Sig GO terms of DE gene—-MF

G0:0050308 Sugar-phosphatase activity [2] - .
G0:0019203 Carbohydrate phosphatase activity [2] - .
G0:0008556 Potassium—transporting ATPase activity [2] - .
Count
. . . - o 4
G0:0005391 Sodium:potassium—exchanging ATPase activity [2] - .
® 8
® 12
G0:0019894 Kinesin binding [3] - °
® 16
G0:0098531 Transcription factor activity, direct ligand regulated _ A
sequence-specific DNA binding [3] Pvalue
G0:0004879 Nuclear receptor activity [3] - ° 0.010
G0:0035591 Signaling adaptor activity [4] - ° 0.005
GO:0060090 Molecular adaptor activity [9] - (]
GO0:0030674 Protein binding, bridging [8] - [ )

G0:0008092 Cytoskeletal protein binding [17] - @

Fold Enrichment ((Count/Pop.Hits)/(List. Total/Pop.Total))



