
GO:0005890 Sodium:potassium−exchanging ATPase complex [2]

GO:0032585 Multivesicular body membrane [2]

GO:0031982 Vesicle [58]

GO:0000118 Histone deacetylase complex [4]

GO:0005794 Golgi apparatus [26]

GO:1904949 ATPase complex [5]

GO:0030027 Lamellipodium [7]

GO:0043227 Membrane−bounded organelle [140]

GO:0005622 Intracellular [158]

GO:0030133 Transport vesicle [11]

GO:0012505 Endomembrane system [62]
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