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Figure S1. Hypocotyl length of WT, det2-1 and bzri-1D plants treated with glucose.

Error bars represent SD (n > 18).
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Figure S2. Heterozygous bin2-1(+/-) mutant in responsive to sucrose. Error bars

represent SD (n > 25).
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Figure S3. Hypocotyl length of Ws-2 and bin2-3bil1bil2 plants treated with S6K
inhibitor (LY2584702 Tosylate, LT). Error bars represent SD (n > 18).
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Figure S4. Amino acid sequence alignment of S6K 1 and S6K2.



Figure S5. Root length of WT and bzrI-1D plants with different treatments



Table S1. Primer sequences used for qRT-PCR.

BIN2-gF: ACAAAAGGATGCCCCCAGAA Li et al. (2020)
BIN2-qR: TGAAGTTGAAGAGAGGCGGG

BZR1-gF: CAACTAGGCAAACCCAAATG
BZR1-qR: | TCTAACACTCCAATGCTTCC

BILI1-qF: AACTCGCGAAGAAATCCGGT This study
BIL1-qR: AAGGTCAATGGCTTCCGGAG

BIL2-qF: TCCATTACCGCCATTGTTCA Zhang et al. (2021)
BIL2-qR: TTCTCTTCAGACATGCACAG

UBQI10-qF: | AATTGGAGGATGGTCGTACTTT This study

UBQI10-qR: | CAAAGTCTTGACGAAGATCTGC
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