
GO:0006139

nucleobase−containin...

0.000702

350 / 5967

GO:0006351

transcription, DNA−t...

8.38e−09

271 / 3907

GO:0006355

regulation of transc...

1.18e−08

261 / 3745

GO:0006357

regulation of transc...

2.58e−14

193 / 2227

GO:0006366

transcription by RNA...

4.33e−15

207 / 2405

GO:0006725

cellular aromatic co...

0.002864

355 / 6178

GO:0006807

nitrogen compound me...

0.001459

574 / 10390

GO:0007275

multicellular organi...

3.46e−13

373 / 5351

GO:0008150

biological_process

1.000000

902 / 17653

GO:0008152

metabolic process

0.006093

635 / 11746

GO:0009058

biosynthetic process

4.16e−05

401 / 6735

GO:0009059

macromolecule biosyn...

8.16e−07

349 / 5526

GO:0009889

regulation of biosyn...

5.30e−09

317 / 4707

GO:0009891

positive regulation ...

1.81e−09

151 / 1841

GO:0009893

positive regulation ...

3.37e−12

253 / 3329

GO:0009987

cellular process

0.005728

846 / 16158

GO:0010467

gene expression

8.65e−05

347 / 5761

GO:0010468

regulation of gene e...

4.62e−08

321 / 4873

GO:0010556

regulation of macrom...

6.94e−09

303 / 4467

GO:0010557

positive regulation ...

3.14e−09

141 / 1698

GO:0010604

positive regulation ...

2.65e−11

236 / 3106

GO:0010628

positive regulation ...

3.65e−08

148 / 1877

GO:0016070

RNA metabolic proces...

1.50e−06

309 / 4821

GO:0018130

heterocycle biosynth...

5.19e−07

297 / 4550

GO:0019219

regulation of nucleo...

3.14e−10

302 / 4328

GO:0019222

regulation of metabo...

2.33e−10

444 / 6920

GO:0019438

aromatic compound bi...

6.13e−07

297 / 4558

GO:0030154

cell differentiation

1.47e−10

292 / 4124

GO:0031323

regulation of cellul...

1.73e−11

425 / 6454

GO:0031325

positive regulation ...

1.55e−13

243 / 3074

GO:0031326

regulation of cellul...

9.18e−09

312 / 4640

GO:0031328

positive regulation ...

1.99e−09

149 / 1812

GO:0032501

multicellular organi...

0.000151

436 / 7496

GO:0032502

developmental proces...

6.89e−11

412 / 6267

GO:0032774

RNA biosynthetic pro...

5.05e−09

274 / 3940

GO:0034641

cellular nitrogen co...

0.032208

377 / 6851

GO:0034645

cellular macromolecu...

9.60e−06

335 / 5401

GO:0034654

nucleobase−containin...

3.00e−07

295 / 4488

GO:0043170

macromolecule metabo...

9.87e−06

554 / 9622

GO:0044237

cellular metabolic p...

0.000460

607 / 10957

GO:0044238

primary metabolic pr...

0.004149

595 / 10905

GO:0044249

cellular biosyntheti...

0.000121

389 / 6579

GO:0044260

cellular macromolecu...

1.80e−07

512 / 8555

GO:0044271

cellular nitrogen co...

0.000182

322 / 5342

GO:0045893

positive regulation ...

3.14e−09

125 / 1450

GO:0045935

positive regulation ...

5.06e−09

143 / 1742

GO:0045944

positive regulation ...

1.56e−11

111 / 1132

GO:0046483

heterocycle metaboli...

0.004196

351 / 6136

GO:0048468

cell development

6.06e−14

180 / 2045

GO:0048518

positive regulation ...

6.55e−10

384 / 5841

GO:0048522

positive regulation ...

6.09e−11

351 / 5142

GO:0048731

system development

1.24e−11

333 / 4760

GO:0048856

anatomical structure...

7.97e−13

398 / 5836

GO:0048869

cellular development...

2.75e−10

302 / 4323

GO:0050789

regulation of biolog...

2.06e−08

673 / 11709

GO:0050794

regulation of cellul...

2.03e−09

648 / 11074

GO:0051171

regulation of nitrog...

3.38e−10

407 / 6240

GO:0051173

positive regulation ...

1.17e−12

233 / 2965

GO:0051252

regulation of RNA me...

8.93e−11

285 / 3984

GO:0051254

positive regulation ...

1.98e−10

134 / 1523

GO:0060255

regulation of macrom...

2.08e−10

418 / 6425

GO:0065007

biological regulatio...

5.43e−08

701 / 12351

GO:0071704

organic substance me...

0.003451

613 / 11249

GO:0080090

regulation of primar...

3.75e−10

415 / 6394

GO:0090304

nucleic acid metabol...

3.50e−05

327 / 5329

GO:0097659

nucleic acid−templat...

5.26e−09

273 / 3924

GO:1901360

organic cyclic compo...

0.008417

361 / 6394

GO:1901362

organic cyclic compo...

2.65e−06

301 / 4704

GO:1901576

organic substance bi...

2.55e−05

399 / 6665

GO:1902680

positive regulation ...

3.27e−09

125 / 1451

GO:1903506

regulation of nuclei...

3.29e−09

265 / 3766

GO:1903508

positive regulation ...

3.14e−09

125 / 1450

GO:2000112

regulation of cellul...

5.56e−08

293 / 4376

GO:2001141

regulation of RNA bi...

4.07e−09

265 / 3774


