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Table S1. LncRNAs involved in metabolism. (Related to Figure 1)

LncRNAs Metabolism-related = Tumor/cell types  References
enzyme
SRA PPARA, PPARG, Liver, Hepatocytes 1,2
FABP4; ATGL
HAND2-AS1 GLUT1, GLUT3 Osteosarcoma 3
HOTAIR GLUT1 Hepatocellular 4
carcinoma
SNHG3 PFK, PKM, CS, IDH, Ovarian cancer 5
OGDH
TUGI1 HK2 Hepatocellular 6,7
carcinoma,
Osteosarcoma
CRYBG3 LDHA Lung cancer 8
PCGEM1 G6PD Prostate cancer 9
GLCC1 LDHA Colorectal cancer 10
YIYA PFKFB3 Breast cancer 11
PVT1 HK2 Gallbladder cancer 12
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Table S2. Prediction of highly conserved miRNAs related to regulation of
IncRNA SRAT*. (Related to Figure 1)

Conservation
MicroRNA family Seed position i Other
Primates Mammals
vertebrates
miR-146ac/146b-5p chr5:139936817 78% 70% 31%
miR-148ab-3p/152 chr5:139930781 67% 61% 0%
miR-203 chr5:139930110 78% 52% 0%
miR-103a/107/107ab chr5:139930711 78% 52% 0%
miR-216a chr5:139929757 67% 30% 0%
miR-216b/216b-5p chr5:139929757 67% 30% 0%
miR-124/124ab/506 chr5:139937248 67% 30% 0%
miR-29abcd chr5:139930820 67% 17% 0%
miR-208ab/208ab-3p chr5:139931159 67% 4% 0%
miR-499-5p chr5:139931159 67% 4% 0%

* Bioinformatic information was obtained from miRcode

(http://www.mircode.org/)



Table S3. The primer information for quantitative PCR

Primer names

Primer sequences (5'-3’)

mLDHA-F
mLDHA-R
mHK2-F
mHK2-R
SRA-F
SRA-R
mPFKL-F
mPFKL-R
mMDH2-F
mMDH2-R
mGOT2-F
mGOT2-R
mGPT2-F
mGPT2-R
mGLUDI1-F
mGLUD1-R
mG6PD-F
mG6PD-R
mACLY-F
mACLY-R
mTKT-F
mTKT-R
mTADO1-F
mTADO1-R
mFH-F
mFH-R
mSDHA-F
mSDHA-R
mPDHA-F
mPDHA-R
mPC-F
mPC-R
mGLS1-F
mGLS1-R

AACTGG GCA CTG ACG CAG AC
GCC AAT GGC CCA GGA TGT GT
GGC AGT GGA ACCCAGCTIGTT
CCCAGC GGG AGCTTCTTCTC
CCT ATT TGC ACT GTA TCA CCC
CCCCAATCT CAGTAA TCT GG
CTC AGC CCT GCA CCGCATTA
GAA GCC AGG GCA GAC ACC AG
GCT CGA GTC AAC GTG CCT GT
GCA GAA CCT GCT CCA GCCTIT
ACC CAGCTGGTCTCCAACCT
CCA CGG AGA TTC GGC CAT CC
TGG AGG CAG CTC AGT CCC AT
GGC ACG ACA CAG ATG CCA GT
CGC CCT GCA AGGGAGGTATC
CGC CTG CTT TAG CACCTC CA
CCC AGG TGT GTG GGA TCC TG
CCC GGA ACA GCCACCAGATG
AGT GCC ACCTCC AAC AGT GC
CCT GCC CTC GCT CAT CAC AG
CCG AGC AACCAA AGGCAGGA
CCC ACT ACG GCA GCA GACAC
CAG CCC AGA TGC CTG CCT AC
CTT GAG GCC CACCCA GCT TC
GGC CGC AGA TGA GGT AGC TG
GGG TGC ACA GGCTTCTTGCT
GAGCCT GTG CCCTGA GCATT
CAC GGA ACA CTG CAG CAT GG
CTG CTG CGC TCC ATG AGG AA
ACG GGA AGC AACCAGCACTC
GGC ACA GTGGACACCCAGTT
AGC TGG AGG TGG GCC TAT GG
TGC CCT CCG AAG GTTTGC TC
CTCTGC TGC TGC GAC ATG GA



mCPT1A-F
mCPT1A-R
mSLC16A1-F
mSLC16A1-R
mSLC16A3-F
mSLC16A3-R
mGLUT1-F
mGLUT1-R
mGLUT4-F
mGLUT4-R
hIL2RA-F
hIL2RA-R
hTNFRSF18-F
hTNFRSF18-R
hFOXP3-F
hFOXP3-R
hIKZF2-F
hIKZF2-R
hIKZF4-F
hIKZF4-R

CAC CACTGG CCG CAT GTC AA
GAG CAG CACCTT CAGCGA GT
GCT GGT GGT TGT CTG TCT GG
GCA AGC CCA AGA CCT CCA AT
TCC ATC CTG CTG GCT ATG CT
GAC CCA AGCCAGTGA TGA CC
CGT GGC CAT CIT CTC TGT CG
CCA TAA GCA CAGCAGCCACA
GCT GTC GCT GGT TTC TCC AA
GGA CCC ATA GCATCC GCA AC
GCT CTG CCA CTC GGA ACA CA
CCT GCA GTG ACCTGG AAGGC
ACG AAG GCC ACT GCA AACCT
GCA CAC AGC GTT GTG GGT CT
GAC AGC ACCCITTCG GCT GT
GCCTGG CAGTGCTTG AGG AA
CAG CGA GGT GGCTGA CAACA
GCGTTC ACC ATT CGG AAG CC
CCA ATG GCA AGC TCA AGT GT
CCT TTC ACC AGT GTG ACT GC

m: Mouse; h: Human



