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GO:0031060 Regulation of histone methylation [7]

GO:0031056 Regulation of histone modification [10]

GO:0010498 Proteasomal protein catabolic process [21]

GO:0010638 Positive regulation of organelle organization [27]

GO:0000904 Cell morphogenesis involved in differentiation [29]

GO:0030182 Neuron differentiation [45]

GO:0120036 Plasma membrane bounded cell projection organization [51]

GO:0030030 Cell projection organization [52]

GO:0007399 Nervous system development [74]

GO:0007166 Cell surface receptor signaling pathway [88]
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