO CAVPO
porcellus GN=ACP2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3091 1.01 1.1 6.921 3.103 3.103 trIHOVVASIHOVVAS_CAVPO CAVPO
GN=FAH PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3092 | 1.01 1.13 | 1222 7.386 3.977 tr IHOWOV2 | HOW0V2_CAVPO CAVPO
porcellus GN=RFC5 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3093 1 1.11 | 3592 24.65 10.56 trIHOUYV9IHOUYV9_CAVPO CAVPO

GN=POLR2D PE=4 5V=1




Uncharacterized protein (Fragment) OS=Cavia

3094 1 12 | 9.515 5.519 1.427 trIHOVMR6 |HOVMR6_CAVPO CAVPO
porcellus GN=STXBP5 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3095 1 1.08 | 3.377 1.028 1.028 tr IHOVPX51HOVPX5_CAVPO CAVPO
porcellus GN=GFPT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3096 1 1.11 | 29.03 28.23 14.52 trIHOVVR8 I HOVVR8_CAVPO CAVPO
GN=TAX1BP3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3097 | 0.99 1.1 3.557 0.8893 0.8893 tr IHOUY81 IHOUY81_CAVPO CAVPO
GN=Man2b1 PE=4 SV=1
Protein phosphatase 1 regulatory subunit 12
3098 | 0.99 1.11 7.67 2.136 1.068 tr IHOV2751HOV275_CAVPO CAVPO
OS=Cavia porcellus GN=PPP1R12A PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
3099 | 0.99 1.12 | 3517 2.164 2.164 tr IHOVBN6 |HOVBN6_CAVPO CAVPO
porcellus GN=RBM6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3100 | 0.99 1.11 | 6.529 6.529 3.78 tr IHOVS01 | HOVS01_CAVPO CAVPO
GN=55R1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3101 | 0.99 1.13 | 11.51 2.188 0.8914 tr IHOW331 1 HOW331_CAVPO CAVPO
GN=CGNL1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3102 | 0.98 1.06 | 1.391 1.391 1.391 tr IHOUW95 | HOUW95_CAVPO CAVPO
GN=EBF2 PE=3 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
3103 | 0.98 3.46 | 21.12 12.81 4.719 trIHOV9T2|HOV9T2_CAVPO CAVPO
porcellus GN=RGS6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3104 | 0.98 113 | 128 6.581 2.011 tr[HOVHS88 |HOVH88_CAVPO CAVPO
porcellus GN=NSRP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3105 | 0.98 1.08 | 3.346 1.983 0.9913 trIHOVNV8 I HOVNV8_CAVPO CAVPO
GN=SLC39A10 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3106 | 0.98 1.07 | 29.63 29.63 12.35 tr IHOW5Y8 | HOW5Y8_CAVPO CAVPO
GN=CTNNBIP1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3107 | 0.97 1.05 | 1.831 1.831 1.831 trIHOUUWS | HOUUWS5_CAVPO CAVPO

GN=GXYLT1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

3108 | 0.97 1.08 | 5.028 3.352 2.235 tr IHOV2K9IHOV2K9_CAVPO CAVPO
GN=ACSS2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3109 | 0.97 1.07 | 224 15.3 8.743 tr[HOV539 HOV539_CAVPO CAVPO
GN=EMC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3110 | 0.97 1.07 | 17.86 10 6.429 trIHOVSW7IHOV5W7_CAVPO CAVPO
GN=Cl4orfl PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3111 | 0.97 219 | 14.02 5.793 2.134 tr IHOVDGO |HOVDGO_CAVPO CAVPO
porcellus GN=SRGAP2 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
3112 | 0.97 1.05 | 3.834 3.834 3.834 tr IHOWON9 ITHOWIN9_CAVPO CAVPO
GN=PTGRI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3113 | 0.96 1.04 | 255 2.55 2.55 trIHOVFVOIHOVFVO_CAVPO CAVPO
porcellus GN=CASC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3114 | 0.96 1.04 | 9.691 2.68 2.68 tr IHOVNOO | HOVNOO_CAVPO CAVPO
GN=NLE1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3115 | 0.96 1.07 | 10.8 6.62 3.833 tr IHOVP55 I HOVP55_CAVPO CAVPO
GN=SLC25A10 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3116 | 0.96 1.06 | 4.857 1.743 1.743 tr IHOW6Y4 | HOW6Y4_CAVPO CAVPO
GN=PLA2G6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3117 | 0.95 1.03 | 5.825 1.699 1.699 tr IHOUXC9 [HOUXC9_CAVPO CAVPO
GN=BCAS3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3118 | 0.95 1.08 | 8.083 5.774 3.233 trIHOV1F11HOV1F1_CAVPO CAVPO
GN=MFGES8 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3119 | 0.95 1.14 | 13.97 3.752 1.423 trIHOVAW5IHOVAW5_CAVPO CAVPO
porcellus GN=AMPD3 PE=4 S5V=1
Uncharacterized protein (Fragment) OS=Cavia
3120 | 0.95 1.12 | 5316 2.409 1.08 tr IHOVIK5 | HOVIK5_CAVPO CAVPO
porcellus GN=ATP13A1 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3121 | 0.95 2.07 | 11.07 4.024 4.024 trIHOVZM6IHOVZM6_CAVPO CAVPO

GN=PPP2R5B PE=4 SV=1




Uncharacterized protein (Fragment) OS=Cavia

3122 | 0.95 1.1 27.11 15.49 4.577 tr IHOW7L5 I HOW7L5_CAVPO CAVPO
porcellus GN=NEK7 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3123 | 0.94 1.04 | 746 3.968 2.063 trIHOVOA8 I HOVOAS8_CAVPO CAVPO
GN=PLS1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3124 | 0.94 1.09 | 13.77 6.587 1.996 trlHOV2Q31HOV2Q3_CAVPO CAVPO
GN=TRAF2 PE=4 SV=1
Alkaline phosphatase OS=Cavia porcellus
3125 0.94 1.01 | 2.672 2.672 2.672 trIHOV961 HOV961_CAVPO CAVPO
GN=ALPL PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3126 | 0.94 1.01 | 6.202 6.202 6.202 trIHOVGV41HOVGV4_CAVPO CAVPO
GN=CHRAC1 PE~4 SV=1
Gap junction protein OS=Cavia porcellus
3127 | 0.94 1.02 | 8723 2.492 2.492 tr IHOW353 | HOW353_CAVPO CAVPO
GN=GJD2 PE=3 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3128 | 0.93 1 5.423 1.952 1.952 trIHOUVLOIHOUVLO_CAVPO CAVPO
porcellus GN=SHE PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3129 | 0.93 1.05 | 11.74 4.027 2.181 tr IHOV4T2 1 HOV4T2_CAVPO CAVPO
porcellus GN=FNBP1L PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3130 | 0.93 1.13 | 2.527 0.9232 0.9232 tr [HOV9051HOV905_CAVPO CAVPO
GN=ATG2B PE~4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3131 | 0.93 1.01 | 3.831 1.057 1.057 tr IHOVMO06 | HOVMO06_CAVPO CAVPO
porcellus GN=TRPV2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3132 | 0.93 1.06 | 7.407 1.955 0.823 trIHOVN]7 |HOVN]7_CAVPO CAVPO
GN=NAA25 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3133 | 0.93 218 | 6.75 5.25 5.25 tr [ HOWOW4 | HOWOW4_CAVPO CAVPO
porcellus GN=ECSIT PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3134 | 0.92 1.01 | 6.954 1.656 1.656 trIHOV3AO0IHOV3A0_CAVPO CAVPO
GN=ERCC4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3135 | 0.92 1.11 16.1 13.37 0 tr [HOVAO8 I HOVA08_CAVPO CAVPO

GN=SLC27A2 PE=4 5V=1




Uncharacterized protein OS=Cavia porcellus

3136 | 091 1.05 | 6.009 3.147 2.146 tr[HOV307 |THOV307_CAVPO CAVPO
GN=METTL13 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3137 | 091 1.03 | 7.269 3.438 1.572 tr|HOV9GO I HOV9GO_CAVPO CAVPO
porcellus GN=HIP1R PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3138 | 091 1 16.14 6.316 3.86 tr IHOVSDOIHOVSDO_CAVPO CAVPO
GN=VPS37B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3139 | 091 0.99 | 1.59 1.596 1.596 tr IHOW3HO IHOW3HO0_CAVPO CAVPO
porcellus GN=MKL1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3140 0.9 0.98 | 1.499 1.499 1.499 tr IHOUV]J1IHOUV]J1_CAVPO CAVPO
porcellus GN=AFG3L2 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3141 0.9 1 12.16 5.707 3.226 tr |[HOV2P0IHOV2P0_CAVPO CAVPO
GN=]M]JD6 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3142 0.9 0.98 | 3.401 1.511 0.8816 tr IHOVCY3 I HOVCY3_CAVPO CAVPO
porcellus PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3143 | 0.89 3.45 | 283 12.71 7.674 trI[HOV1H2IHOV1H2_CAVPO CAVPO
GN=ACTR3B PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3144 | 0.89 1.02 | 1579 15.79 8.772 trIHOV4D11HOV4D1_CAVPO CAVPO
GN=CNOT7 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3145 | 0.89 0.99 | 2.752 0.8891 0.6351 trIHOV5G4 1 HOV5G4_CAVPO CAVPO
porcellus GN=EP300 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3146 | 0.89 098 | 8.587 1.789 1.789 trI[HOV5H1 |HOV5H1_CAVPO CAVPO
porcellus GN=PRKAA1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3147 | 0.89 097 | 16.74 11.63 11.63 trIHOV7B4 | HOV7B4_CAVPO CAVPO
GN=GTF3C6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3148 | 0.89 1 17.91 3.582 3.582 tr IHOV8T6 |HOV8T6_CAVPO CAVPO
GN=TAF7 PE=4 SV=1
Sulfhydryl oxidase OS=Cavia porcellus
3149 | 0.89 097 | 11.17 5.825 5.825 tr IHOVJNOIHOVJNO_CAVPO CAVPO

GN=GFER PE=3 5V=1




Uncharacterized protein OS=Cavia porcellus

3150 | 0.89 0.97 | 9.05 9.05 9.05 trIHOVV64 | HOVV64_CAVPO CAVPO
GN=SDF2L1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3151 | 0.89 1.03 | 8.639 1.538 1.538 tr IHOW355  HOW355_CAVPO CAVPO
GN=SLMAP PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3152 | 0.88 0.98 | 3.719 2.273 2.273 tr[HOUVK1 IHOUVK1_CAVPO CAVPO
porcellus GN=FAF1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3153 | 0.88 0.96 | 1.852 1.852 1.852 tr IHOUYU9IHOUYU9_CAVPO CAVPO
GN=ARL13B PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3154 | 0.88 1.2 20.5 20.5 8.368 tr IHOUYW7 IHOUYW7_CAVPO CAVPO
porcellus GN=IDI1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3155 | 0.88 0.97 | 5.411 3.247 3.247 trIHOV9A9 I HOV9A9_CAVPO CAVPO
porcellus GN=FSD1L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3156 | 0.88 0.97 | 12.54 12.54 5.018 tr IHOVOW4 1 HOVOW4_CAVPO CAVPO
porcellus GN=M6PR PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3157 | 0.88 1 2.853 2.853 1.712 tr IHOVNT9 |HOVNT9_CAVPO CAVPO
GN=SLC9A6 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3158 | 0.88 0.97 | 2.876 0.5351 0.5351 tr [HOVQ20 1 HOVQ20_CAVPO CAVPO
GN=RALGAPB PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3159 | 0.88 0.96 | 19.23 9.615 9.615 trIHOVYDZ7 |HOVYDZ7_CAVPO CAVPO
GN=COA3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3160 | 0.87 1.61 | 7.246 5.007 4.084 trIHOUVC4 |1 HOUVC4_CAVPO CAVPO
GN=STRN4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3161 | 0.87 0.97 | 4.928 3.816 2.385 tr IHOUW?79 |HOUW79_CAVPO CAVPO
GN=PRPF39 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3162 | 0.87 0.96 | 13.89 3.945 2.23 trIHOVAY5IHOVAY5_CAVPO CAVPO
GN=RALGPS2 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3163 | 0.87 095 | 3.182 1.477 1.477 tr IHOVB32IHOVB32_CAVPO CAVPO

porcellus GN=DAGI PE=4 S5V=1




Uncharacterized protein OS=Cavia porcellus

3164 | 0.87 111 | 14.62 9.745 3.248 tr IHOVF39 |HOVF39_CAVPO CAVPO
GN=GTF2E1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3165 | 0.87 0.95 | 5.446 5.446 5.446 trIHOVLL4 HOVLL4_CAVPO CAVPO
GN=CASP3 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3166 | 0.86 1.86 | 6.982 4.617 3.153 tr[HOV157 | HOV157_CAVPO CAVPO
GN=GRIA3 PE=4 5V=1
Uncharacterized protein OS=Cavia porcellus
3167 | 0.86 0.95 | 591 3.11 14 tr IHOVC26 |HOVC26_CAVPO CAVPO
GN=GCLC PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3168 | 0.85 0.93 | 1.653 1.653 1.653 tr IHOV5SW6 IHOV5W6_CAVPO CAVPO
porcellus GN=SOAT2 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3169 | 0.85 0.96 | 13.35 5.908 3.063 tr IHOVWCOIHOVWCO0_CAVPO CAVPO
GN=NUP50 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3170 | 0.85 0.93 | 5.257 2.628 2.628 tr IHOW002 | HOW002_CAVPO CAVPO
GN=ELFN1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3171 | 0.84 0.96 | 22.39 22.39 13.43 tr IHOVOHS5 IHOVeHS5_CAVPO CAVPO
GN=POLR2L PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3172 | 0.84 3.09 | 9.553 2.881 1.895 tr IHOVCI8 IHOVCIS_CAVPO CAVPO
GN=SPAGY PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3173 | 0.84 092 | 2.907 2.907 2.907 trIHOVGC3 | HOVGC3_CAVPO CAVPO
porcellus GN=FIZ1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3174 | 0.84 092 | 8.716 5.963 5.963 trIHOVYE5 I HOVYE5_CAVPO CAVPO
GN=LOC100723309 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3175 | 0.83 091 | 4.276 4.276 4.276 trIHOUXZ4 1 HOUXZ4_CAVPO CAVPO
GN=PHF11 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3176 | 0.83 0.92 | 5.806 2.151 2.151 trIHOV380HOV380_CAVPO CAVPO
GN=STK38 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3177 | 0.83 091 | 3.695 1.192 1.192 tr IHOV6F5 I HOVOE5_CAVPO CAVPO

porcellus GN=ARHGAP12 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

3178 | 0.83 0.91 | 3.008 3.008 3.008 trIHOVB291HOVB29_CAVPO CAVPO
GN=Asah1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3179 | 0.83 0.91 | 7.805 7.805 7.805 trIHOVDR6 |HOVDR6_CAVPO CAVPO
GN=PPP1R1B PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3180 | 0.83 0.94 | 6.711 6.711 6.711 tr lHOV]Q7 IHOV]Q7_CAVPO CAVPO
GN=REM1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3181 | 0.83 0.95 | 104 8.389 8.389 tr IHOWCV1IHOWCV1_CAVPO CAVPO
GN=TMEMB38A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3182 | 0.82 0.89 | 1.987 1.192 1.192 trIHOVOA11HOVOA1_CAVPO CAVPO
porcellus GN=SORT1 PE=4 S5V=1
Uncharacterized protein OS=Cavia porcellus
3183 | 0.82 091 | 8225 4.329 4.329 trIHOV1Z31HOV1Z3_CAVPO CAVPO
GN=SELRC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3184 0.82 0.9 4.444 4.444 4.444 trIHOVD301HOVD30_CAVPO CAVPO
GN=RPA2 PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3185 | 0.82 0.95 | 2.104 0.4099 0.1913 tr IHOVLT8 IHOVLT8_CAVPO CAVPO
GN=SMGI1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3186 | 0.82 0.94 | 6.061 3.426 1.186 tr IHOW9J9 ITHOW9J9_CAVPO CAVPO
GN=PRRC2A PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3187 | 0.81 0.94 | 4.833 1.494 1.494 tr IHOUXI7 |THOUXI7_CAVPO CAVPO
porcellus GN=EHBP1 PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3188 | 0.81 091 | 11.15 7.611 2.832 trIHOVOL6 |IHOVOL6_CAVPO CAVPO
porcellus GN=ASH2L PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3189 | 0.81 9.25 | 17.44 13.86 9.985 trIHOVOWS8 I HOVOWS8_CAVPO CAVPO
porcellus GN=PRKCB PE=4 SV=1
Oxysterol-binding protein OS=Cavia porcellus
3190 | 0.81 0.89 | 1.364 1.364 1.364 tr IHOV6F3 1 HOV6F3_CAVPO CAVPO
GN=0OSBPL11 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3191 | 0.81 0.91 | 30.26 4.103 4.103 trIHOVH74|HOVH74_CAVPO CAVPO

GN=CHP1 PE=4 SV=1




Uncharacterized protein OS=Cavia porcellus

3192 | 0.81 0.89 | 2.866 1.508 1.508 trlHOVQO0IHOVQO00_CAVPO CAVPO
GN=CHFR PE=4 SV=1
Uncharacterized protein (Fragment) OS=Cavia
3193 | 0.81 1.81 | 19.73 19.73 19.73 trIHOVRJ6 IHOVR]6_CAVPO CAVPO
porcellus GN=UBE2D4 PE=3 SV=1
Uncharacterized protein OS=Cavia porcellus
3194 0.8 0.93 | 4.025 0.3696 0.3696 trIHOUUM?7 |IHOUUM?7_CAVPO CAVPO
GN=MAST4 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3195 0.8 0.91 | 8.738 6.796 3.56 tr IHOV4ANZ |HOV4AN7_CAVPO CAVPO
GN=UPRT PE~=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3196 0.8 0.88 | 14.47 14.47 14.47 tr IHOV813 I HOV813_CAVPO CAVPO
GN=ZNF706 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3197 0.8 0.93 | 19.76 10.38 2.595 trIHOVD?77 ITHOVD77_CAVPO CAVPO
GN=DKC1 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3198 0.8 0.88 | 5.128 2.885 2.885 tr IHOVEN7 |HOVEN7_CAVPO CAVPO
GN=YIPF3 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3199 0.8 0.88 | 5.854 5.854 5.854 tr IHOWA69 |HOWA69_CAVPO CAVPO
GN=DUT PE~4 SV=1
Uncharacterized protein OS=Cavia porcellus
3200 | 0.79 0.93 | 6.776 1.46 0.7593 tr IHOV7X8 I HOV7X8_CAVPO CAVPO
GN=NUP98 PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3201 | 0.79 094 | 2.817 1.863 0.4998 trIHOVZH7 |IHOVZH7_CAVPO CAVPO
GN=TNC PE=4 SV=1
Uncharacterized protein OS=Cavia porcellus
3202 | 0.79 093 | 12.26 6.452 2.151 tr IHOWAP3 | HOWAP3_CAVPO CAVPO

GN=ARHGEF9 PE=4 SV=1




