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Accession Number

Hemoglobin subunit alpha OS=Homo sapiens OX=9606 GN=HBA1 PE=15V=2
Hemoglobin subunit beta 0S=Homo sapiens OX=9606 GN=HBB PE=1 5\
[Serum albumin OS=Homo sapiens OX=9606 GN=ALB PE=1 SV-=:

Erythrocyte band 7 integral membrane protein OS=Homo sapiens OX=9606 GN=STOM PE=15V=3
LCAAL PE=15)

Band 3 anion transport protein 05=Homo sapiens OX=9606 G
Ankyrin-1 0S=Homo sapiens OX=9606 GN=ANK1 PE=15V=3
Transitional endoplasmic reticulum ATPase OS=Homo sapiens O
Carbonic anhydrase 1 0S=Homo sapiens OX=9606 GN=CA1 PE=1 5\
Peroxiredoxin-2 05=Homo sapiens OX=9606 GN=PRDX2 PE=15V=5
Hemoglobin subunit delta 05=Homo sapiens O
serotransferrin O5=Homo sapiens OX=9606 GN=TF PE=1 5V=3
Catalase 0S=Homo sapiens OX=9606 GN=CAT PE=1 SV=:
Protein 4.1 05=Homo sapiens OX=0606 GN=EPB41 PE=15V=4
Hemoglobin subunit gamma-1 0S=Homo sapiens OX=9606 GN=HBG1 PE=1 SV=2
Flavin reductase (NADPH) OS=Homo sapiens OX=0606 GN=BLVRB PE=15V=3
Erythrocyte membrane protein band 4.2 0S=Homo sapiens OX=0606 GN=EPB42 PE=1 5V=
Immunoglobulin heavy constant mu 0S="
Carbonic anhydrase 2 0S=Homo sapiens OX=9606 GN=CA2 PE=1 5\
Complement C3 0S=Homo sapiens OX=9606 GN=C3 PE=1 5
Solute carrier family 2, facilitated glucose transporter member 1 05=Homo sapiens OX=0606 GN=SLC2A1 PE=15V=2
Keratin, type | cytoskeletal 10 0S=Homo sapiens OX=9606 GN=KRT10 PE=1 SV=6
Keratin, type | cytoskeletal 9 OS=Homo sapiens OX=0606 GN=KRT9 PE=15V=3
55 kDa erythrocyte membrane protein OS=Homo sapiens OX=9606 GN=MPP1 PE=1 5V=2
Keratin, type Il cytoskeletal 1 0S=Homo sapiens OX=9606 GN=KRT1 PE=1 SV:
Heat shock cognate 71 kDa protein OS=Homo sapiens OX=0606 GN=HSPAS PE=1 5V=1
Methanethiol oxidase 05=Homo sapiens OX=9606 GN=SELENBP1 PE=15V=2
Fibrinogen gamma chain OS=Homo sapiens OX=9606 GN=FGG PE=15V=3
Immunoglobulin gamma-1 heavy chain OS=Homo sapiens OX=9606 PE=1 SV=2
Peroxiredoxin-6 0S=Homo sapiens OX=9606 GN=PRDX6 PE=15V=3
| Apolipoprotein B-100 0S=Homo sapiens OX=9606 GN=APOB PE=15V=2
Flotillin-1 0S=Homo sapiens OX=9606 GN=FLOT1 PE=1 SV=3
spectrin alpha chain, erythrocytic 1 05=Homo sapiens OX=9606 GN=SPTAL PE=15V=5
Rab GDP dissociation inhibitor beta OS=Homo sapiens OX=9606 GN=GDI2 PE=1S)
Heat shock 70 kDa protein 1A 0S=Homo sapiens OX=9606 GN=HSPALA PE=15
phosph: 0Os=Homo sapiens PE=15V=3
Alpha-1-antitrypsin 0S=Homo sapiens OX=9606 GN=SERPINAL PE=15V=3
Apolipoprotein A1 05=Homo sapiens OX=9606 GN=APOAL PE=15V:
Ras-related protein Rap-1A 0S=Homo sapiens OX=9606 GN=RAP1A PE=1 SV-="
0s=Homo sapiens PE=15V=1
Acetylcholinesterase 0S=Homo sapiens 0X=9606 GN=ACHE PE=15V=1
Keratin, type Il cytoskeletal 2 epidermal OS=Homo sapiens OX=9606 GN=KRT2 PE=1 SV=2
Immunoglobulin heavy constant alpha 1 0S=Homo sapiens OX=9606 GN=IGHA1 PE=1 SV-=:
Purine nucleoside phosphorylase O5=Homo sapiens OX=9606 GN=PNP PE=1 V=
sv=2

Complement C4-B 0S=Homo sapiens OX=9606 G|
Actin, cytoplasmic 2 0S=Homo sapiens OX=9606 GN=ACTG1 PE=1 SV=1
Phosphaglycerate Kinase 105-Homo sapiens OX-3605 GN=PGK1 PE=1 5v=3
0S=Homo sapiens PE=1S!
[pha-soluble NSF attachment protein OS=Homo sapiens OX-9606 Gt
Spectrin beta chain, erythrocytic 0S=Homo sapiens 0X=9606 GN=SPTB PE=1 S\
Flotillin-2 0S=Homo sapiens OX=9606 GN=FLOT2 PE=1 SV=2
| ADP-ribosylation factor 1 0S=Homo sapiens OX=9606 GN=ARF1 PE=1 SV=2
Peptidyl-prolyl cis-trans isomerase A 0S=Hormo sapiens OX=9606 GN=PPIA PE=1 5V=2
Heat shock protein HSP 90-alpha OS=Homo sapiens OX=9606 GN=HSP90AA1 Pt SV=5
Triosephosphate isomerase OS=Homo sapiens OX=9606 GN=TPI1 PE=1 SV=3
[Semaphorin-7A 0S=Homo sapiens 0X=9606 G| MAT7A P Sv=1
Immunoglobulin heavy constant gamma 2 0S=Homo sapiens OX=9606 GN=IGHG2 PE=1 S\
Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 05=Homo sapiens O
Vesicle-fusing ATPase OS=Homo sapiens OX=9606 GN-=I
Fructose-bisphosphate aldolase A 0S=Homo sapiens OX=9606 GN=ALDOA PE=1 SV=2
14-3-3 protein epsilon 0S=Homo sapiens 0X=9606 GN=YWHAE PE=1 S\
Immunoglobulin kappa light chain OS=Homo sapiens OX=
Retinal dehydrogenase 1 0S=Homo sapiens OX=9606 G| LDH1A1 PE=1 SV=2
Programmed cell death 6-interacting protein 0S=Homo sapiens 0X=9606 GN=PDCD6IP PE=1 SV=1
L-lactate dehydrogenase B chain OS=Homo sapiens OX=0606 GN=LDHB PE=15V=2
Beta-2-glycoprotein 1 0S=Homo sapiens OX=9606 GN=APOH PE=1 SV=:
Guanine nucleotide-binding protein G(i) subunit alpha-2 0S=Homo sapiens OX=9606 GN=GNAI2 PE=1 SV=3

606 GN=GNB1 PE=1 5V=3

Disheveled-associated activator of morphogenesis 1 0S=Homo sapiens OX=9606 GN=DAAM1 PE=1 5V=2
Ras-related protein Rap-2b OS=Homo sapiens OX=9606 GN=RAP28 PE=1 SV=1

[Annexin A7 OS=Homo sapiens OX=9606 GN=ANXA7 PE=15V=3

Bisphosphoglycerate mutase OS=Homo sapiens OX=9606 GN=BPGM PE=15V=2

UBX domain-containing protein 6 0S=Homo sapiens OX=0606 GN=UBXN6 PE=1 5V=1

stress-induced-phosphoprotein 1 0S=Homo sapiens OX=9606 GN: =

Eukaryotic translation initiation factor 5A-1 0S=Homo sapiens OX=9606 GN=EIFSA PE=1 SV=2

Transferrin receptor protein 1 0S=Homo sapiens OX=9606 GN=TFRC PE=15V=2

Cell division control protein 42 homologo =Homo sapiens OX=9606 GN=CDC42 PE=:
sv:

Complement decay-accelerating factor OS=Homo sapiens OX=9606 GN=CDS5 PE=1 SV=4
CD59 glycoprotein O5=Homo sapiens OX=9606 GN=CD59 PE=15V=1
Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Homo sapiens OX=9606 GN=GNAS PE=15V=2
| Ammonium transporter Rh type A OS=Homo sapiens OX=9606 GN=RHAG PE=1 V=2
RuvB-like 2 05=Homo sapiens OX=9606 GN=RUVBL2 PE=1 V=3
Phosphatidylinositol 5-phosphate 4-kinase type-2 alpha 05=Homo sapiens OX=9606 GN=PIP4K2A PE=1 5V=2
Cab-binding protein alpha chain 05=Homo sapiens OX=9606 GN=C4BPA PE=1 5V=2
Vitamin D-binding protein 0S=Homo sapiens OX=9606 GN=GC PE=1 5V=2
Keratin, type | cytoskeletal 14 0S=Homo sapiens OX=9606 GN=KRT14 PE=1 SV=4
Ras-related protein Rab-18 0S=Homo sapiens OX=9606 GN=RAB1B PE=1 5\
Ceruloplasmin 0S=Homo sapiens OX=9606 GN=CP PE=1 V=
Basal cell adhesion molecule OS=Homo sapiens OX=9606 GN=BCAM PE=15V=2
Superoxide dismutase [Cu-Zn] OS=Homo sapiens OX=9606 GN=50D1 PE=15)
Peroxiredoxin-1 05=Homo sapiens OX=9606 GN=PRDX1 PE=15V=1

Iph: 0S=Homo sapiens PE=15V=4
| Acylamino-acid-releasing enzyme OS=Homo sapiens OX=9606 GN=APEH PE=1 SV=4

HBA_HUMAN
HBB_HUMAN

GDIB_HUMAN
HS71A_HUMAN (+1)
G3P_HUMAN
AIAT_HUMAN

ACPH_HUMAN

Alternate ID

HBAL
HBB
A8

ALDOA
YWHAE

ALDH1A1

‘Molecular Weight
15 kDa
16 kDa
69 kDa
32kpa
102 kDa
206 kDa
89 kDa
29 kpa
22 kpa
16 kDa
77 kba
60 kDa
97 kba
16 kDa
22 kpa
77 kba
49 kba
29 kpa
187 kDa
54 kDa
59 kDa
62 kDa
52 kba
66 kDa
71kDa
52 kba
52 kba
49 kpa
25 kpa
516 kDa
47 kba
280 kDa
51kDa
70 kDa
36 kDa
47 kba
31kpa
21kpa
45 kba
68 kDa
65 kDa
38kDa
32kpa
52 kba
36 kDa
68 kDa
193 kDa
42 kpa
45 kDa
163 kDa
33kDa
246 kDa
47 kba
21kpa
18 kDa
85 kDa
31kpa
75 kba
36 kDa
37 kpa
83 kDa
39 kpa
29 kpa
23 kpa
55 kDa
96 kDa
37 kpa
38 kDa
40 kpa
16 kDa
123 kDa
21kpa
53 kDa
30 kpa
50 kDa
69 kDa
40 kpa
63 kDa
17 kDa
85 kDa
21kpba
46 kDa
22 kpa
41 kba
14kDa
111 kDa
44 kpa
51kDa
46 kDa
67 kDa
53 kDa
52 kpa
22 kpa
122 kDa
67 kDa
16 kDa
22 kpa
54 kDa
81kDa
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Protein/nucleic acid deglycase DJ-1 0S=Homo sapiens OX=9606 GN=PARK7 PE=1 5V=2
Golgi-associated plant pathogenesis-related protein 10

Cofilin-1 05=Homo sapiens O

2'3'cyclic-nucl 3 05=Homo sapiens

Fibrinogen alpha chain OS=Homo sapiens OX=9606 GN=FGA PE=1 SV=2
208

NP PE=15V=2

Alpha-1-acid jomo sapiens O) PE=15)
Transforming protein RhoA OS=Homo sapiens OX=9606 GN=RHOA PE=1 SV=1
Iph: 05=Homo sapiens PE=15V=2

Ribonuclease inhibitor OS=Homo sapiens OX=9606 GN=RNH1 PE=1 SV=2
Serine/threonine-protein kinase TAO3 OS=Homo sapiens OX=9606 GN=TAOK3 PE=15V=2
Long-chain-fatty-acid--CoA ligase 4 OS=Homo sapiens OX=9606 GN=ACSL4 PE=15V=2
EH domain-containing protein 10
Calpastatin 05=Homo sapiens O
Hsc70-interacting protein OS=" 606 GN=ST13 PE=15V=2
CB1 cannabinoid receptor-interacting protein 1 0S=Homo sapiens O
Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=
05=Homo sapiens OX=9606 Gf
14-3-3 protein zeta/delta O5=Homo sapiens OX=9606 GN=YWHAZ P
Guanine nucleotide-binding protein G(k) subunit alpha OS=Homo sapiens OX=9606 GN=GNAI3 PE=15V=3
Immunoglobulin lambda-1 light chain OS=Homo sapiens OX=0606 PE=1 5V=1
Talin-1 05=Homo sapiens OX=0606 GN=TLN1 PE=15V=3
Alpha-synuclein O5=Homo sapiens OX=9606 GN=SNCA PE=1 5V=1
EH domain-binding protein 1-like protein 1 0S=Homo sapiens OX=0606 GN=EHBP1L1 PE=1 5V=2
Sorcin OS=Homo sapiens OX=0606 GN=SRI PE=15V=1
Fibrinogen beta chain OS=Homo sapiens OX=9606 GN=FGB PE=15V=2
Clathrin heavy chain 10S=Homo sapiens OX=9606 GN=CLTC PE=15)
Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 O
DS antigen-like 0S=Homo sapiens OX=9606 GN=CDSL PE=1 SV:
Nucleaside diphosphate kinase A 0S=Homo sapiens OX=9606 G
RuvB-like 1 05=Homo sapiens OX=9606 GN=RUVBLL PE=15)
Ubiquitin carboxyl-terminal hydrolase 14 05=Homo sapiens O
2 =Homo sapiens 1PE=15V=2
Inter-alpha-trypsin inhibitor heavy chain H4 0S=Homo sapiens OX=9606 GN=ITIH4 PE=15V=4
Protein argonaute-2 0S=Homo sapiens OX=9606 GN=AGO2 PE=15V=3
Phosphatidylethanolamine-binding protein 1 05=Homo sapiens OX=9606 GN=PEBP1 PE=1 SV=3
Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens OX=9606 GN=PCMT1 PE=1 SV=4
Heme-binding protein 1 0S=Homo sapiens OX= =
Galectin-3 05=Homo sapiens OX=0606 GN=LGALS3 P
Synaptic vesicle membrane protein VAT-1 homolog O
Carbonic anhydrase 3 0S=Homo sapiens OX=0606 GN=CA3 PE=15V=3
Charged multivesicular body protein 4b OS=Homo sapiens OX=9606 GN=CHMP4B PE=1 SV=1
Complement factor H OS=Homo sapiens OX=0606 GN=CFH PE=1 SV
Protein DDI1 homolog 2 05=Homo sapiens OX=9606 Gi
Malate dehydrogenase, cytoplasmic 0S=Homo sapiens O
GTP-binding nuclear protein Ran OS=Homo sapiens OX=0606 GN=RAN PE=15V=3
GTPase KRas 0S=Homo sapiens OX=9606 GN=KRAS PE=1 5V=1
Al 05=Homo sapiens OX=0606 GN=APOA2 P!
Keratin, type Il cytoskeletal 6A OS=Homo sapiens OX=0606 GN=KRTGA PE=1 5V=3
| Aspartate aminotransferase, cytoplasmic OS=Homo sapiens OX=9606 GN=GOT1 PE=15V=3
Complement factor B 0S=Homo sapiens OX=9506 GN=CFB PE=1 V=
Ras-related C3 botulinum toxin substrate 1 O 606 GN=RACI PE=1 V=1
Thioredoxin OS=Homo sapiens OX=9606 G
Calmodulin-1 0S=Homo sapiens O
Alpha-1-acid 108=Homo sapiens O PE=15V=1
Obg-like ATPase 1 05=Homo sapiens OX=9606 GN=OLA1 PE=15V=2
Ras-related protein Rab-35 05=Homo sapiens OX=9606 GN=RAB3S P
ATP-citrate synthase OS=Homo sapiens OX=0606 GN=ACLY PE=15
Calpain small subunit 1 0S=Homo sapiens OX=9606 GN=CAPNS1 PE=15)
Protein diaphanous homolog 1 0S=Hormo sapiens OX=0606 GN=DIAPH1 PE=15V=2
Glutathione S-transferase omega-1 05=Homo sapiens OX=9606 GN=GSTO1 PE=1 5\
Alpha-hemoglobin-stabilizing protein OS=Homo sapiens OX=9606 GN=AHSP PE=15V=1
Ubiquitin-conjugating enzyme E2 N OS=Homo sapiens OX=0606 GN=UBE2N PE=15)
serine/threonine-protein phosphatase 24 65 kDa regulatory subunit A alpha isoform 0S=Homo sapiens OX=9606 GN=PPP2R1A PE=1 V=
Elongation factor 1-alpha 1 0S=Homo sapiens OX=9606 GN=EEF1A1 PE=1 SV=1
Protein-glutamine gamma-glutamyltransferase 2 0S=Homo sapiens OX=9606 GN=TGM2 PE=1 5
|AP-2 complex subunit beta OS=Homo sapiens OX=0606 GN=AP2B1 PE=1 5V=1
Clusterin O5=Homo sapiens OX=9606 GN=CLU PE=1 5
Fibronectin 0S=Homo sapiens OX=9606 G
Proliferation-associated protein 2G4 O!
small integral membrane protein 1 0S=Homo sapiens OX=9606 G
Protein XRP2 0S=Homo sapiens OX=9606 GN=RP2 PE=15V:
s-formylglutathione hydrolase OS=Homo sapiens OX=0606 GN=ESD PE=15V=2
05=Homo sapiens OX=9606 Gf
Ribose-phosphate pyrophosphokinase 1 0S=Homo sapiens OX=0606 GN=PRPS1 PE=15V=2
Filamin-A 0S=Homo sapiens OX=9606 GN=FLNA PE=1 SV=4
0s=Homo sapiens
Proteasome activator complex subunit 2 05=Homo sapiens O
| Apolipoprotein € OS=Homo sapiens OX=9606 GN=APOE PE=15V=1
Ubiquitin-like modifier-activating enzyme 1 05=Homo sapiens OX=0606 GN=UBAL PE=15V=3
14-3-3 protein beta/alpha 05=Homo sapiens OX=9606 GN=YWHAB PE
Ubiquitin carboxyl-terminal hydrolase 5 0S=Homo sapiens OX=9606 Gl
Coagulation factor V 05=Homo sapiens OX=9606 GN=FS PE=1 5\
Lactoylglutathione Iyase O5=Homo sapiens OX=9606 G
0s=Homo sapiens PE=15V=2
Elongation factor 2 0S=Homo sapiens OX=9606 GN=EEF2 PE=15V=4
Hemoglobin subunit theta-1 0S=Homo sapiens OX=9606 GN=HBQ1 PE=15V=2
Transketolase OS=Homo sapiens OX=9606 GN=TKT PE=1 V=3
Guanine nucleotide-binding protein G(a) subunit alpha OS=Homo sapiens PE=15V=4

lomo sapiens OX=9606 GN=GNB2 PE=1 V=3

ME1 PE=15V=1

=4

=15V=3

Vitronectin 05=Homo sapiens 0X=9506 G

Polyubiguitin-B 0S=Homo sapiens OX=9606 Gl

Histidine triad nucleotide-binding protein 1 05=Homo sapiens OX=9606 GN=HINT1 PE=15V=2
ol 05=Homo sapiens O PE=15V=2

Proteasome activator complex subunit 1 0S=Homo sapiens OX=0606 GN=PSME1 PE=1 SV=1

Ras-related protein Ral-A OS=Homo sapiens OX=9606 GN=RALA PE=1 V=1

Keratin, type | cytoskeletal 16 05=Homo sapiens OX=9606 GN=KRT16 PE=1 SV=

T-complex protein 1 subunit beta OS=Homo sapiens OX=9606 GN=CCT2 PE=1 V=4

PARK7_HUMAN

GNAI3_HUMAN
IGLI_HUMAN (+1)
TLNI_HUMAN
SYUA_HUMAN
EH1L1_HUMAN

VINC_HUMAN
UBB_HUMAN (+1)
HINTI_HUMAN
AACT_HUMAN
PSMEL_HUMAN
RALA_HUMAN
KIC16_HUMAN
TCPB_HUMAN

PARK7

20kDa
17 kDa
47 kDa
39kDa
19 kDa
48kDa
95 kDa
24kDa
22kDa
39kDa

105 kDa

263 kDa

53kDa
35kDa
281kDa
48kDa
27kDa
36kDa
118kDa
28kDa
96 kDa
252kDa
21kDa
70kDa
95 kDa
16 kDa
68kDa
42kDa
34kDa
63kDa
113kDa
54kDa
26kDa
14kDa
48kDa
29kDa
24kDa
51kDa
57kDa
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Proteasome subunit alpha type-5 OS=Hormo sapiens OX=0606 GN=PSMAS PE=15V=3
| Apolipoprotein A-V 0S=Homo sapiens OX=9606 GN=APOA4 Pi
Immunoglobulin heavy constant gamma 3 0S=Homo sapiens OX=9606 GN=IGHG3 PE=15V=2
Serine/threonine-protein kinase OSR1 0S=Homo sapiens OX=9606 GN=OXSR1 PE=1 5\
CAMP-dependent protein kinase type I-alpha regulatory subunit 0S=Homo sapiens O
Basigin OS=Homo sapiens OX=9606 GN=BSG PE=15V=2

T-complex protein 1 subunit zeta 0S=Homo sapiens OX=9606 GN=CCT6A PE=1 5V=3
Ubiquitin-conjugating enzyme E2 L3 0S=Homo sapiens OX=9606 GN=UBE2L3 PE=1 SV=1
Ras-related protein Rab-118 OS=Homo sapiens OX=9606 GN=RAB11B PE=1 SV=
Cullin-associated NEDD-dissociated protein 105=Homo sapiens OX=9606 GN=CAND1 PE=15V=2

606 GN=PRKAR1A PE=1 5V=1

P 0S=Homo sapiens O) PE=15V=2
Nucleosome assembly protein 1-like 4 0S=Homo sapiens OX=9606 GN=NAP1L4 PE=1 SV=1
Kell blood group glycoprotein OS=Homo sapiens OX=9606 GN=KEL PE=1SVs=:
Complement C1q subcomponent subunit B 0S=Homo sapiens OX=9606 Gl
CD44 antigen OS=Homo sapiens OX=9606 GN=CD44 PE=1 5\
Uroporphyrinogen decarboxylase OS=Homo sapiens OX=9606 GN=UROD PE=15V=2
Ribose-5-phosphate isomerase 0S=Homo sapiens OX=9606 GN=RPIA PE=1 V=3
GMP reductase 1 05=Homo sapiens OX=9606 GN=GMPR PE=15V=1

Protein $100-A4 0S=Homo sapiens OX=9606 GN=5100A4 PE=1 SV
Nucleoside diphosphate kinase B 0S=Homo sapiens 0X=9606 GN=NME2 PE=1 SV=1

Vacuolar protein sorting-associated protein VTA1 homolog 0S=Homo sapiens OX=9606 GN=VTA1 PE=1 SV=1
Programmed cell death protein 6 05=Homo sapiens OX=9606 GN=PDCD PE=1 SV=
Immunoglobulin J chain OS=Homo sapiens OX=9606 GN=JCHAIN PE=1 5}

108 PE=15V=3

hydrolase, 0=Homo sapiens 0X=9606 GN=HAGH PE=15V=2

4 0s=Homo sapiens O PE=25V=2
Transaldolase OS=Homo sapiens OX=9606 GN=TALDO1 PE=1 5V=2
Pyruvate kinase PKLR OS=Homo sapiens OX=9606 GN=PKLR PE=15V=2

ol 05=Homo sapiens PE=15V=2
Proteasome subunit alpha type-2 0S=Homo sapiens OX=0606 GN=PSMA2 PE=1 5V=2
Protein $100-A6 OS=Homo sapiens OX=9606 GN=5100A6 PE=1 SV=1

Acetyl-CoA acetyltransferase, cytosolic 05=Homo sapiens OX=9606 GN=ACAT2 PE=1 V=2
Hemoglobin subunit zeta 05=Homo sapiens OX=9606 GN=HBZ PE:
Lymphocyte function-associated antigen 3 0S=Homo sapiens OX=9606 GN=CD58 PE=1 SV=1
Glutamate--cysteine ligase catalytic subunit OS=Homo sapiens OX=9606 GN=GCLC PE=1 5V=2
Transthyretin 0S=Homo sapiens OX=9606 GN=TTR PE=15V=1

Inter-alpha-trypsin inhibitor heavy chain H2 0S=Homo sapiens OX=9606 GN=ITIH2 PE=1 SV=2
T-complex protein 1 subunit theta OS=Homo sapiens OX=9606 GN=CCT8 PE=15V=4
Calpain-1 catalytic subunit OS=Homo sapiens OX=9606 GN=CAPN1 Pf
T-complex protein 1 subunit epsilon OS=Homo sapiens OX=9606 GN=CCTS PE=15V=1

Plasma membrane calcium-transporting ATPase 4 0S=Homo sapiens OX=9606 GN=ATP284 PE=15V=2
Platelet-activating factor acetylhydrolase IB subunit gamma OS=Homo sapiens OX=9606 GN=PAFAH183 PE=1 5\
[Adenylosuccinate lyase 0S=Homo sapiens OX=9606 GN=ADSL P

=) sapiens =
Plasma protease C1inhibitor OS=Homo sapiens OX=9606 GN=SERPING1 P!

Proteasome subunit alpha type-7 0S=Homo sapiens OX=0606 GN=PSMA7 PE=1 V=1
Ras-related protein Rab-7a OS=Homo sapiens OX=9606 GN=RAB7A PE=1SV=1

Low molecular weight phosphotyrosine protein phosphatase OS=Homo sapiens OX=9606 GN=ACP1 PE=15V=3
Angiotensinogen OS=Homo sapiens OX=9606 GN=AGT PE=1 SV=1

Arginase-1 0S=Homo sapiens OX=9606 GN=ARG1 PE=15V=2

Guanine nucleotide-binding protein subunit alpha-13 0S=Homo sapiens OX=9606 GN=GNA13 PE=1SV=2

heavy constant gamma 4 OS=Homo sapiens OX=9606 GN=IGHG4 PE=15\
Keratin, type Il cytoskeletal 5 0S=Homo sapiens OX=9606 GN=KRTS PE=15V=3

Tubulin beta-4B chain 0S=Homo sapiens OX=9606 G

Syntaxin-7 0S=Homo sapiens OX=9606 GN=STX7 i
L-lactate dehydrogenase A chain OS=Homo sapiens OX=9606 GN=!
Ras-related protein Rab-14 OS=Homo sapiens OX=9606 GN=RAB14 PE=1 5!
Actin, alpha cardiac muscle 1 0S=Homo sapiens OX=9606 GN=ACTC1 P
Histidine-rich 0s=Homo sapiens
Tubulin alpha-18 chain OS=Homo sapiens OX=9606 GN=TUBA1B P!
Heat shock 70 kDa protein 4 0S=Homo sapiens OX=9606 GN=HSPA4 PE=1SV=4

peroxidase 10S=Homo sapiens OX=9606 GN=GPX1 PE=15V=4
1ST1 homolog OS=Homo sapiens OX=9606 GN=IST1 PE=1 SV=1

Ras-related protein Rab-SC 0S=Homo sapiens OX=9606 GN=RABSC PE=1S
Phosphoglycerate mutase 1 05=Homo sapiens OX=9606 GN=PGAM1 P
Biliverdin reductase A 0S=Homo sapiens OX=9606 G

05=Homo sapiens 1P
Rho GDP-dissociation inhibitor 1 0S=Homo sapiens OX=9606 GN=ARHGDIA PE=15V=3
Glutamate--cysteine ligase regulatory subunit 0S=Homo sapiens OX=9606 GN=GCLM PE=1SV=1
GDP-L-fucose synthase OS=Homo sapiens OX=9606 GN=TSTA3 PE=1 SV=1

Leucine-rich repeat-containing protein 57 0S=Homo sapiens OX=9606 GN=LRRC57 PE=1 SV=1

protein C1orf198 0S=Homo sapiens OX=9606 GN=C1orf198 PE=1 SV=1
Proteasome inhibitor PI31 subunit OS=Homo sapiens OX=9606 GN=PSMF1 PE=1 5V=2
F-box only protein 7 0S=Homo sapiens OX=9606 GN=FBXO7 PE=1SV=1

05=Homo sapiens PE=15V=2
265 proteasome non-ATPase regulatory subunit 2 0S=Homo sapiens OX=9606 GN=PSMD2 PE=1 SV-=:
T-complex protein 1 subunit delta OS=Homo sapiens OX=9606 GN=CCT4 PE=15V=4

Keratin, type Il cuticular Hb6 OS=Homo sapiens OX=9606 G

0s=Homo sapiens
Serine/threonine-protein phosphatase 2A activator O:

05=Homo sapiens RX P!
Serum paraoxonase/arylesterase 1 0S=Homo sapiens OX=9606 GN=!
Charged multivesicular body protein 6 0S=Homo sapiens OX=9606 GN=CHMP6 P
| Axin interactor, dorsalization-associated protein OS=Homo sapiens OX=9606 G
Proteasome subunit beta type-4 OS=Homo sapiens OX=t
Hemoglobin subunit mu OS=Homo sapiens OX=9606 GN=HBM PE=1 SV:
Osteoclast-stimulating factor 1 0S=Homo sapiens OX=9606 GN=0STF1 PE=1 V=2
14-3-3 protein theta OS=Homo sapiens OX=9606 GN=YWHAQ Pi
[Aquaporin-1 0S=Homo sapiens OX=9606 GN=AQP1 PE=15V=3
Thioredoxin-like protein 1 0S=Homo sapiens OX=9606 GN=TXNL1 PE=1SV=3
Calcium-binding protein 39 0S=Homo sapiens OX=9606 GN=CAB39 PE=1 5!

purine protein PURH 0S=Homo sapiens OX=9606 GN=ATIC PE=15V=3
Nicotinate phosphoribosyltransferase 05=Homo sapiens OX=9606 GN=NAPRT PE=1 5V=2
NSFL1 cofactor p47 OS=Homo sapiens OX=9606 GN=NSFL1C PE=
Gamma-soluble NSF attachment protein OS=Homo sapiens O
|ATP-binding cassette sub-family B member 6, jomo sapiens O)
Copper chaperone for superoxide dismutase OS=Homo sapiens OX=9606 GN=CCS PE=15V=1
Fumarate hydratase, mitochondrial 05=Homo sapiens OX=9606 GN=FH PE=1 V=
Ras-related protein Rab-10 0S=Homo sapiens OX=9606 GN=RAB10 PE=1 SV="

606 GN=NAPG PE=15V=1

86 PE=15V=1

PSAS_HUMAN
APOA4_HUMAN

ACTC_HUMAN (+1)
HRG_HUMAN
TBAIB_HUMAN
HSP74_HUMAN
GPX1_HUMAN

1433T_HUMAN
AQP1_HUMAN
TXNLI_HUMAN
CAB39_HUMAN
PURI_HUMAN
PNCB_HUMAN
NSF1C_HUMAN
SNAG_HUMAN
ABCB6_HUMAN
CCS_HUMAN
FUMH_HUMAN
RABI0_HUMAN

SERPING1
1TGA28
PLG
PITHDL
PSMA7
RAB7A

26kDa
45 kDa
41kDa
58kDa
43kDa
42kDa
58kDa

65kDa

41kDa
35kDa
94 kDa
29kDa
55kDa
23kDa
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T-complex protein 1 subunit alpha OS:
[Afamin OS=Homo sapiens OX=9606 G
Nuclear transport factor 2 0S=Homo sapiens OX=9606 GN=NUTF2 PE=1 V=1
Ras-related protein Rap-1b 0S=Homo sapiens OX=0606 GN=RAP18 PE=15
Junctional adhesion molecule A OS=Homo sapiens OX=9606 GN=F11R PE=1 SV=1
Proteasome subunit beta type-2 0S=Homo sapiens OX=9606 GN=PSMB2 PE=15V=1

Charged multivesicular body protein 4a 0S=Homo sapiens OX=9606 GN=CHMP4A PE=1 5V=3
F-actin-capping protein subunit beta 0S=Homo sapiens OX=9606 GN=CAPZB PE=1 SV=4
Proteasome subunit beta type-1 0S=Homo sapiens OX=9606 GN=PSMB1 PE=1 5V=2
F-actin-capping protein subunit alpha-1 0S=Homo sapiens OX=9606 GN=CAPZAL I
Rho GTPase-activating protein 1 05=Homo sapiens OX=9606 GN=ARHGAP1 PE=1 SV=1

DnaJ homolog subfamily B member 2 0S=Homo sapiens OX=9606 GN=DNAJB2 PE=15V=3
Ubiquitin-conjugating enzyme E2 variant 2 0S=Homo sapiens OX=0606 GN=UBE2V2 PE=15V-=:
Fermitin family homolog 3 0S=Homo sapiens OX=9606 GN=FERMT3 PE=1 SV=1

Proteasome subunit alpha type-4 0S=Homo sapiens OX=0606 GN=PSMA4 PE=1 V=1
Ubiquitin thioesterase OTU1 0S=Homo sapiens OX=9606 GN=YOD1 PE=1S)
Equilibrative nucleoside transporter 1 05=Homo sapiens OX=9606 GN=SLC20A1 PE=1 5V=3
Nectin-1 0S=Homo sapiens OX=9606 GN=NECTIN1 PE=15V=3

265 proteasome regulatory subunit 6 05=Homo sapiens OX=9606 GN=PSMC3 PE=1 5V=3
Importin subunit beta-1 0S=Homo sapiens OX=9606 GN=KPNB1 PE=15V=2
NADH-cytochrome bs reductase 3 0S=Homo sapiens OX=9606 GN=CYBSR3 PE=1 SV=3
Calpain-5 0S=Homo sapiens OX=9606 GN=CAPN5 PE=15V=2
Fumarylacetoacetase OS=Homo sapiens OX=9606 GN=FAH PE=1SV:
Vacuolar protein sorting-associated protein 4A 0S=Homo sapiens OX=0606 GN=VPS4A PE=1 SV=1
Proteasome subunit alpha type-6 0S=Homo sapiens OX=0606 GN=PSMAG PE=1 V=1
Ubiquitin-associated domain-containing protein 1 0S=Homo sapiens OX=9606 GN=
Malignant T-cell-amplified sequence 10¢
14 kDa phosphohistidine phosphatase O

lomo sapiens OX=9606 GN=TCP1 PE=15V=1
FM Pl

=1

sv=3

d protein 23 O
BRO1 domain-containing protein BROX 0S=Homo sapiens OX-
Calcium and integrin-binding protein 105=Homo sapiens O Sv=4

Glyoxalase domain-containing protein 4 0S=Homo sapiens OX=0606 GN=GLOD PE=15V=1
Glutathione reductase, mitochondrial OS=Homo sapiens OX=9606 GN=GSR PE=15V=2
Phosphatidylinositol transfer protein alpha isoform OS=Homo sapiens OX=9606 GN=PITPNA PE=15V=2
Solute carrier family 40 member 1 0S=Homo sapiens OX=9606 GN=SLC40A1 PE=1 SV=
Proteasome subunit beta type-3 0S=Homo sapiens OX=0606 GN=PSMB3 PE=1 5V=2
Dipeptidyl peptidase 3 05=Homo sapiens OX=0606 GN=DPP3 PE=15V=2

|AP-2 complex subunit mu 0S=Homo sapiens OX=0606 GN=AP2M 1 PE=1 SV=2

Protein phosphatase 1 regulatory subunit 7 OS=Homo sapiens OX=9606 GN=PPP1R7 PE=15V=
Syntenin-1 0S=Homo sapiens OX=9606 GN=SDCBP PE=15V=1

Macrophage migration inhibitory factor 05=Homo sapiens OX=9606 GN=MIF PE=1 5V=4
Haptoglobin-related protein OS=Homo sapiens OX=9606 GN=HPR PE=2 SV=2
Proteasome subunit beta type-5 Of 606 GN=PSMBS5 PE=15V=3

transporter 1 0S=Homo sapiens OX=9606 GN=SLC16A1 PE=1S)
Tubulin-specific chaperone A OS=Homo sapiens OX=9606 GN=TBCA PE=15V=3
Calcium-regulated heat-stable protein 1 0S=Homo sapiens OX=9606 GN=CARHSP1 PE=1 SV=2
Integrin beta-3 05=Homo sapiens O) Sv=:
Small VCP/p97-interacting protein 05=Homo sapiens OX=9606 GN=SVIP PE=1 SV=1
CD2-associated protein 0S=Homo sapiens OX=9606 GN=CD2AP PE=1 SV=1

Ras-related protein Rab-2B OS=Homo sapiens OX=9606 GN=RAB28 PE=1 V=1
Inter-alpha-trypsin inhibitor heavy chain H1 0S=Homo sapiens OX=9606 GN=ITIH1 PE=1 SV=3
Ubiquitin carboxyl-terminal hydrolase 15 0S=Homo sapiens OX=9606 GN=USP15 PE=15V=3
Copper-transporting ATPase 1 0S=Homo sapiens OX=3606 GN=ATP7A PE=15V=4
|STAM-binding protein OS=Homo sapiens OX=9606 GN=STAMBP PE=1 V=1

T-complex protein 1 subunit gamma OS=Homo sapiens OX=9606 GN=CCT3 PE=15V=4

Peflin OS=Homo sapiens OX=9606 GN=PEF1 PE=1 5\
Complement receptor type 10S=Homo sapiens OX=9606 GN=CR1 PE=1 5V=3

SH3 domain-binding protein 5-like OS=Homo sapiens OX=9606 GN=SH3BP5L PE=1 SV=1
Keratin, type | cuticular Hal 0S=Homo sapiens OX=9606 GN=KRT31 PE=1SV:

05=Homo sapiens RX3 PE=15V=2
Guanine nucleotide-binding protein subunit beta-4 0S=Homo sapiens OX=9606 GN=GNB4 PE=1 SV=:
Proteasome subunit alpha type-1 0S=Homo sapiens OX=0606 GN=PSMA1 PE=1 V=1

Heat shock protein HSP 90-beta OS=Homo sapiens OX=9606 GN=HSP90AB1 PE=15V=4

5-phase kinase-associated protein 1 0S=Homo sapiens OX=9606 GN=SKP1 PE=15V=2

Latexin OS=Homo sapiens OX=9606 GN=LXN PE=1 SV=2

Proteasome subunit alpha type-3 0S=Homo sapiens OX=0606 GN=PSMA3 PE=1 5V=2

Erythroid membrane-associated protein 0S=Homo sapiens OX=9606 GN=ERMAP P!
Transport and Golgi organization protein 2 homolog OS=Homo sapiens OX=9606 Gl
Ezrin OS=Homo sapiens OX=9606 GN=EZR PE=15V=4

Charged multivesicular body protein 2a 0S=Homo sapiens OX=0606 GN=CHMP2A PE=1 5V=1
Gelsolin OS=Homo sapiens OX=9606 GN=GSN PE=15!
Fructosamine-3-kinase OS=Homo sapiens OX=9606 GN=FN3K PE=1SV=1

ANGO2 PE=15V=1

P 2A catalytic subunit alpha isoform OS=Homo sapiens OX=9606 GN=PPP2CA PE=1 SV=1
alpha-2 heavy chain 0S=Homo sapiens OX=9606 PE=1 V=2

Carbonyl reductase [NADPH] 1 05=Homo sapiens OX=9606 GN=CBR1 PE=15
Eukaryotic initiation factor 4A-| 0S=Homo sapiens OX=9606 GN=EIF4A1 PE=15V=1
6-phosphogluconolactonase OS=Homo sapiens OX=9606 GN=PGLS PE=1SV=
2"-deoxynucleoside 5'-phosphate N-hydrolase 1 0S=Homo sapiens OX=9606 GN=DNPH1 PE=1SV=

bly protein 1-like 1 0S=Homo sapiens OX=9606 GN=NAP1L1 PE=1 SV=:
14-3-3 protein gamma 0S=Homo sapiens OX=9606 GN=YWHAG PE=1 5V=2
small gl h P g protein alpha O
CD99 antigen OS=Homo sapiens OX=9606 GN=CD39 PE=1 5V=1
Exportin-7 05=Homo sapiens OX=9606 GN=XPO7 PE=15V=3
Heparin cofactor 2 05=Homo sapiens OX=9606 GN=SERPIND1 PE=1 V=3
Ras-related protein Rab-6A 0S=Homo sapiens OX=0606 GN=RABGA PE=15V=3
|AP-2 complex subunit alpha-1 OS=Homo sapiens OX=0606 GN=AP2A1 PE=1 SV:
Immunoglobulin kappa variable 4-1 0S=Homo sapiens OX=9606 GN=IGKV4-1 PE=15V=1
Protein TFG 0S=Homo sapiens OX=9606 GN=TFG PE=15V=2
Ras-related protein Rab-14 0S=Homo sapiens OX=0606 GN=RAB1A PE=15V=3
SLIT-ROBO Rho GTPase-activating protein 2 0S=Homo sapiens OX=9606 G
Complement component C9 0S=Homo sapiens OX=
Glutathione synthetase OS=Homo sapiens OX=9606 GN=GSS PE:
Complement C1q subcomponent subunit A 0S=Homo sapiens OX=9606 G

lomo sapiens OX=9606 GN=SGTA PE=15V=1

05=Homo sapiens PE=15V=3
Vinculin OS=Homo sapiens OX=9606 GN=VCL PE=15V=4

Protein ABHD14B 0S=Homo sapiens OX=9606 GN=ABHD14B PE=1SV=1

Ran-specific GTPase-activating protein 0S=Homo sapiens OX=9606 GN=RANBP1 PE=15V=1

05=Homo sapiens PE=15)

D 0s=Homo sapiens OX=9606 GN=APOD PE=1SV=1
Profilin-1 0S=Homo sapiens OX=9606 GN=PFN1 PE=15\
Rabankyrin-5 0S=Homo sapiens OX=9606 GN=ANKFY1 PE=1SV=2

TCPA_HUMAN

ANFY1_HUMAN

PSMBS
SLC16A1

CARHSP1

SH3BPSL
731
GLRX3
GNB4.
PSMAL
HSP90AB1
SKP1
XN
PSMA3
ERMAP
TANGO2

60kDa
69kDa
14kDa
21kDa
33kDa
23kDa
25kDa
31kDa
26kDa
33kDa
50kDa
36kDa
16 kDa
76kDa
29kDa
38kDa
50kDa
57kDa
49kDa
97kDa
34kDa
73kDa
46 kDa
49kDa
27kDa
45 kDa
21kDa
14kDa
23kDa
46 kDa
22kDa
35kDa
56 kDa
32kDa
63kDa
23kDa
83kDa
50kDa
42kDa
32kDa
12kDa
39kDa
28kDa
54kDa
13kDa
16 kDa
87kDa
8kDa
71kDa
24kDa
101 kDa
112kDa
163 kDa
48kDa
61kDa

224kDa
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| Apolipoprotein L1 0S=Homo sapiens OX=9606 GN=APOL1 PE=15V=5
Intercellular adhesion molecule 4 0S=Homo sapiens OX=9606 GN=ICAM4 PE=15)
 Apolipoprotein C-1 0S=Homo sapiens OX=9606 GN=APOC1 PE=15
Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens OX=9606 GN=GEPD PE=15V:
Complement C1q subcomponent subunit C 05=Homo sapiens OX=9606 GN=C1QC PE=15)
T-complex protein 1 subunit eta OS=Homo sapiens OX=9606 GN=CCT7 PE=15V=2

|AP-2 complex subunit sigma OS=Hormo sapiens OX=0606 GN=AP251 P
| Adenylyl cyclase-associated protein 1 05=Homo sapiens OX=9606 GN=CAP1 PE=1 SV=5
Myosin-9 0S=Homo sapiens OX=9606 GN=!
WD repeat-containing protein 91 0S=Homo sapiens OX=9606 GN=WDR91 PE=15V=2

Guanine nucleotide-binding protein G(1)/G(S)/G(0) subunit gamma-5 0S=Homo sapiens OX=9606 GN=GNGS5 PE=1 SV=3
Clathrin light chain A OS=Homo sapiens OX=9606 GN=CLTA PE=15V=1

Retinol-binding protein 4 0S=Homo sapiens OX=9606 GN=RBP4 PE=15V=3

Neutral amino acid transporter B(0) OS=Homo sapiens OX=9606 G
Ras-related protein Rab-58 OS=Homo sapiens OX=9606 GN=RABSB PE=1 5\
WW domain-binding protein 2 0S=Homo sapiens OX=9606 GN=WBP2 PE=15)
s-methyl-5" 05=Homo sapiens O AP PE=15V=2

Blood group Rh(D) polypeptide 0S=Homo sapiens OX=9606 GN=RHD PE=15V=3
[Sodium/potassium-transporting ATPase subunit alpha-1 0S=Homo sapiens OX=9606 GN=ATP1A1 PE=1SV=1
Xaa-Pro dipeptidase OS=Homo sapiens OX=9606 GN=PEPD PE=1 5V=3

WD repeat-containing protein 1 0S=Homo sapiens OX=9606 GN=WDR1 PE=15V=4

| Annexin A4 0S=Homo sapiens OX=9606 GN=ANXA4 PE=15V=4
Protein lifeguard 3 0S=Homo sapiens OX=9606 GN=TMBIM1 PE=1 SV=
Chloride intracellular channel protein 1 05=Homo sapiens OX=0606 GN=CLIC1 PE=15V=4
Lxylulose reductase OS=Homo sapiens OX=9606 GN=DCXR PE=1 5V=2

Guanine nucleotide-binding protein G(1)/G(S)/G(0) subunit gamma-2 0S=Homo sapiens OX=9606 GN=GNG2 PE=1 SV=2
Protein CutA 05=Homo sapiens OX=9606 GN=CUTA PE=1

[ Apolipoprotein C-lll 05=Homo sapiens OX=9606 GN=APOC3 PE=1 5V=1

Alpha-2-antiplasmin OS=Homo sapiens OX=9606 GN=SERPINF2 PE=1 5V=3

14-3-3 protein eta 0S=Homo sapiens OX=9606 GN=YWHAH PE=15V=4

Heat shock protein beta-1 0S=Homo sapiens OX=9606 GN=HSPB1 PE=1 SV=2

265 proteasome non-ATPase regulatory subunit 9 05=Homo sapiens OX=9606 GN=PSMD9 PE=1 V=3

Ras-related protein Rap-2a 05=Homo sapiens OX=9606 GN=RAP2A PE=1 5V=1

Fascin 0S=Homo sapiens OX=9606 GN=FSCN1 PE=15!
SEC14-like protein 4 0S=Homo sapiens OX=9606 GN=SEC1414 PE=1 SV=1

HLA class | histocompatibility antigen, B-41 alpha chain 05=Homo sapiens OX=9606 GN=HLA-B PE=1 5V=1
Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens OX=0606 GN=ALDH16A1 PE=1 5V=2
Ras suppressor protein 1 0S=Homo sapiens OX=9606 GN=RSU1 PE=15V=3

Unconventional myosin-ic OS:
Complement C1s subcomponent OS=Homo sapiens OX=9606 Gi
Vacuolar protein sorting-associated protein 28 homolog 0S=Homo sapiens OX=9606 GN=VPS28 PE=1SV=1
E2 ubiquitin-conjugating enzyme OS=Homo sapiens OX=9606 GN=UBE20 PE=1 V=3

Pleckstrin-2 0S=Homo sapiens OX=9606 GN=PLEK2 PE=1SV=1

265 proteasome regulatory subunit 7 0S=Homo sapiens OX=0606 GN=PSMC2 PE=1 5V=3

Rab GDP dissociation inhibitor alpha 0S=Homo sapiens OX=9606 GN=GDI1 PE=15V=2
265 proteasome regulatory subunit 10B 0S=Homo sapiens OX=9606 GN=PSMC6 PE=1 S\
Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens OX=9606 GN=FKBP1A PE=15V=:

heavy variable 5-51 0S=Homo sapiens OX=9606 GN=IGHV5-51 PE=3 SVs=:
TIP41-like protein OS=Homo sapiens OX=9606 GN=TIPRL PE=15V=2

Guanine nucleotide-binding protein subunit alpha-11 0S=Homo sapiens O!
C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens OX=9606 GN=/
Immunoglobulin heavy variable 3-7 0S=Homo sapiens OX=9506 G

606 GN=GNA11 PE=1 5V=2
ITHFD1 PE=1 5V=3

Protein AMBP 0S=Homo sapiens OX=9606 GN=AMBP PE=:
DnaJ homolog subfamily A member 4 0S=Homo sapiens OX=9606 GN=DNAJAG PE=1 SV=1

|AP-1 complex subunit beta-1 0S=Homo sapiens OX=9606 GN=AP1B1 PE=1 V=2

Gamma-aminobutyric acid receptor-associated protein-like 2 05=Homo sapiens OX=9606 GN=GABARAPL2 PE=15V=1
BolA-like protein 2 0S=Homo sapiens OX=3606 GN=BOLA PE:

05=Homo sapiens O 1 PE=15V=
Transgelin-2 05=Homo sapiens OX=9606 GN=TAGLN2 PE=1 V=3

Protein DPCD 0S=Homo sapiens OX=9606 GN=DPCD PE=15V=2

Poly(rC)-binding protein 1 05=Homo sapiens OX=9606 GN=PCBP1 PE=1 SV=2

Complement C1r subcomponent 0S=Homo sapiens OX=9606 GN=CIR PE=15V=2

Charged multivesicular body protein 3 OS=Homo sapiens OX=0606 GN=CHMP3 PE=15V=3

5H3 domain-binding glutamic acid-rich-like protein 3 0S=Homo sapiens OX=9606 GN=SH3BGRL3 P
Sorbitol dehydrogenase OS=Homo sapiens OX=9606 GN=SORD PE=1 SV=
Ubiquitin thioesterase OTUB1 05=Homo sapiens OX=0606 GN=OTUB1 P
Ras-related protein Rab-2A 0S=Homo sapiens OX=9606 GN=RAB2A PE=15!
Galectin-9 0S=Homo sapiens OX=0606 GN=LGALS9 PE=1 SV=2
Platelet-activating factor acetylhydrolase IB subunit alpha O

lomo sapiens OX=9606 GN=PAFAH1B1 PE=1 5V=2

1
UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens OX=9606 GN=UGP2 PE=1 SV=5
Leukotriene A-4 hydrolase OS=Homo sapiens OX=9606 GN=LTA4H PE=15V=2

Myosin regulatory light chain 12A 0S=Homo sapiens OX=9606 GN=MYL12A PE=1 SV=2
Importin-5 0S=Homo sapiens OX=9606 GN=IPO5 PE=1 SV=4

Proteasome subunit beta type-6 0S=Homo sapiens OX=9606 GN=PSMB6 PE=15V=4

Dermcidin 0S=Homo sapiens OX=9606 GN=DCD PE=1 5!
Vacuolar protein sorting-associated protein 37C 0S=Homo sapiens OX=9606 GN=VPS37C PE=1 5V=2
Complement factor | OS=Homo sapiens OX=9606 GN=CFI PE=1SV=2

Ubiquitin carboxyl-terminal hydrolase isozyme L3 0S=Homo sapiens OX=9606 GN=UCHL3 PE=15V=1
cAMP-dependent protein kinase catalytic subunit alpha OS=Homo sapiens OX=9606 GN=PRKACA PE=1SV=2
265 proteasome non-ATPase regulatory subunit 10 0S=Homo sapiens OX=9606 GN=PSMD10 PE=1 5\
DNA damage-binding protein 1 0S=Homo sapiens OX=9606 GN=DDB1 PE=1 V=1

Cytochrome b reductase 1 0S=Homo sapiens OX=9606 GN=CYBRD1 PE=1 SV=1

Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 0S=Homo sapiens OX=9606 GN=PIN1 PE=1SV=1
Ras-related protein Rab-21 0S=Homo sapiens OX=9606 GN=RAB21 PE=1 SV=3

Complement C5 OS=Homo sapiens OX=9606 GN=C5 PE=1 5V=4

Histone-arginine methyltransferase CARM1 OS=Homo sapiens OX=9606 GN=CARM1 PE=1 SV=:

like 1 0S=Homo sapiens
265 proteasome regulatory subunit 4 0S=Homo sapiens OX=9606 Gi
UV excision repair protein RAD23 homolog B 05=Homo sapiens O;
Serine/threonine-protein kinase mTOR OS=Homo sapiens O)
Serum amyloid A-4 protein OS=Homo sapiens OX=9606 GI
5'-AMP-activated protein kinase subunit gamma-1 0S=Homo sapiens OX=9606 GN=PRKAG1 PE=1 V=1
[ATPase ASNAL OS=Homo sapiens OX=9606 GN=ASNAL PE=1 V=2
| Alpha-adducin 0S=Homo sapiens OX=9606 GN=ADD1 PE=1 V=2
Proteasome subunit beta type-7 0S=Homo sapiens OX=9606 GN=PSMB7 PE=15V=1
Mitogen-activated protein kinase kinase kinase kinase 4 05=Homo sapiens OX=9606 GN=MAP4K4 PE=15V=2

APOL1_HUMAN

5p|Q9COCY| UBE20_HUMAN
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CD82 antigen OS=Homo sapiens OX=9606 GN=CD82 PE=1 SV=1
Immunoglobulin heavy variable 3-72 05=Homo sapiens OX=9606 GN=IGHV3-72 PE=3 5!
Multifunctional protein ADE2 OS=Homo sapiens OX=9606 GN=PAICS PE=1SV=3
Beta-adducin OS=Homo sapiens OX=9606 GN=ADD2 PE=1S
V-type proton ATPase subunit B, brain isoform OS=Homo sapiens OX=9606 GN=ATP6V182 PE=15V=3
Immunoglobulin kappa variable 3-20 0S=Homo sapiens O KV3-20 PE=15V=2
syntaxin-binding protein 2 0S=Homo sapiens OX=9606 GN=STXBP2 PE=15V=2

Platelet glycoprotein 4 0S=Homo sapiens OX=9606 GN=CD36 PE=1SV=2

d protein 29 0S=Homo sapiens OX=9606 GN=SNAP29 PE=1 SV=:
Ragulator complex protein LAMTOR2 0S=Homo sapiens OX=9606 GN=LAMTOR2 PE=1 SV=1
Keratin, type Il cuticular HbS OS=Homo sapiens OX=9606 GN=KRT8S PE=15V=1

LIM and SH3 domain protein 1 0S=Homo sapiens OX=9606 GN=LASP1 PE=15V=2
Transmembrane protein 222 0S=Homo sapiens OX=9606 GN=TMEM222 PE=15V=2

Heterogeneous nuclear ribonucleoprotein K 0S=Homo sapiens OX=9606 GN=HNRNPK PE=1 SV=1
[ Tumor susceptibility gene 101 protein OS=Homo sapiens OX=0606 GN=TSG101 PE=1 5V=2
Copine-3 0S=Homo sapiens OX=9606 GN=CPNE3 PE=15V=1

d protein RP/EB family member 1 0S=Homo sapiens OX=0606 GN=MAPRE1 PE=1 5V=3
£3 ubiquitin-protein ligase RNF123 05=Homo sapiens OX=0606 GN=RNF123 PE=1 SV
BTB/POZ domain-containing protein KCTD12 0S=Homo sapiens OX=9606 GN=KCTD12 PE=15V=1

05=Homo sapiens PE=15V=1
Rieske domain-containing protein OS=Homo sapiens OX=9606 GN=RFESD PE=1SV=1

reductase OS=Homo sapiens OX=9606 GN=QDPR PE=1 V=2
Bleomycin hydrolase OS=Homo sapiens OX=9606 GN=BLMH PE=1S
Gamma-glutamylcyclotransferase OS=Homo sapiens OX=9606 GN=GGCT PE=15V=1
Gamma-enolase OS=Homo sapiens OX=9606 GN=ENO2 PE=15V=3

COP9 signalosome complex subunit 3 0S=Homo sapiens OX=9606 Gl

lambda variable 3-10 05=Homo sapiens O
F-actin-capping protein subunit alpha-2 0S=Homo sapiens OX=0606 GN=CAPZA2 PE=1 SV=3
Hornerin 0S=Homo sapiens OX=9606 GN=HRNR PE=1 V=2

Junction plakoglobin OS=Homo sapiens OX=9606 GN=JUP PE=15V=3

Elongation factor 1-delta OS=Homo sapiens OX=9606 GN=EEF1D P!

05=Homo sapiens OX=9606 GN=FN3KRP PE=1 5V=2
Phospholipid scramblase 4 OS=Homo sapiens OX=9606 GN=PLSCR4 PE=1 SV=:
Immunoglobulin kappa variable 3-15 0S=Homo sapiens OX=9606 GN=IGKV3-15 PE=1 5V=2
Carboxymethylenebutenolidase homolog OS=Homo sapiens OX=9606 GN=CMBL PE=1 SV=1
 Apolipoprotein(a) OS=Homo sapiens OX=9606 GN=LPA PE=1 5V=1

Myosin light chain 4 0S=Homo sapiens OX=9606 GN=MYL4 PE=15V=3

Leucyl-cystinyl NPEP PE=1 V=3

GTPase NRas O
265 proteasome non-ATPase regulatory subunit 5 05=Homo sapiens OX=9606 GN=PSMDS5 PE=15V=3
Protein 5100-A8 0S=Homo sapiens OX=0606 GN=5100A8 PE=1 SV=1

Keratin, type | cytoskeletal 17 0S=Homo sapiens OX=9606 GN=KRT17 PE=1 V=2

Fatty acid-binding protein 5 05=Homo sapiens OX=9606 GN=FABPS PE=15
Ubiquitin-conjugating enzyme E2 K OS=Homo sapiens OX=0606 GN=UBE2K P!
Ras-related protein Rab-8A 0S=Homo sapiens OX=9506 GN=RABSA PE=15!
Vitamin K-dependent protein S 0S=Homo sapiens OX=9606 GN=PROS1 PE=15V=
Disks large homolog 1 0S=Homo sapiens 0X=9606 GN=DLG1 PE=1 SV=2
Polymeric immunoglobulin receptor OS=Homo sapiens OX=0606 GN=PIGR PE=1 5V=4
UPFO687 protein C200rf27 0S=Homo sapiens OX=9606 GN=C200rf27 PE=1S)
Cab-binding protein beta chain OS=Homo sapiens OX=9606 GN=C4BPB PE=1 V=
Adenosine kinase 0S=Homo sapiens OX=9606 GN=AD}
C2 domain-containing protein 5 0S=Homo sapiens O
Clathrin light chain B OS=Homo sapiens OX=9606 GN
WD repeat-containing protein 81 0S=Homo sapiens OX=9606 GN=!
Density-regulated protein 05=Homo sapiens OX=9606 GN=DENR PE=1 SV=:
Glucose-6-phosphate isomerase OS=Homo sapiens OX=9606 GN=GPI PE=1 5V=4

Protein kinase Cand casein kinase substrate in neurons protein 2 05=Homo sapiens OX=9606 GN=PACSIN2 PE=1 V=2
Syntaxin-4 0S=Homo sapiens OX=9606 GN=STX4 P!
Prolactin-inducible protein 0S=Homo sapiens OX=9606 GN=PIP PE=15V=1

Translin OS=Homo sapiens OX=9606 GN=TSN PE=1 5V=1

| ADP-ribosylation factor 6 OS=Homo sapiens OX=9606 GN=ARFG PE=15V=2
N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens OX=9606 GN=PGLYRP2 PE=15)
Immunoglobulin heavy variable 3-23 OS=Homo sapiens OX=0606 GN=IGHV3-23 PE=15V=:
UMP-CMP kinase 0S=Homo sapiens OX=9606 GN=CMPK1 PE=1 5\
Immunoglobulin delta heavy chain 0S=Homo sapiens OX=9606 PE=15)

Vacuolar protein sorting-associated protein 20 05=Homo sapiens OX=9606 GN=VPS29 PE=15V=1
Prostaglandin E synthase 3 0S=Homo sapiens OX=0606 GN=PTGES3 P!
Pyrroline-5-carboxylate reductase 3 0S=Homo sapiens OX=9606 GN=PYCR3 PE=1 5V=3
Tryptophan-tRNA ligase, cytoplasmic OS=Homo sapiens OX=9606 GN=WARS PE=15V=2

265 proteasome non-ATPase regulatory subunit 13 0S=Homo sapiens OX=9606 GN=PSMD13 PE=15V=2
Leukocyte elastase inhibitor OS=Homo sapiens OX=9606 GN=SERPINB1 PE=1 SV=1

stathmin OS=Homo sapiens OX=9606 GN=STMN1 PE=1 SV-=:
Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Homo sapiens OX=9606 GN=NACA PE=1 SV=1
Merlin 05=Homo sapiens OX=9606 GN=NF2 PE=1 5V=1

Ferritin heavy chain 0S=Homo sapiens OX=9606 GN=FTH1 PE=15V=2
Eukaryotic translation initiation factor 2 subunit 1 0S=Homo sapiens OX-=
Syntaxin-binding protein 3 05=Homo sapiens OX=9606 GN=STXBP3 PE=1 5\
Septin-2 05=Homo sapiens OX=9606 GN=SEPT2 PE=1
Thrombospondin-1 05=Homo sapiens OX=9606 GN=THBS1 PE=1 5V=2

Charged multivesicular body protein 5 OS=Homo sapiens OX=0606 GN=CHMPS PE=15V=1
Keratin, type Il cytoskeletal 78 OS=Homo sapiens OX=9606 GN=KRT78 PE=1 V=2

£3 ubiquitin-protein ligase T =Homo sapiens OX= = PE=25V=2
Urea transporter 1 0S=Homo sapiens OX=0606 GN=SLC14A1 PE=1 5V=2
Polypyrimidine tract-binding protein 1 05=Homo sapiens OX=0606 GN=PTBP1 PE=15V=1
Poly(rC)-binding protein 2 05=Homo sapiens OX=9606 GN=PCBP2 PE=1 SV=1

Rho GDP-dissociation inhibitor 2 05=Homo sapiens OX=9606 GN=ARHGDIB PE=1 SV=3
|ATP-dependent (5)-NAD(P)H-hydrate dehydratase OS=Homo sapiens OX=9606 GN=NAXD PE=1 V=1
Synembryn-A O5=Homo sapiens OX=9606 GN=RIC8A PE=15V=3

DnaJ homolog subfamily B member 1 0S5=Homo sapiens OX=9606 GN=DNAJB1 PE=15V=4

605 acidic ribosomal protein PO 0S=Homo sapiens OX=0606 GN=RPLPO PE=15)
£3 ubiquitin-protein ligase NEDD4-like OS=Homo sapiens OX=9606 GN=NEDDAL PE=15
Receptor-type tyrosine-protein phosphatase alpha 05=Homo sapiens OX=9606 GN=PTPRA PE=15V=3
Collagen alpha-3(VI) chain OS=Homo sapiens OX=9606 GN=COLGA3 PE=1S)

Integrin-linked protein kinase OS=Homo sapiens OX=0606 GN=ILK PE=15V:
Lipopolysaccharide-binding protein OS=Homo sapiens OX=9606 GN=LBP P!
Keratin, type | cuticular Ha3-ll 05=Homo sapiens OX=9606 GN=KRT338 PE=15!
Acidic fibroblast growth factor intracellular-binding protein OS=Homo sapiens OX=9606 GN=FIBP PE=15V=3
Zin transporter 1 05=Homo sapiens OX=9606 GN=SLC30A1 PE=:
Eukaryotic translation initiation factor 3 subunit J OS=Homo sapiens OX=0606 GN=EIF3) PE=15V=2

CD82_HUMAN
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WD repeat-containing protein 48 05=Homo sapiens OX=9606 GN=WDRA8 PE=1 5V=1

Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens OX=9606 Gl
Mitogen-activated protein kinase 1 0S=Homo sapiens OX=9606 GN=MAPK1 PE=1 V=3
Serine/threonine-protein kinase 10 05=Homo sapiens OX=9606 GN=STK10 PE=1 SV=1

Charged multivesicular body protein 1a 0S=Homo sapiens OX=0606 GN=CHMP1A PE=1 SV=1
Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens OX=9606 Gl
Vacuolar protein sorting-associated protein 48 0S=Homo sapiens O;
MAGUK p55 subfamily member 7 0S=Homo sapiens OX=9606 GN=MPP7 P!
605 acidic ribosomal protein P2 0S=Homo sapiens OX=0606 GN=RPLP2 PE=1 SV=
RING finger protein 11 0S=Homo sapiens OX=9606 GN=RNF11 PE=15V=1

[ Activator of 90 kDa heat shock protein ATPase homolog 1 0S=Homo sapiens OX=9606 GN=AHSA1 PE=1 SV=1
Ragulator complex protein LAMTOR1 OS=Homo sapiens OX=9606 GN=LAMTOR1 PE=1 5V=2

Caspase-14 0S=Homo sapiens OX=9606 GN=CASP14 PE=1SV=:

=2

nuclear H 0S=Homo sapiens OX=9 PE=15V=4
Niban-like protein 1 0S=Homo sapiens OX=9606 G =
Mannan-binding lectin serine protease 2 O 606 GN=MASP2 PE=1 V=4
Eukaryotic translation initiation factor 2 subunit 3 0S=Homo sapiens OX=9606 G!
Serine/threonine-protein phosphatase CPPED1 0S=Homo sapiens OX=9606 GN=CPPED1 PE=1$)
Protein EFR3 homolog A OS=Homo sapiens OX=9606 GN=EFR3A PE=1 SV=2
60 kDa heat shock protein, 0s=Homo sapiens O PE=15V=2
Dynactin subunit 2 0S=Homo sapiens OX=9606 GN=DCTN2 PE=1 V=4
Plexin-A1 0S=Homo sapiens OX=9606 GN=PLXNAL PE=15V=3
Coagulation factor XIlI A chain OS=Homo sapiens OX=9606 GN=F13A1 PE=1SV=4
Mannan-binding lectin serine protease 1 0S=Homo sapiens OX=0606 GN=MASP1 PE=15V=3
Coronin-1A 0S=Homo sapiens OX=0606 GN=CORO1A PE=15V=4

Protein $100-A7 OS=Homo sapiens OX=9606 GN=S100A7 PE=15V=4

Filaggrin-2 0S=Homo sapiens OX=9606 GN=FLG2 PE=1SV=1
UBAP1-MVB12-associated (UMA)-domain containing protein 1 0S=Homo sapiens OX=9606 GN=UMAD1 PE=2 5\
5'-AMP-activated protein kinase catalytic subunit alpha-1 0S=Homo sapiens OX=9606 GN=PRKAA1 PE=1 5\
Thioredoxin-dependent peroxide reductase, 0s=Homo sapiens O PE=15V=3
Peroxiredoxin-5, mitochondrial OS=Homo sapiens OX=9606 GN=PRDXS PE=15V=4

Phosphatidylinositol 4-phosphate 5-kinase type-1 alpha OS=Homo sapiens OX=9606 GN=PIP5K1A PE=1SV=1
Fibulin-1 0S=Homo sapiens OX=9606 GN=FBLN1 PE=1 SV=
Voltage-dependent anion-selective channel protein 3 O!
Pleckstrin 0S=Homo sapiens OX=9606 GN=PLEK PE=15V=3

[ Tumor protein D54 OS=Homo sapiens OX=9606 GN=TPD52L2 PE=1SV=2
MAP/microtubule affinity-regulating kinase 3 0S=Homo sapiens OX=9606 GN=!
Endophilin-B2 0S=Homo sapiens OX=9606 GN=SH3GLB2 PE=1S
Epidermal growth factor receptor substrate 15-like 1 0S=Homo sapiens OX=9606 Gl
Switch-associated protein 70 0S=Homo sapiens OX=9606 GN=SWAP70 P! =1
Protein TMEDS OS=Homo sapiens OX=9606 GN=TMEDS PE=15V=1

Coagulation factor Xl 0S=Homo sapiens OX=t
[Apolipoprotein F 0S=Homo sapiens O)
Cullin-2 0S=Homo sapiens OX=9606 G

jomo sapiens OX=9606 GN=VDAC3 PE=1 SV=1

1ARK3 PE=1 SV=

Importin subunit alpha-3 0S=Homo sapiens OX=9606 GN=KPNA4 PE=1 SV="
G protein-coupled receptor kinase 6 05=Homo sapiens OX=9606 GN=GRK6 PE=1
Heterogeneous nuclear ribonucleoprotein Al-like 2 05=Homo sapiens OX=9606 GN=HNRNPA1L2 PE=2 V=2
NIF3-like protein 1 0S=Homo sapiens OX=9606 GN=NIF3L1 PE=15V=2

Palmitoyltransferase ZDHHCS OS=Homo sapiens OX=9606 GN=ZDHHCS5 PE=1 SV=
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