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Figure S1. Quantitative analysis of invasion to epithelial cells. Invasion of the toxigenic C. ulcerans strain KL756 and the 

non-toxigenic C. silvaticum isolate W25 to different human epithelial cell lines: (a) Detroit 562, (b) HEK-Blue 293 hTLR2, 

(c) HeLa. The respective cell line was seeded 24 hours prior to infection and infected with bacteria at an MOI of 50. To kill 

extracellular bacteria, after 90 min post infection the cells were additionally incubated for 2 hours with gentamicin (100 

µg/mL) before lysis. Columns and error bars represent the results and standard deviations of three independent biological 

replicates carried out with three technical replicates each (n = 9). Invasion efficiency were calculated based on the ratio of 

colony forming units (CFU) prior to infection and CFU on the lysate plates after infection, multiplied by 100. 



 

Figure S2. Diphtheria toxin (Dt) expression in RPMI 1640 cell culture medium. The bacteria were incubated without bi-

pyridyl (−b) and Dt expression was induced with 0.05 M bipiridyl (+b). Crude cell extracts were prepared and 40 µg of 

each sample loaded onto a 1% SDS gel. The separated proteins were transferred to a positively charged PVDF membrane. 

Detection of the Dt protein was carried out as published previously by Möller and coworkers [1]. Dt has a molecular 

weight of 62 kDa and is labeled with an arrow. 

Table S1. Bacteria used for Western Blot analysis. 

Strain Description/source Reference 

C. ulcerans KL756 Dog (tox+) [1] 

C. glutamicum ATCC13032 Type strain, nonpathogenic [2] 

C. diphtheriae DSM43989  [3] 

C. diphtheriae NCTC13129 Diphtheria [4] 

C. silvaticum W25 Wild boar (tox+) [5] 
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