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Figure S1. Verification of GAPDH
expression level in C6-kiGAPDH and Ce-
kdGAPDH cell sublines. (a)The data of RT-
PCR are presented. Histogram bars show the
relative amount of mRNA transcribed from the
gapdh gene in C6 cells of different sublines. (b)
Immunoblotting data are presented. C6 cells of
different sublines were lysed and analyzed
with electrophoresis with subsequent Western
blot staining. Antibodies against GAPDH were
used to analyze the protein level in different
cells. Hsc70 is presented as a loading control. (c)
Immunoblotting data are presented. C6, Co-
kdGAPDH and C6-kiGAPDH
treated with CoClz in concentrations marked on

cells were

the figure. Cells were analyzed 24 h after the
addition of CoCl.. Hsc70 is presented as a
loading control.
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Figure S2. Fluorescent confocal
images of C6 cells with different
GAPDH level cultured with
various concentrations of CoCl2
and AEAC. C6 (upper panel), Cé6-
kiGAPDH (middle panel) or Cé-
kdGAPDH (lower panel) cells were
cultivated for 24 h in the presence
of CoCl2 and AEAC in indicated
concentrations. DAPI was used for
nucleus labeling. Anti-GAPDH
antibodies was labeled with Alexa-
488. Scale bar 50 um
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Figure S3. Analysis of the motility of C6 cells with different levels of GAPDH expression in
the presence of AEAC under hypoxic conditions. Wound healing assay was performed with the
aid of the JuLl Stage microscope. C6 (upper panel), C6-kiGAPDH (middle panel) or Co-
kdGAPDH (lower panel) cells were cultivated for 24 h in the presence of 100 uM CoCl.and AEAC
(0.8, 2 or 5 uM) before the monolayer was scratched. Wound healing was detected with
microscopy.
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Figure S4. Analysis of the expression of hifla and gapdh genes in Cé6 cells with different
GAPDH level in a flask and in rat’s brain. The data of RT-PCR are presented. Histogram bars
show the relative amount of mRNA transcribed from the HIF1a (a) and gapdh (b) genes in C6,
C6-kiGAPDH or C6-kdGAPDH cells cultivated in flasks and injected in rat’s brain normalized to
the amount of actin mRNA.



