[bookmark: _GoBack]Table S3: 57 hypermethylated-5mC genes downregulated during liver regeneration.
	Gene 
	Fold downregulation 4h after sham surgery
	Fold downregulation 4h after partial hepatectomy (PH)
	

	AJAP1
	12.28
	84.62
	6.67

	CCDC78
	44.72
	368.57
	48.86

	CD163L1
	0.94
	6.14
	6.14

	CELF4
	1.06
	15.35
	1.21

	CLDN6
	3.60
	36.34
	1.66

	CXCL12
	1.83
	4.19
	0.85

	DDIT4L
	2.22
	4.99
	1.00

	DEDD2
	1.07
	2.79
	1.22

	DLEU7
	0.91
	3.92
	3.92

	DMC1
	1.00
	7.12
	7.12

	EFS
	2.56
	827.82
	1.99

	GATA5
	1.47
	5.76
	2.62

	GCK
	1.73
	3.67
	1.31

	GGT1
	4.51
	10.93
	9.29

	HCST
	0.25
	2.82
	3.70

	HLX
	0.99
	2.32
	1.72

	HOXB4
	0.84
	2.19
	1.11

	KCNJ2
	0.72
	24.21
	2.27

	KCNQ5
	3.98
	104.10
	22.26

	LIN37
	1.23
	2.75
	1.25

	LRAT
	1.80
	4.27
	0.85

	LRCH2
	3.08
	9.47
	8.32

	LRRC24
	0.27
	3.29
	0.86

	MATK
	0.53
	3.55
	1.77

	MCOLN3
	1.81
	6.19
	1.05

	MLPH
	1.69
	5.92
	1.32

	NDUFA4L2
	2.77
	7.52
	1.05

	NEURL2
	2.75
	6.13
	1.46

	NFATC2
	1.89
	11.08
	1.10

	PBX4
	1.61
	5.94
	1.10

	PDE1C
	1.27
	2.93
	0.85

	PLTP
	1.30
	3.57
	1.24

	PLXDC1
	6.25
	14.72
	1.10

	PRDM16
	1.26
	2.92
	0.91

	PRIMA1
	1.03
	2.06
	2.06

	PTH1R
	3.04
	6.72
	1.18

	RAB33A
	1.77
	8.87
	8.87

	SAC3D1
	1.01
	2.30
	1.26

	SERP2
	5.25
	28.94
	2.44

	SH3YL1
	1.34
	3.00
	1.06

	SLC5A11
	9.02
	119.20
	13.48

	SORBS3
	1.37
	2.77
	1.21

	SOX30
	16.34
	53.86
	8.42

	SPO11
	1.67
	9.46
	9.46

	ST8SIA2
	2.73
	29.80
	4.04

	SYCE1
	1.34
	9.68
	1.23

	SYCP3
	2.04
	38.74
	38.74

	TBX6
	2.87
	6.26
	1.48

	TCF15
	2.01
	19.26
	19.26

	TMEM215
	2.37
	34.42
	38.08

	TMEM91
	6.66
	38.13
	6.52

	TRIM36
	0.53
	4.63
	4.71

	TSPAN10
	0.31
	7.31
	1.06

	TWIST1
	0.60
	183.79
	0.98

	VASH2
	1.51
	16.97
	2.76

	ZFYVE28
	3.78
	7.73
	7.56



