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Figure S1| Representative MS? spectrum matching a doubly charged precursor mass of m/z 935.4205,
corresponding to the modified peptide sequence AAMDAVC<Cmm>AK matching AA-sequence 20 to 28
of hNaa40p as reported in ProteomicsDB ([1], accessed January 2021) and with ‘Cmm’ and ‘iTRAQ’
denoting an carbamidomethyl and iTRAQ moiety.
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