
GO:0045944 Positive regulation of transcription by RNA polymerase II [122]

GO:0019222 Regulation of metabolic process [478]

GO:0080090 Regulation of primary metabolic process [450]

GO:0048468 Cell development [189]

GO:0009893 Positive regulation of metabolic process [273]

GO:0051173 Positive regulation of nitrogen compound metabolic 
process [252]

GO:0031325 Positive regulation of cellular metabolic process [262]

GO:0031323 Regulation of cellular metabolic process [463]

GO:0006366 Transcription by RNA polymerase II [222]

GO:0006357 Regulation of transcription by RNA polymerase II [213]
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